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AF053947/C 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053947 

VERSION AF053947.1 GI:2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready , P . , Skowronski, E . , Games, J., 

Kobayashi, A. , Brubaker , R . R . and Garcia, E. 
TITLE Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacterid. 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready, P., Skowronski , E . , Games, J., 

Kobayashi , A. , Car rano , A. V . , Brubaker, R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted ( 16-MAR-1998 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Location/Qualifiers 
source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol_type=" genomic DNA" 
/strain="KIM" 
/db_xref="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13168 .1" 

/db_xref="GI: 2996288" 

/ translation="MVT FETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYT PRPAVAS L LDE YRD Y I RQRIADAH P YKI PATVI ARE I RDQG YRGGMT I LRAFI R 
S LS VPQEQE PAVRFETE PGRQMQVDWGTMRNGRS PLH VFVAVLGY S RML Y I E FT DNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 

CDS 1109. .1888 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13179 . 1" 

/db_xref="GI: 2996299" 

/ trans la tion="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE" 
CDS complement (2 022 . .2618) 

/note="similar to sequence encoding Eschericia coli 

hypothetical protein" 

/codon_start=l 

/transl_table=ll 

/product="unknown" 
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/protein_id="AAC13190 .1" 
/db_xref="GI:2996310" 

/ translation="MTDKARTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAA.VFDFTKQEWSLEEDHRGKTLYSTETGEPVFIAELGPLPENVTYISPNGEY 
QKWDGSAWVKDEEAEKTALVGEAEQNKSVLMKNVSQQISLLQDAIDLDMATDEEKETL 
VALKKYRVLLNRVDTSLAPDIDWPILGNEEEDSANLIK" 
CDS complement (2 932. .5514) 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product="tail fiber protein homolog" 
/protein_id="AAC13200. 1" 
/db_xref="GI: 2 996320" 

/translation="iy[RSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAI NAAGEKAREAAERALAAAQS S S EARAKADEAAQS SAS AS E YKTAAE LSAAAS KAS 
E HGAAE S AAS S KAS AS AAKT S E DNS AAS E TNAAES KAAAALS AS S SANS AS EALQ YAE 
S AKT S KEAAAAS EAAAANS ENEART S KD T AVAAAAEAS ANAT SAD AS RH DVD TNKAEV 
SRMKDEVFAARDSTIQYSEEAKTAADTAAREAATKTSDQLLSAVKSEAEKANSASASA 
QGFADDAKRFRDEAQEIAEGSKVNDATTSQQGWQLSSATDSESETLASTPKAVKTVM 
DAVALKAP I DS PALS GAPTAPT PAI TAAGRE I ATAAFVAS KVAQLVGS APEALD T LNE 
LAAALGNDPNFATTITNMLARKQPLDGTLTALSGRSPQGVIDYLGLLNTVNLAAGSIQ 
KS QNGAD I PD KR L FVKN I GAVS S AR ISFVKES GW YKLAT VTMPQGAS TAL I T L I GGAG 
YNAGLYDQAAISEIVLRSGNWNPVGITATLWQRSPAGAQGVAWINTSGDVYDIYVNVG 
QYS I DVIALSDC TNNAS I VLFGT PE YVAT KPAS S TNGANY I L YS S VLP P PE S Y P VGAP 
IPWPNDVAPSGFAIMQGQTFDKSVYPKLAAAYPSGVLPDMRGWMIKGKPTSRAVLSLE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
SSGAHAHTVTAHTQYPRSTDSRNQNAVGKQYNTQQTTANAFNVWTSSAGDHAHSISGT 
AVSAGAHAHTVGIGAHAHSLSIGSHSHSVAIGAHSHTITIAACGNAENTVKNIAYNYI 
VRLA" 

CDS complement (5901 . .6518) 

/codon_start=l 
/ trans l_table=ll 
/product= "unknown" 
/protein_id="AAC13211 .1" 
/db_xref="GI:2996331" 

/ trans la tion="MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
Y FEWNGHRWDAND I S KE RLD I S LKAAE S G L PDN FFWT DADNND VP VTQE QLKE LGMRM 
TQTLFDRKFGAHERQRVMKKDILEMCDPELIKNYQVGWGDGSARR" 
CDS complement (6571. .11049) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI:2996342" 

/ translation="MASILDLLGEGVIGGLVDGAKSIFVDDLPILNEDGSSNFSGITW 
DFRDGSQDQT PMAGFDFVETPKS VNIQLKRMHDVT IAIDNDEADRVRVI LKFPS LRS I 
DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 
PGRAYKVRVLRLTDDSNTQYIFNDTWVDSIGEIVDTPMNYPNSALVGLKVNSEQFGSS 
MPSRSYLVRGLKIRVPSNYDEHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 
QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 
RGMVFWAGG1WNVMQDSPSDPV>IMFTNANVKDGMFSYKGSARKDRPSVALVTYNNKED 
GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 
GLDASFLMPGETVLIQNKYRAGKRNSGRIVAFTKNSITLDAPVTLNKAGSYIRILNQE 
GEIVERDILETGEDITKVTFSKALNSGDMPVMNGVWTITEPDLEPMRVRVINVAQGEA 
QGTFNVTWQNNASKYEAIDNGATLIPENNTVLDPTYSKPTNLQVTEGTYISSPGNLS 
IKLVATWEGKSAEYWISWRRSDENNVSNWQSARVTEEQFEILNIAENGQYDIQLYAVS 
FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRNVILNWVNPDSIDLDHINVYASQ 
TNDLETAKLVAEAASTTFTHAGLGDSETWYYWVRAVNKRGMLSPPNSNLGTEAMTRDV 
LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
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SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALDNAS AL I AE EREAR VEGDKANAKQ I E AMKS S VDD S VAAVEEMKKT VAE VE RAS AE 
ASTNIEALAKTNIDLALRQDEDQHKQMVNNAKIATTQKTFADDMSAMASKVEEIRAEI 
GEDIRASILEETTARVEADKTIATHISKLEAQLNDDISAAIVSEQEARATADETLSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKAAVAEETQARTD 
ADGALASQISSLKAQTAEDIKAAVDTETKARTDADSALAGQITNLQAQTGKDINAAIT 
SEATARANADGALGKRIDTVK7\EVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKYVAGIALGIDSTGLSQFLVQADRFGLVNSVNGKITTPFVIENSVAYMNGAYIKD 
GT I TNAKI GNVI Q SND YAAGS RGWI I PKD GS PE FNNGT FRGNIAANS GT LNNVT I AQN 
CQILGKLHANQI DGDI VKAYMVNGS S I YI APQT FARI I YWNGYY YNKPSEDINT YSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFIPGIDSVNTITA" 
CDS complement (11188. .11739) 

/codon_start=l 
/transl_table=ll 
/product="un known" 
/protein_id="AAC13231 .1" 
/db_xref="GI: 2996351" 

/translation="MARHFGRHWHLKVRNTKQALDLVEANRPGLKAWMKRNMKTYDKY 
HIQITNKQGHKWSVDESEFQMMGQSDNIAKIRITPVPRGSGGKAFGWFQTWGALVMV 
ASFWFPALAPLGLSLMMGGISQLISPQATNDSVRQADNSNSFYFDGPQNTTNQGNPVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (11763. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/transl_table=ll 

/product= "unknown" 

/protein_id="AAC13242 .1" 

/db_xref="GI:2996362" 

/ translation="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHADD 1 1 AAE DAGDWAIWH S HTDE S ADAS DADRAGCEAT E VPWL I LAVRKNVEGDA 
PFHFSEMNVITPDGFEMPYLGRPYVFGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS" 
CDS complement (12553. .13251) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda minor tail protein L homolog" 
/protein_id="AAC132 45 .1" 
/db_xref="GI :2996365" 

/ trans la tion="MGI KADI QSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
WWQGVS Y E PWP I KAS G FDKT GQGT L PRPKI QVSN FAGT VS AE VQANDY LVGC R 1 1 RK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQIIKNTCPWKYRGPECGYTGPYFDKNNQQTTMSGADYCTKRYDSCNARRNYFANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon_start=l 
/transl_table=ll 
/product= "unknown" 
/protein_id="AAC13169 .1" 
/db_xref="GI : 2996289" 

/translation="MERLTFNWYPDYESEKTVKPNVTVLNFGDDYEQRQAKGLNRIKE 
EWSLTFTRSYDVINAVDDFLTARAAVESFYWTNPRGKKMWVCDSHTVKRYQGYLVLT 
ATFRQIYEG" 

CDS complement (13718. .18295) 

/note="similar to sequence encoding Haemophilus influenzae 
HI1514 protein" 
/codon_start=l 
7transl_table=ll 

/product="protein HI1514 homolog" 
/protein_id="AAC13170 .1" 
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/db_xref="GI:2996290" 

/ translation="MSQNVEFILSLEDKQ FTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFELVSDVSRKTRGSITSLNSGLKTLIE 
RVDTTTSSWKLTTSLRKVQSELNEFSDWATFAGKSASRFGTEVKEASASVSGMNTRL 
NTTTKRLSNWGVTTSQAAEGLKKVRDQMDAVIGRQQLISKPVRVRTSSYGDGGGNGGG 
GRHSGSYGHGGRSAESGVFSGLRGNIFLLGEIGDAARTVTDILFGWQKPIIEAASEME 
RMRVMLRGLNKDKANPGKAAAEDMQYIVDMAQNAPFAMQALTDSFVKFRSAGLDPTDG 
SLKALVDSV7VRFGGDSELLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAMADA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FADRVGQAGYLD S LTKGMKELAS IMNSAEGI S FANS LGSGLS TAI DGLRE LAQWLAKN 
QELVISLGKWAAWAFKLMRAGIAGVIGTAGQMVNTFTKMSTVLQAPFNLGATAVTR 
FNRAARMG LAP I P S L I FAI RG AI TG LQ GA FAGL TAF I AAN P I GAA FT VAT VAVAG LIT 
YMTMLRSETSKWDEIRKIPEAMTAAKRAQMAARAAELEKQIQRDQQALKTGESVNYY 
STAAGPVAVKESKEWEARLKKNQEEYERTTGTMALGDGAVAKRLAKEAAESQIEKIR 
ADNQVFSAT FVKARQEALDKIQKINDDKSLSDDEKNKLLAPLREKVNKSYLEPAQKLV 
YDLS S RKNATEKQ I AH FSDMLEKAKKEGNTEQVQKLQGS I RGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKASSASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 28; DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. 0.023; 

Matches 28; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AT T TC C C ACC AATC AAC GATACAAGAAT 28 

I I I I I I I II I 1 I I I I I I I I I I I I I I I I I 
Db 85237 AT T T C C C AC C AAT C AAC GATACAAGAAT 85210 
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RESULT 5 
AF053947 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053 947 

VERSION AF053947.1 GI:2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready,P., Skowronski, E . , Games, J., 

Kobayashi, A. , Brubaker , R. R . and Garcia, E. 
TITLE Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacteriol. 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu,P., Elliott, J., McCready,P., Skowronski , E . , Garnes,J., 

Kobayashi, A. , Carrano,A.V. , Brubaker,R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted ( 1 6-MAR-l 9 98 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Location/Qualifiers 
source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol_type=" genomic DNA" 
/strain^ "KIM" 
/db_xref="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13168 .1" 

/db_xref="GI: 2 996288" 

/translation="MVT FETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYT PRPAVAS LLDE YRD Y I RQRI ADAH PYKI PATVI ARE I RDQG YRGGMT I LRAFIR 
SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 

CDS 1109. .1888 

/codon_jstart=l 

/ trans l_table=ll 

/product=" putative transposase" 

/protein_id="AAC1317 9.1" 

/db_xref="GI: 2996299" 

/translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE " 
CDS complement (2022. .2618) 

/note="similar to sequence encoding Eschericia coli 
hypothetical protein" 
/codon_start=l 
/transl table=ll 
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/product="un known" 
/protein_id="AAC13190 .1" 
/db_xref="GI :2996310" 

/trans la tion="MTDKARTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAAVFDFTKQEWSLEEDHRGKTLYSTETGE PVFIAELGPLPENVTYISPNGEY 
Q KWD G S AWVKD E E AE KT AL VGE AE Q NKS V LMKN VS QQ I S L L Q DAI D LDMAT D E E KE T L 
VALKKYRVLLNRVDTSLAPDIDWPILGNEEEDSANLIK" 
CDS complement (2 932. .5514} 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product=" tail fiber protein homolog" 

/protein_id="AAC13200.1" 

/db_xref="GI:2996320" 

/ translation= M MRSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAINAAGE KARE AAERALAAAQS S S EARAKADE AAQS S AS AS E YKTAAE LSAAAS KAS 
EHGAAES AAS S KASASAAKTS EDNS AAS E TNAAES KAAAALS AS S S ANS ASEALQYAE 
SAKTSKEAAAAS EAAAANSENEARTSKDTAVA7VAAEASANATSADASRHDVDTNKAEV 
SRMKDEVFAARDSTIQYSEEAKTAADTAAREAATKTSDQLLSAVKSEAEK7\NSASASA 
QGFADDAKRFRDEAQEIAEGSKVNDATTSQQGWQLSSATDSESETLASTPKAVKTVM 
DAVALKAP IDS PALS GAPTAPT PAI TAAGRE I ATAAFVASKVAQLVGS APEALDT LNE 
LAAALGNDPNFATTITNMLARKQPLDGTLTALSGRSPQGVIDYLGLLNTVNLAAGSIQ 
KS QNGAD IPDKRL FVKN I GAVS SARISFVKES GWYKLAT VTMPQ GAS T AL I T L I GGAG 
YNAGLYDQAAISEIVLRSGNWNPVGITATLWQRSPAGAQGVAWINTSGDVYDIYVNVG 
Q YS I DVI ALS DC TNNAS I VL FGT PE YVATKPAS S TNGANY I LYS S VLP P PES Y PVGAP 
I PWPNDVAPSGFAIMQGQT FDKS VY PKLAAAY PSGVLPDMRGWMI KGKPTS RAVLS LE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
SSGAHAHTVTAHTQYPRSTDSRNQNAVGKQYNTQQTTANAFNVWTSSAGDPiAHSISGT 
AVS AGAHAH T VG I GAHAH S LS I GS H S HS VAI GAHS HT I T I AAC GNAENT VKN I AYN Y I 
VRLA" 

CDS complement (5901 . .6518) 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/pr o tein_id= "AAC 13211.1" 
/db_xref="GI : 2996331" 

/ trans la tion="MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
Y FEWNGHRWDAND I S KE RLD I S LKAAE S G L PDN F FWT DADNNDVP VTQE QLKE LGMRM 
TQTLFDRKFGAHERQRVMKKDILEMCDPELIKNYQVGWGDGSARR" 
CDS complement (6571. .11049) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI:2996342" 

/ 1 r a ns 1 a t i on= "MAS I LDLLGEGVI GGLVDGAKS I FVDD L PI LNEDGS SNFS GI TW 
DFRDGSQDQTPMAGFDFVETPKSVNIQLKRMHDVTIAIDNDEADRVRVILKFPSLRSI 
DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 
PGRAYKVRVLRLTDDSNTQYIFNDTWVDSIGEIVDTPMNYPNSALVGLKVNSEQFGSS 
MPSRSYLVRGLKIRVPSNYDEHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 
QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 
RGMVFWAGGMVNVMQDSPSDPVMMFTNANVKDGMFSYKGSARKDRPSVALVTYNNKED 
GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 
GLDASFLMPGETVLIQNKYRAGKRNSGRIVAFTKNSITLDAPVTLNKAGSYIRILNQE 
GEIVERDILETGEDITKVTFSKALNSGDMPVMNGVWTITEPDLEPMRVRVINVAQGEA 
QGTFNVTWQNNASKYEAIDNGATLIPENNTVLDPTYSKPTNLQVTEGTYISSPGNLS 
IKLVATWEGKSAEYWISWRRSDENNVSNWQSARVTEEQFEILNIAENGQYDIQLYAVS 
FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRNVILNWWPDSIDLDHINVYASQ 
TNDLETAKLVAEAASTT FTHAGLGDSETWYYWVRAVNKRGMLS PPNSNLGTEANTRDV 
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LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALDNASALIAEEREARVEGDKANAKQIEAMKSSVDDSVAAVEEMKKTVAEVERASAE 
AS TN I EALAKTN IDLALRQDEDQHKQMVNNAKIATTQKT FADDMSAMAS KVEE I RAE I 
GEDIRASILEETTARVEADKT IATHISKLEAQLNDDISAAIVSEQEARATADETLSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKAAVAEETQARTD 
ADGALASQ I S S LKAQTAEDI KAAVDTETKARTDADSALAGQ I TNLQAQTGKDINAAI T 
SEATARANADGALGKRIDTVKAEVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKYVAGIALGI DS TGLSQ FLVQADRFGLVNS VNGKI TT P FVI ENS VAYMNGAY I KD 
GTITNAKIGNVIQSNDYAAGSRGWIIPKDGSPEFNNGTFRGNIAANSGTLNNVT IAQN 
CQILGKLHANQIDGDIVKAYMVNGSSIYIAPQTFARIIYWNGYYYNKPSEDINTYSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFIPGIDSVNTITA" 
CDS complement (11188 . .11739) 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13231 .1" 
/db_xref« n GI: 2996351" 

/translation="MARHFGRHWHLKYRNTKQALDLVEANRPGLKAWMKR^n^TYDKY 
H IQ I TNKQGHKWS VDE S E FQMMGQS DNI AKI RI T PVPRGS GGKAFGWFQT WGALVMV 
ASFWFPALAPLGLSLMMGGISQLISPQATNDSVRQADNSNSFYFDGPQNTTNQGNPVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (11763. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/transl_table=ll 

/product="unknown" 

/protein_id="AAC13242 .1" 

/db_xref="GI: 2996362" 

/ translation="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHADDIIAAEDAGDWAIWHSHTDESADASDADRAGCEATEVPWLILAVRKNVEGDA 
PFHFSEMNVITPDGFEMPYLGRPYVFGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS" 
CDS complement (12553. .13251) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda minor tail protein L homolog" 
/protein_id= "AAC13245 . 1" 
/db_xref="GI : 2996365" 

/ trans la tion="MGI KADI QSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
WWQGVSYEPWPIKASGFDKTGQGTLPRPKIQVSNFAGTVSAEVQANDYLVGCRIIRK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQI IKNTC PWKYRGPECGYTGPY FDKNNQQTTMSGADYCTKRYDSCNARRNY FANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13169 .1" 
/db_xref ="GI : 2996289" 

/trans la tion= "MERLTFNWYPDYESEKTVKPNVTVLNFGDDYEQRQAKGLNRIKE 
EWSLTFTRSYDVINAVDDFLTARAAVESFYWTNPRGKKMVWCDSHTVKRYQGYLVLT 
AT FRQIYEG" 

CDS complement (13718. .18295) 

/note="similar to sequence encoding Haemophilus influenzae 
HI1514 protein" 
/codon_start=l 
/ trans l_table=ll 

/product="protein HI1514 homolog" 
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/protein_id="AAC13170 .1" 
/db_xref= M GI: 2996290" 

/ trans la tion="MSQNVEFILSLEDKQFTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFELVSDVSRKTRGSITSLNSGLKTLIE 
RVDTTTSSVNKLTTSLRKVQSELNEFSDWATFAGKSASRFGTEVKEASASVSGMNTRL 
NTTTKRLSNWGVTTSQAAEGLKKVRDQMDAVIGRQQLISKPVRVRTSSYGDGGGNGGG 
GRHSGSYGHGGRSAESGVFSGLRGNIFLLGEIGDAARTVTDILFGWQKPIIEAASEME 
RMRVMLRGLNKDKANPGKAAAEDMQYIVDMAQNAPFAMQALTDSFVKFRSAGLDPTDG 
SLKALVDSVARFGGDSELLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAMADA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FADRVGQAGYLDSLTKGMKELASIMNSAEGISFANSLGSGLSTAIDGLRELAQWLAKN 
QELVISLGKWAAMVAFKLMRAGIAGVIGTAGQMVNTFTKMSTVLQAPFNLGATAVTR 
FNRAARMG LAP I PS L I FAI RGAI TGLQ GA FAG L TAF I AAN P I GAA FT VAT VAVAG LIT 
YMTMLRS E TS KWDE I RKI PEAMTAAKRAQMAARAAE LEKQ I QRDQQALKTGE S VNY Y 
S TAAG PVAVKE S KE WE ARLKKNQE E YE RT TGTMALGDGAVAKRLAKEAAE S Q I E KI R 
ADNQVFSAT FVKARQEALDKI QKINDDKS LSDDEKNKLLAPLREKVNKS YLE PAQKLV 
YDLSSRKNATEKQIAHFSDMLEKAKKEGNTEQVQKLQGSIRGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKASSASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 28/ DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. 2.8; 

Matches 28; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 CCATGTTCATGTTATGTCCACCAACAAG 28 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 85136 CCATGTTCATGTTATGTCCACCAACAAG 85163 
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RESULT 5 
AF053947/c 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053947 

VERSION AF053947.1 GI:2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria ; Enterobacterial s ; 
Enterobacteriaceae ; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J . , McCready , P . , Skowronski , E . , Games, J., 

Kobayashi, A. , Brubaker , R . R . and Garcia, E. 
TITLE ■ Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacterid. 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready, P., Skowronski, E . , Games, J., 

Kobayashi, A. , Carrano, A. V. , Brubaker, R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted ( 16-MAR-1998 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Location/Qualifiers 
source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol_type=" genomic DNA" 
/strain="KIM" 
/db_xref ="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13168 .1" 

/db_xref="GI : 2996288" 

/ trans la tion="MVT FETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYT PRPAVAS LLDE YRD Y I RQRIADAH P YKI PATVI ARE I RDQG YRGGMT I LRAFI R 
SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNS FYIPLMTRLRPMGITVDVETANRHGLRWLHDVA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 
CDS 1109. .1888 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13179.1" 

/db_xref="GI:2996299" 

/translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE" 
CDS complement (2022. .2618) 

/note="similar to sequence encoding Eschericia coli 
hypothetical protein" 
/codon_start=l 
/transl table=ll 
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/product= "unknown" 
/protein_id="AAC13190 .1" 
/db_xref="GI :2996310" 

/translation="MTDK7^RTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAAVFDFTKQEWSLEEDHRGKTLYSTETGEPVFIAELGPLPENVTYISPNGEY 
QKWDGSAWVKDEEAEKTALVGEAEQNKSVLMKNVSQQISLLQDAIDLDMATDEEKETL 
VALKKYRVLLNRVDTSLAPDIDWPILGNEEEDSANLIK" 
CDS complement (2 932. .5514) 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product="tail fiber protein homolog" 
/protein_id="AAC13200 .1" 
/db_xr e f = " GI : 2 9 9 6 3 2 0 " 

/translation="MRSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAI NAAGE KAREAAE RALAAAQS S S EARAKADE AAQ S S AS AS E YKTAAE LS AAAS KAS 
EHGAAE S AAS SKAS ASAAKTS EDNS AAS ETNAAES KAAAALS AS S S ANS ASEALQYAE 
SAKT S KEAAAAS EAAAANS ENEART S KDTAVAAAAEASANAT S ADAS RHDVDTNKAEV 
SRMKDEVFAARDSTIQYSEEAKTAADTAAREAATKTSDQLLSAVKSEAEKANSASASA 
QGFADDAKRFRDEAQEIAEGSKVNDATTSQQGWQLSSATDSESETLASTPKAVKTVM 
DAVALKAPIDSPALSGAPTAPTPAI TAAGREIATAAFVASKVAQLVGSAPEALDTLNE 
LAAALGNDPNFATTITNMLARKQPLDGTLTALSGRSPQGVIDYLGLLNTVNLAAGSIQ 
KSQNGADIPDKRLFVKNIGAVSSARISFVKESGWYKLATVTMPQGASTALITLIGGAG 
YNAGLYDQAAISEIVLRSGNWNPVGITAT LWQRSPAGAQGVAWINTSGDVYDIYVNVG 
Q YS I DVI ALS DC TNNAS I VLFGT PE YVATKPAS S TNGAN Y I LY S S VL P P PES Y P VGAP 
IPWPNDVAPSGFAIMQGQTFDKSVYPKLAAAYPSGVLPDMRGWMIKGKPTSRAVLSLE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
SSGAHAHTVTAHTQYPRSTDSRNQNAVGKQYNTQQTTANAFNVWTSSAGDHAHSISGT 
AVSAGAHAHTVG I GAHAHS LSI GSH S HS VAI GAHS H T I T I AACGNAENT VKNI AYN YI 
VRLA" 

CDS complement (5901. .6518) 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13211 .1" 
/db_xref="GI: 2996331" 

/ trans la tion="MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
YFEWNGHRWDANDISKERLDISLKAAESGLPDNFFWTDADNNDVPVTQEQLKELGMRM 
TQTLFDRKFGAHERQRVMKKDILEMCDPELIKNYQVGWGDGSARR" 
CDS complement (6571. .1104 9) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI:2996342" 

/translation="MASILDLLGEGVIGGLVDGAKSIFVDDLPILNEDGSSNFSGITW 
DFRDGSQDQTPMAGFDFVETPKSVNIQLKRMHDVTIAIDNDEADRVRVILKFPSLRSI 
DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 
PGRAYKVRVLRLTDDSNTQYI FNDTWVDS IGEIVDTPMNYPNSALVGLKVNSEQFGSS 
MPSRSYLVRGLKIRVPSNYDEHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 
QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 
RGMVHWAGGMVNVMQDSPSDPVMMFTNANVKDGMFSYKGSARKD 

GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 
GLDASFLMPGETVLIQNKYRAGKRNSGRIVAFTKNSITLDAPVTLNKAGSYIRILNQE 
GEIVERDILETGEDITKVTFSKALNSGDMPVMNGVWTITEPDLEPMRVRVI^^^AQGEA 
QGT FNVT WQNNASKYEAI DNGATL I PENNTVLD PT YSKPTNLQVTEGT YI S S PGNLS 
IKLVATWEGKSAEYWISWRRSDENNVSNWQSARVTEEQFEILNIAENGQYDIQLYAVS 
FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRNVILNWWPDSIDLDHINVYASQ 
TNDLETAKLVAEAASTTFTHAGLGDSETWYYWVRAVNKRGMLSPPNSNLGTEAMTRDV 
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LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALDNASALIAEEREARVEGDKANAKQIEAMKSSVDDSVAAVEEMKKTVAEVERASAE 
AS TN I EALAKTN I DLALRQDE DQHKQMVNNAKI AT TQ KT FADDMS AMAS KVEE I RAE I 
GEDIRASILEETTARVEADKTIATHISKLEAQLNDDISAAIVSEQEARATADETLSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKAAVAEETQARTD 
ADGALASQISSLKAQTAEDIKAAVDTETKARTDADSALAGQITNLQAQTGKDINAAIT 
SEATARANADGALGKRIDTVKAEVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKYVAG I ALG I DS TG LS Q FLVQADRFG LVNS VNGK I TT P FVI ENS VAYMNGAY I KD 
GT I TNAKI GNVI QSND YAAGS RGWI I PKDGS PE FNNGT FRGNIAANSGT LNNVT IAQN 
CQILGKLHANQIDGDIVKAYMVNGSSIYIAPQTFARI IYWNGYYYNKPSEDINTYSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFIPGIDSVNTITA" 
CDS complement (11188. .11739) 

/codon_start=l 
/transl__table=ll 
/product^ "unknown" 
/protein_id="AAC13231 .1" 
/db_xref="GI: 2996351" 

/translation="MARHFGRHWHLKVRNTKQALDLVEANRPGLKAWMKRNMKTYDKY 
HIQITNKQGHKWSVDESEFQMMGQSDNIAKIRITPVPRGSGGKAFGWFQTWGALVMV 
ASFWFPALAPLGLSLMMGGISQLISPQATNDSVRQADNSNS FYFDGPQNTTNQGNPVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (117 63. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/transl_table=ll 

/product=" unknown" 

/protein_id="AAC13242 . 1" 

/db_xref="GI : 2996362" 

/ translation="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHAD D 1 1 AAE DAG D W AI WH S H T D E SAD AS DAD RAG C EAT E V P W L I LAVRKNV E GD A 
PFHFSEMNVITPDGFEMPYLGRPYVFGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS " 
CDS complement (12553. .13251) 

/codon_start=l 
/ trans l_table=ll 

/product="phage lambda minor tail protein L homolog" 

/protein_id="AAC13245.1" 

/db_xref="GI:2996365" 

/ translation="MGIKADIQSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
WWQGVSYEPWPIKASGFDKTGQGTLPRPKIQVSNFAGTVSAEVQANDYLVGCRIIRK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQ I IKNTC PWKYRGPECGYTGPY FDKNNQQTTMSGADYCTKRYDSCNARRNY FANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon_start=l 
/transl_table=ll 
/product= "unknown" 
/protein_id="AAC13169 .1" 
/db_xref="GI:2996289" 

/translation="MERLTFNWYPDYESEKTVKPNVTVLNFGDDYEQRQAKGLNRIKE 
EWSLTFTRSYDVINAVDDFLTARAAVESFYWTNPRGKKM\A^VCDSHTVKRYQGYLVLT 
AT FRQIYEG" 

CDS complement (13718 . .18295) 

/note="similar to sequence encoding Haemophilus influenzae 

HI1514 protein" 

/codon_start=l 

/transl_table=ll 

/product="protein HI1514 homolog" 
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/protein_id= "AAC13170 .1" 
/db_xref="GI: 2996290" 

/translation="MSQNVEFILSLEDKQFTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFE LVSDVSRKTRGSITSLNSGLKTLIE 
RVDTTTSSVNKLTTSLRKVQSELNEFSDWATFAGKSASRFGTEVKEASASVSGMNTRL 
NTTTKRLS NWGVTTS QAAEGLKKVRDQMDAVIGRQQL I SKPVRVRTS S YGDGGGNGGG 
GRHSGSYGHGGRSAESGVFSGLRGNIFLLGEIGDAARTVTDILFGWQKPIIEAASEME 
RMRVMLRGLNKDKANPGKAAAEDMQYIVDMAQNAPFAMQALTDSFVKFRSAGLDPTDG 
SLKALVDSVARFGGDSELLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAMMA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FADRVGQAGYLDSLTKGMKELASIMNSAEGISFANSLGSGLSTAIDGLRELAQWLAKN 
QE LVI S LGKWAAMVAFKLMRAG IAGVI GTAGQMVNT FTKMS TVLQAP FNLGATAVT R 
FNRAARMG LAP I P S L I FAI RGAI TG LQGA FAG L TAF I AAN P I GAA FT VAT VAVAGL I T 
YMTMLRSETSKWDEIRKIPEAMTAAKRAQMAARAAELEKQIQRDQQALKTGESVNYY 
STAAGPVAVKESKEWEARLKKNQEEYERTTGTMALGDGAVAKRLAKEAAESQIEKIR 
ADNQVFSATFVKARQEALDKIQKINDDKSLSDDEKNKLLAPLREKVNKSYLEPAQKLV 
YDLSSRKNATEKQIAHFSDMLEKAKKEGNTEQVQKLQGSIRGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKASSASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 33; DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. 5.6e-05; 

Matches 3 3; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 CATGGAATCACACAAAAATAATGGCCTCAGATG 33 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 8 5207 CAT GGAAT C AC AC AAAAAT AAT GG C C T C AGAT G 85175 
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RESULT 4 
AF053947/c 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053947 

VERSION AF053947.1 GH2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready,P., Skowronski, E . , Games, J., 

Kobayashi, A. , Brubaker , R . R . and Garcia, E. 
TITLE Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacteriol- 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu,P., Elliott, J., McCready, P., Skowronski, E . , Games, J., 

Kobayashi, A. , Carrano, A. V. , Brubaker, R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted ( 16-MAR-1998 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Location/Qualifiers 
source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol__type=" genomic DNA" 
/strain="KIM" 
/db_xref="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13168 .1" 

/db_xref="GI: 2 996288" 

/ translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR 
SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNS FY I P LMTR LR PMG I T VD VE T ANRH GLRWL HD VA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 

CDS 1109. .1888 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13179 .1" 

/db_xref ="GI : 2996299" 

/translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE" 
CDS complement (2022. .2618) 

/note="similar to sequence encoding Eschericia coli 
hypothetical protein" 
/codon_start=l 
/transl table=ll 
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/product="unknown" 
/protein_id="AAC13190 .1" 
/db_xref="GI : 2996310" 

/translation="MTDKARTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAAVFDFTKQEWSLEEDHRGKTLYSTETGEPVFIAELGPLPENVTYISPNGEY 
QKWDGS AWVKDE EAEKT ALVGEAEQNKS VLMKNVS QQ I S L LQDAI DLDMAT DE E KE T L 
VALKKYRVLLNRVDTSLAPDIDWPILGNEEEDSANLIK" 
CDS complement (2 932. .5514) 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product=" tail fiber protein homolog" 
/protein_id="AAC13200 .1" 
/db_xref="GI: 2996320" 

/ translation= "MRSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAINAAGE KAREAAERALAAAQS S S EARAKADEAAQS SAS AS E YKTAAE LSAAAS KAS 
EHGAAE SAAS S KAS ASAAKTS EDNS AAS E TNAAES KAAAALS AS S S ANSAS EALQ YAE 
S AKT S KEAAAAS E AAAANS ENEART S KDT AVAAAAEAS ANAT S AD AS RH DVDTNKAE V 
SRMKDEVFAARDSTIQYSEEAKTAADTAAREAATKTSDQLLSAVKSEAEKANSASASA 
QGFADDAKRFRDEAQEIAEGSKVNDATTSQQGWQLSSATDSESETLASTPKAVKTVM 
DAVALKAP IDS PALSGAPTAPT PAI TAAGRE IATAAFVAS KVAQLVGSAPEALD TLNE 
LAAALGNDPNFATTITNMLARKQPLDGTLTALSGRSPQGVIDYLGLLNTVNLAAGSIQ 
KS QNGAD IPDKRL FVKN I GAVS S AR I S FVKE S GWYKLAT VTMP QGAS TAL I T L I GGAG 
YNAG L Y D Q AAI S E I VLR S GNWN P VG I TAT LWQRS PAGAQGVAW I N T S GD V YD I Y VNVG 
QYS I D VIALS DC TNNAS I VLFGT PE YVATKPAS STNGANYI LYS S VL P P PES Y PVGAP 
IPWPNDVAPSGFAIMQGQTFDKSVYPKLAAAYPSGVLPDMRGWMIKGKPTSRAVLSLE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
SSGAHAHTVTAHTQYPRSTDSRNQNAVGKQYNTQQTTANAFNVWTSSAGDHAHSISGT 
AVSAGAHAHTVGIGAHAHSLSIGSHSHSVAIGAHSHTITIAACGNAENTVKNIAYNYI 
VRLA" 

CDS complement {5 901 . .6518) 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13211 . 1" 
/db_xref="GI:2996331" 

/translation="MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
YFEWNGHRWDANDISKERLDISLK7\AESGLPDNFFWTDADNNDVPVTQEQLKELGMRM 
TQTL FDRKFGAHERQRVMKKDILEMCDPE LIKNYQVGWGDGSARR " 
CDS complement (6571. .11049) 

/codon_start=l 
/ trans l_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI:2996342" 

/translation="MASILDLLGEGVIGGLVDGAKSIFVDDLPILNEDGSSNFSGITW 
DFRDGSQDQTPMAGFDFVETPKSVNIQLKRMHDVTIAIDNDEADRVRVILKFPSLRSI 
DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 
PGRAYKVRVLRLTDDSNTQY I FNDTWVDS IGE I VDT PMNY PNSALVGLKVNSEQ FGS S 
MPSRSYLVRGLKIRVPSNYD.EHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 
QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 
RGMVFWAGG1WNVMQDSPSDPVMMFTNANVKDGMFSYKGSARKDRPSVALVTYNNKED 
GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 
GLDASFLMPGETVLIQNKYRAGKRNSGRIVAFTKNSITLDAPVTLNKAGSYIRILNQE 
GEIVERDILETGEDITKVTFSKALNSGDMPVMNGVWTITEPDLEPMRVRVINVAQGEA 
QGTFNVTWQNNASKYEAIDNGATLIPENNTVLDPTYSKPTNLQVTEGTYISSPGNLS 
I KLVATWEGKS AE YW I S WRRS DENNVS NWQS AR VT E E Q FE I LN I AENGQ Y D I Q L YAVS 
FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRNVILNWVNPDSIDLDHINVYASQ 
TNDLETAKLVAEAASTT FTHAGLGDSETWYYWVRAVNKRGMLS PPNSNLGTEAMTRDV 
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LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALDNAS AL I AE EREARVEGDKANAKQ I E AMKS S VDD S VAAVEEMKKT VAE VERAS AE 
ASTNIEALAKTNIDLALRQDEDQHKQMVNNAKIATTQKTFADDMSAMASKVEEIRAEI 
GEDIRASILEETTARVEADKT IATHISKLEAQLNDDISAAIVSEQEARATADETLSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKAAVAEETQARTD 
ADGALAS Q I S S L KAQ TAE D I KAAVD T E T KART DAD S ALAGQ I TNLQAQT GKD INAAI T 
SEATARANADGALGKRIDTVKAEVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKYVAGIALGIDSTGLSQFLVQADRFGLVNSVNGKITTPFVIENSVAYMNGAYIKD 
GT I TNAKI GNVI QSNDYAAGS RGWI I PKDGS PE FNNGT FRGNIAANSGTLNNVT IAQN 
CQILGKLHANQIDGDIVKAYMVNGSSIYIAPQTFARIIYWNGYYYNKPSEDINTYSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFIPGIDSVNTITA" 
CDS complement (11188. .11739) 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13231 .1" 
/db_xref="GI : 2996351" 

/translation="MARHFGRHWHLKVRNTKQALDLVEANRPGLKAWMKRNMKTYDKY 
HIQITNKQGHKWSVDESEFQMMGQSDNIAKIRITPVPRGSGGKAFGWFQTWGALVMV 
AS FWFPALAPLGLS LMMGGI S QLI S PQATNDS VRQADNSNS FY FDGPQNTTNQGNPVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (117 63. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/transl_table=ll 

/product= "unknown" 

/protein_id="AAC13242 .1" 

/db_xref="GI: 2 996362" 

/translation="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHADDIIAAEDAGDWAIWHSHTDESADASDADRAGCEATEVPWLILAVRKNVEGDA 
PFHFSEMNVITPDGFEMPYLGRPYVFGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS" 
CDS complement (12553. .13251) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda minor tail protein L hornolog" 

/protein_id="AAC13245 .1" 

/db__xref-"GI:2996365" 

/ trans la tion= M MGIKADIQSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
WWQGVS Y E PWP I KASG FDKTGQGT L PRPKI QVSNFAGTVS AEVQANDY LVGCR 1 1 RK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQIIKNTCPWKYRGPECGYTGPYFDKNNQQTTMSGADYCTKRYDSCNARRNYFANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon__start=l 
/transl_table=ll 
/product="un known " 
/protein_id="AAC13169 .1" 
/db_xref="GI: 2996289" 

/ trans la tion="MERLTF!SrWYPD YES EKTVKPWTVLNFGDDYEQRQAKGLNRIKE 
EWS L T FT R S YDV I NAVD D FLT ARAAVE S FYWTN PRGKKMWVCD S H T VKR Y QG Y LVLT 
ATFRQIYEG" 

CDS complement (13718. .18295) 

/note="similar to sequence encoding Haemophilus influenzae 
HI1514 protein" 

/codon_start=l . .. . _ 

/transl_table=ll 

/product="protein HI1514 hornolog" 
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/protein_id="AAC13170.1 M 
/db_xref="GI:2996290" 

/ trans la tion="MSQNVEFILSLEDKQFTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFELVSDVSRKTRGSITSLNSGLKTLIE 
RVDTTTSSVNKLTTSLRKVQSELNEFSDWATFAGKSASRFGTEVKEASASVSGMNTRL 
NTTTKRLSNWGVTTSQAAEGLKKVRDQMDAVIGRQQLISKPVRVRTSSYGDGGGNGGG 
GRHSGSYGHGGRSAESGVFSGLRGNIFLLGEIGDAARTVTDILFGWQKPIIEAASEME 
RMRVMLRGLNKDKANPGKAAAEDMQYIVDMAQNAPFAMQALTDSFVKFRSAGLDPTDG 
SLKALVDSVARFGGDSELLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAM7UDA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FADRVGQAGYLDSLTKGMKELASIMNSAEGISFANSLGSGLSTAIDGLRELAQWIiAKN 
QE L V I S LGKWAAMVAFKLMRAG I AGVI G TAGQMVNT FTKMS T VLQAP FNLGAT AVT R 
FNRAARMG LAP I P S L I FAI RGAI TG LQGA FAG L TAF I AAN P I GAA FT VAT VAVAG LIT 
YMTMLRSETSKWDEIRKIPEAMTAAKRAQMAARAAELEKQIQRDQQALKTGESVNYY 
STAAGPVAVKESKEWEARLKKNQEEYERTTGTMALGDGAVAKRLAKEAAESQIEKIR 
ADNQVFSAT FVKARQEALDKIQKINDDKSLSDDEKNKLLAPLREKVNKS YLEPAQKLV 
YDLSSRKNATEKQIAHFSDMLEKT^KKEGNTEQVQKLQGSIRGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKASSASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 102; DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. l.le-25; 

Matches 102; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AT T T CC C AC CAAT C AAC GATACAAGAAT GACAT GGAAT CAC ACAAAAATAAT GGC C T C AG 60 

I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II 
Db 85237 AT T T C C CAC CAAT C AAC GATACAAGAAT GACAT GGAAT C AC AC AAAAAT AAT GGC C T C AG 85178 

Qy 61 ATGGTACTGAAGCTCTTGTTGGTGGACATAACATGAACATGG 102 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 85177 ATGGTACTGAAGCTCTTGTTGGTGGACATAACATGAACATGG 85136 
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RESULT 4 
AF053947 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053947 

VERSION AF053947.1 GI:2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu,P., Elliott, J., McCready, P . , Skowronski , E . , Games, J., 

Kobayashi, A. , Brubaker , R. R . and Garcia, E. 
TITLE Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacteriol. 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready, P., Skowronski, E . , Games, J., 

Kobayashi, A. , Carrano, A. V . , Brubaker, R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted ( 16-MAR-1998 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Location/Qualifiers 
source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol_type=" genomic DNA" 
/strain="KIM" 
/db_xref="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon_start=l 
/ trans l__table=ll 
/product="putative transposase" 
/protein_id="AAC13168.1" 
/db_xref="GI: 29 96288" 

/ trans la tion="MVT FETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR 
SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 

CDS 1109. .1888 

/codon_start=l 

/ trans l_table=ll 

/product= "putative transposase" 

/protein_id="AAC13179 . 1" 

/db_xref="GI:2996299" 

/translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE" 
CDS complement (2 022. .2618) 

/note="similar to sequence encoding Eschericia coli 
hypothetical protein" 
/codon_start=l 
/transl table=ll 



http://es/ScoreAccessWeb/GetItem. action? AppId=10630536&seqId=551549&ItemName=us-... 8/2/06 



SCORE Search Results Details for Application 10630536 and Search Result us-10-630-5. 



Page 2 of 4 



/product="un known" 
/protein_id= "AAC13190 .1" 
/db_xref="GI :2996310" 

/translation="MTDKARTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAAVFDFTKQEWSLEEDHRGKTLYSTETGEPVFIAELGPLPENVTYISPNGEY 
QKWDGSAWKDEEAEKTALVGEAEQNKSVLMKNVSQQISLLQDAIDLDMATDEEKETL 
VALKKYRVLLNRVDTSLAPDIDWPILGNEEEDSANLIK" 
CDS complement (2 932 . .5514) 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product="tail fiber protein homolog" 
/protein_id="AAC13200 .1" 
/db_xref="GI:2996320" 

/trans la tion="MRSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAI NAAGE KAREAAE RALAAAQ S S S EARAKADE AAQ S S AS AS E YKTAAE LSAAAS KAS 
EHGAAESAASSKASASAAKTSEDNSAASETNAAESKAAAALSASSSANSASEALQYAE 
S AKT S KEAAAAS EAAAANS ENEART S KD T AVAAAAE AS ANAT S AD AS RH DVDTNKAE V 
S RMKD E V FAARD S T I Q Y S E EAKT AAD TAAREAAT KT S DQ L L S AVKS EAE KANSAS AS A 
QGFADDAKRFRDEAQEIAEGSKVNDATTSQQGVVQLSSATDSESETLASTPKAVKTVM 
DAVALKAPIDSPALSGAPTAPTPAI TAAGREIATAAFVASKVAQLVGSAPEALDTLNE 
LAAALGNDPNFATTITNMLARKQPLDGTLTALSGRSPQGVIDYLGLLNTVNLAAGSIQ 
KS QN GAD IPDKRL FVKN I GAVS S AR ISFVKES GWY KLAT VTMPQGAS TAL I T L I GGAG 
YNAGLYDQAAISEIVLRSGNWNPVGITATLWQRSPAGAQGVAWINTSGDVYDIYVNVG 
Q Y S I D VI ALS DC TNNAS I VL FGT PE YVAT KPAS S TNGAN Y I L Y S S VL P P PE S Y P VGAP 
I PWPNDVAPSGFAIMQGQTFDKS VY PKLAAAYPSGVLPDMRGWMI KGKPTSRAVLS LE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
S SGAHAHTVTAH TQY PRS TDS RNQNAVGKQYNT QQTTANAFNVWT S SAGDHAHS I SGT 
AVS AGAHAHT VG I GAHAHS LS I GS H S HS VAI GAHS HT I T IAACGNAENT VKNI AYN Y I 
VRLA" 

CDS complement (5901 . .6518) 

/codon_start=l 
/transl_table=ll 
/product=" unknown " 
/protein_id= "AAC13211 .1" 
/db_xref="GI: 2996331" 

/ translation="MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
YFEWNGHRWDANDISKERLDISLKAAESGLPDNFFWTDADNNDVPVTQEQLKELGMRM 
TQTLFDRK FGAH E RQRVMKKD I LEMC D PE LI KNYQVGWGDG S ARR " 
CDS complement (6571. .11049) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI:2996342" 

/translation="MASILDLLGEGVIGGLVDGAKSIFVDDLPILNEDGSSNFSGITW 
DFRDGSQDQTPMAGFDFVETPKSVNIQLKRMHDVTIAIDNDEADRVRVILKFPSLRSI 
DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 
PGRAYKVRVLRLTDDSNTQYIFNDTWVDSIGEIVDTPMNYPNSALVGLKVNSEQFGSS 
MPSRSYLVRGLKIRVPSNYDEHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 
QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 
RGIWFWAGG^WNVMQDSPSDPV^IMFTNANVKDGMFSYKGSARKDRPSVALVTYNNKED 
GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 
GLDAS FLMPGETVLIQNKYRAGKRNSGRI VAFTKNS I TLDAPVTLNKAGS YIRI LNQE 
GEIVERDILETGEDITKVTFSKALNSGDMPVMNGVWTITEPDLEPMRVRVINVAQGEA 
QGTFNVTWQNNASKYEAIDNGATLIPENNTVLDPTYSKPTNLQVTEGTYISSPGNLS 
I KLVATWE GKS AE YWI S WRRS DENNVSNWQS AR VT E E Q FE'I'LN I AENGQ Y D I Q L YAVS 
FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRWILNWVNPDSIDLDHINVYASQ 
TNDLETAKLVAEAASTTFTHAGLGDSETWYYWVRAVNKRGMLSPPNSNLGTEAMTRDV 
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LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALD NASAL I AE E REAR VE GD KANAKQ I E AMKS S VD D S VAAVE EMKKT VAE VE RAS AE 
AS TN I EALAKTN IDLALRQDEDQHKQMVNNAKI ATTQKT FADDMS AMAS KVEE I RAE I 
GEDIRASILEETTARVEADKT IATHISKLEAQLNDDISAAIVSEQEARATADETLSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKPJWAEETQARTD 
ADGALASQISSLKAQTAEDIKAAVDTETKARTDADSALAGQITNLQAQTGKDINAAIT 
SEATARANADGALGKRIDTVKAEVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKYVAGIALGIDSTGLSQFLVQADRFGLVNSVNGKITTPFVIENSVAYMNGAYIKD 
GTITNAKI GNVI QSND YAAGS RGWI I PKDGS PE FNNGT FRGNI AANS GT LNNVT IAQN 
CQILGKLHANQIDGDIVKAYMVNGSSIYIAPQTFARIIYWNGYYYNKPSEDINTYSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFIPGIDSVNTITA" 
CDS complement (1118 8 . .11739) 

/ codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13231 .1" 
/db_xref="GI : 2996351" 

/translation="MARHFGRHWHLKVRNTKQALDLVEANRPGLKAWMKRNMKTYDKY 
HIQITNKQGHKWSVDESEFQMMGQSDNIAKIRITPVPRGSGGKAFGWFQTWGALVMV 
ASFWFPALAPLGLSLMMGGISQLISPQATNDSVRQADNSNSFYFDGPQNTTNQGNPVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (11763. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/ transl_table=ll 

/product= "unknown" 

/pr o tein_id= " AAC 13242.1" 

/db_xref="GI : 2996362" 

/ translation="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHADDIIAAEDAGDWAIWHSHTDESADASDADRAGCEATEVPWLILAVRKNVEGDA 
PFHFSEMNVITPDGFEMPYLGRPYVFGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS " 
CDS complement (12553. .13251) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda minor tail protein L homolog" 

/protein_id="AAC13245 . 1" 

/db_xref="GI:2996365" 

/ transla tion="MGIKADIQSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
WWQGVS Y E PWP I KAS G FDKTGQGT L PRPKI QVSN FAGT VS AE VQAND Y LVGCR 1 1 RK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQIIKNTCPWKYRGPECGYTGPYFDKNNQQTTMSGADYCTKRYDSCNARRNYFANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon_start=l 
/transl_table=ll 
/product= "unknown" 
/protein_id="AAC13169 .1" 
/db_xr e f = " GI : 2 9 9 62 8 9 " 

/ transla tion="MERLTFNWYPDYESEKTVKPNVTVLNFGDDYEQRQAKGLNRIKE 
EWSLTFTRSYDVINAVDDFLTARAAVESFYWTNPRGKKMWVCDSHTVKRYQGYLVLT 
ATFRQIYEG" 

CDS complement (13718 . .18295) 

/note="similar to sequence encoding Haemophilus influenzae 

HI1514 protein" 

7codon_start=T 

/transl_table=ll 

/product="protein HI1514 homolog" 
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/protein_id="AAC13170 .1" 
/db_xref="GI :2996290" 

/ translation="MSQNVEFILSLEDKQFTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFE LVSDVSRKTRGS ITSLNSGLKTLIE 
RVDTTTSSVNKLTTSLRKVQSELNEFSDWATFAGKSASRFGTEVKEASASVSGMNTRL 
NTTTKRLSNWGVTTSQAAEGLKKVRDQMDAVIGRQQLISKPVRVRTSSYGDGGGNGGG 
GRHSGSYGHGGRSAESGVFSGLRGNIFLLGEIGDAARTVTDILFGWQKPIIEAASEME 
RMRVML RG LNKD KAN PG KAAAE DMQ Y I VDMAQNAP FAMQAL T D S FVK FR S AGL D P T D G 
SLKALVDSVARFGGDSELLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAMADA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FADRVGQAGYLDSLTKGMKELASIMNSAEGISFANSLGSGLSTAIDGLRELAQWLAKN 
QELVISLGKWAAMVAFKLMRAGIAGVIGTAGQMVNTFTKMSTVLQAPFNLGATAVTR 
FNRAARMGLAPIPSLIFAIRGAITGLQGAFAGLTAFIAANPIGAAFTVATVAVAGLIT 
YMTMLRSETSKWDEIRKIPEAMTAAKRAQMAARAAELEKQIQRDQQALKTGESVNYY 
STAAGPVAVKESKEWEARLKKNQEEYERTTGTMALGDGAVAKRLAKEAAESQIEKIR 
ADNQVFSATFVKARQEALDKIQKINDDKSLSDDEKNKLLAPLREKVNKSYLEPAQKLV 
YDLSSRKNATEKQIAHFSDMLEKAKKEGNTEQVQKLQGSIRGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKASSASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 24; DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. 7.2; 

Matches 24; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 ATTTGTCGGAAGGTCGCAGTGAGA 2 4 

I II I I I I I I I I I I I I I I I I I I I ! I 
Db 13354 ATTTGTCGGAAGGTCGCAGTGAGA 1337 7 
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RESULT 4 
AF053947/C 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053 947 

VERSION AF053947.1 GI:2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu,P., Elliott, J., McCready, P., Skowronski , E . , Games, J., 

Kobayashi, A. , Brubaker , R. R. and Garcia, E. 
TITLE Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacteriol. 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu,P., Elliott, J., McCready, P., Skowronski, E . , Games, J., 

Kobayashi, A. , Carrano, A. V. , Brubaker, R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted (16-MAR-1998 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Location/Qualifiers 
source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol_type="genomic DNA" 
/strain="KIM" 
/db_xref="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon__start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13168 .1" 

/db_xref="GI :2996288" 

/ translation="MVT FETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR 
S LSVPQEQE PAVRFETE PGRQMQVDWGTMRNGRS PLHVFVAVLGYSRMLYIE FTDNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNS FYIPLMTRLRPMGITVDVETANRHGLRWLHDVA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 

CDS 1109. .1888 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC1317 9 . 1" 

/db_xref="GI :2996299" 

/translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE " 
CDS complement (2022 . .2618) 

_/npte="similar to sequence encoding Eschericia coli 
hypothetical protein" 
/codon_start=l 
/transl table=ll 
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/pr oduc t = 11 un known " 
/protein_id="AAC13190 .1" 
/db_xref="GI :2996310" 

/translation="MTDKARTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAAVFDFTKQEWSLEEDHRGKTLYSTETGEPVFIAELGPLPENVTYISPNGEY 
QKWDGSAWVKDE EAEKTALVGEAEQNKS VLMKNVSQQ I S LLQDAI DLDMATDEEKET L 
VALKKYRVLLNRVDTSLAPDIDWPILGNEEEDSANLIK" 
CDS complement (2 932 . .5514) 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product="tail fiber protein homolog" 
/protein_id="AAC13200 .1" 
/db_xref="GI :2996320" 

/translation="MRSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAI NAAGE KARE AAE RALAAAQSS S EARAKADEAAQS SAS AS E YKTAAE LSAAAS KAS 
EHGAAESAASSKASASAAXTSEDNSAASETNAAESKAAAALSASSSANSASEALQYAE 
S AKT S KEAAAAS EAAAANS ENEART S KDTAVAAAAEASANAT S ADAS RH DVDTNKAE V 
SRMKDEVFAARDSTIQYSEEAKTAADTAAREAATKTSDQLLSAVKSEAEKANSASASA 
QGFADDAKRFRDEAQEIAEGSKVNDATTSQQGWQLSSATDSESETLASTPKAVKTVM 
DAVALKAP IDS PALS GAP TAP T PAI TAAGRE IATAAFVAS KVAQL VGSA PEALDT LNE 
LAAALGNDPNFATTITNMLARKQPLDGTLTALSGRSPQGVIDYLGLLNTVNLAAGSIQ 
KS QNGAD I PDKRL FVKN I GAVS S AR I S FVKE S GWYKLAT VTMPQGAS TAL I T L I GGAG 
YNAG L YDQAAI S E I VLR S GNWN P VG I TAT LWQR S PAGAQGVAWI N T S GD VY D I Y VNVG 
Q YS I DVI ALS DC TNNAS I VL FGT PE YVAT KPAS S TNGANY I LYS S VLP P PES Y P VGAP 
I PWPNDVAPS GFAIMQGQT FDKS VY PKLAAAY PSGVL PDMRGWMI KGKP TS RAVLS LE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
SSGAHAHTVTAHTQYPRSTDSRNQNAVGKQYNTQQTTANAF^AA^TSSAGDHAHSISGT 
AVSAGAHAHTVGIGAHAHSLSIGSHSHSVAIGAHSHTITIAACGNAENTVKNIAYNYI 
VRLA" 

CDS complement (5 901. .6518) 

/codon_jstart=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13211 .1" 
/db_xref="GI: 2996331" 

/translation="MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
Y FEWNGHRWDANDI SKERLDI S LKAAESGLPDN FFWTDADNNDVP VTQEQLKELGMRM 
TQTLFDRKFGAHERQRVMKKDILEMCDPELIKNYQVGWGDGSARR " 
CDS complement (6571. .11049) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI :2996342" 

/ translation="MASILDLLGEGVIGGLVDGAKSIFVDDLPILNEDGSSNFSGITW 

DFRDGSQDQTPMAGFDFVETPKSVNIQLKRMHDVTIAIDNDEADRVRVILKFPSLRSI 

DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 

PGRAYKVRVLRLTDDSNTQY I FNDTWVDS IGE I VDT PMNY PNSALVGLKVNS EQ FGS S 

MPSRSYLVRGLKIRVPSNYDEHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 

QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 

RG^FWAGGMV^VMQDSPSDPVNMFTNANVKDGMFSYKGSARKDRPSVALVTYNNKED 

GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 

GLDASFLMPGETVLIQNKYRAGKRNSGRIVAFTKNSITLDAPVTLNKAGSYIRILNQE 

GEIVERDILETGEDITKVTFSKALNSGDMPVMNGVWTITEPDLEPMRVRVINVAQGEA 

QGTFNVTWQNNASKYEAIDNGATLIPENNTVLDPTYSKPTNLQVTEGTYISSPGNLS 

IKLVATWEGKSAEYWISWRRSDENNVSNWQSARVTEEQFEILNIAENGQYDIQLY 

FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRNVILNWVNPDSIDLDHINVYASQ 

TNDLETAKLVAEAASTTFTHAGLGDSETWYYWVRAVNKRGMLSPPNSNLGTEAMTRDV 
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LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALDNASALIAEEREARVEGDKANAKQIEAMKSSVDDSVAAVEEMKKTVAEVERASAE 
ASTNIEALAKTNIDLALRQDEDQHKQMVNNAKIATTQKTFADDMSAMAS KVEEIRAEI 
GEDIRAS I LEETTARVEADKT IATH I SKLEAQLNDDI SAAI VSEQEARATADET LSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKAAVAEETQARTD 
ADGALASQISSLKAQTAEDIKAAVDTETKARTDADSALAGQITNLQAQTGKDINAAIT 
SEATARANADGALGKRIDTVKAEVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKYVAG I ALG I DS TGLSQ FLVQADRFG LVNS VNGKI TT P FVI ENS VAYMNGAY I KD 
GT I TNAKI GNVI QSNDYAAGS RGWI I PKDGS PE FNNGT FRGN IAANSGT LNNVT IAQN 
CQI LGKLHANQI DGDI VKAYMVNGS S I Y I APQT FARI I YWNGY Y YNKPSEDINT YSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFIPGIDSVNTITA" 
CDS complement (11188. .11739)' 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13231 .1" 
/db_xref="GI: 2996351" 

/translation="MARHFGRHWHLKVRNTKQALDLVEANRPGLKAWMKRNMKTYDKY 
HIQITNKQGHKWSVDESEFQMMGQSDNIAKIRITPVPRGSGGKAFGWFQTWGALVMV 
ASFWFPALAPLGLSLMMGGISQLISPQATNDSVRQADNSNSFYFDGPQNTTNQGNPVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (117 63. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/transl_table=ll 

/product^" unknown" 

/pr o tein_id= " AAC1 32 4 2.1" 

/db_xref="GI :2996362" 

/transla tion="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHADDI I AAEDAGD WAIWHS HTDE S ADAS DADRAGC EAT EVPWLI LAVRKNVEGDA 
PFHFSEMNVITPDGFEMPYLGRPYVFGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS " 
CDS complement (12553. .13251) 

/codon_start=l 
/ transl_table=ll 

/product="phage lambda minor tail protein L homolog" 
/pr o tein_id= "AAC 13245.1" 
/db_xref="GI :2996365" 

/translation="MGIKADIQSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
VWQGVSYEPWPIKASGFDKTGQGTLPRPKIQVSNFAGTVSAEVQANDYLVGCRIIRK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQIIKNTCPWKYRGPECGYTGPYFDKNNQQTTMSGADYCTKRYDSCNARRNYFANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon_start=l 
/trans l_table=ll 
/product^" unknown" 
/protein_id= "AAC13169 . 1 " 
/db_xref="GI :2996289" 

/translation="MERLTFNWYPDYESEKTVKPNVTVLNFGDDYEQRQAKGLNRIKE 
EWSLTFTRSYDVINAVDDFLTARAAVESFYWTNPRGKKMWVCDSHTVKRYQGYLVLT 
ATFRQIYEG" 

CDS complement (13718. .18295) 

/note="similar to sequence encoding Haemophilus influenzae 

HI1514 protein" 

/codon_start=l 

/transl_table=ll 

/product="protein HI1514 homolog" 
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/protein_id="AAC13170 .1" 
/db_xref="GI:2996290" 

/ trans la tion="MSQWEFILSLEDKQFTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFELVSDVSRKTRGSITSLNSGLKTLIE 
RVDT T T S S VNKL T T S LRKVQS E LNE FS DWAT FAGKS AS R FGT E VKEAS AS VS GMNTRL 
NTTTKRLSNWGVTTSQAAEGLKKVRDQMDAVIGRQQLISKPVRVRTSSYGDGGGNGGG 
GRH S GS YGHGGRS AE S GVFS GLRGN I FL LGE I GDAART VT D I L FGWQKP 1 1 EAAS EME 
RMRVMLRGLNKDKANPGKAAAEDMQYIVDMAQNAPFAMQALTDSFVKFRSAGLDPTDG 
S LKALVDS VARFGGDS E LLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAMADA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FADRVGQAGYLDSLTKGMKELASIMNSAEGISFANSLGSGLSTAIDGLRELAQWLAKN 
QELVISLGKWAAMVAFKLMRAGIAGVIGTAGQMVNTFTKMSTVLQAPFNLGATAVTR 
FNRAARMGLAP I PS LI FAI RGAI TG LQGAFAGLTAFI AAN P I GAA FTVATVAVAGL I T 
YMTMLRSETSKWDEIRKIPEAMTAAKRAQMAARAAELEKQIQRDQQALKTGESVNYY 
STAAGPVAVKESKEWEARLKKNQEEYERTTGTMALGDGAVAKRLAKEAAESQIEKIR 
ADNQVFSATFVKARQEALDKIQKINDDKSLSDDEKNKLLAPLREKVNKSYLEPAQKLV 
YDLSSRKNATEKQIAHFSDMLEKAKKEGNTEQVQKLQGSIRGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKAS SASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 23; DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. 0.3; 

Matches 2 3; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 C GT C GAT GAC T T TC T GACGGCAC 23 

I I I I I I I I I I I I I I I I I I I I I I I 
Db 13500 C GTCGAT GAC T T TC T GACGGCAC 13478 
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RESULT 4 
AF053947 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053947 

VERSION AF053947.1 GI:2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterial s ; 
Enterobacteriaceae; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready,P., Skowronski , E . , Games, J., 

Kobayashi, A. , Brubaker , R . R . and Garcia, E. 
TITLE Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacteriol. 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu, P., Elliott, J., McCready,P., Skowronski , E . , Garnes,J., 

Kobayashi, A. , Carrano, A. V. , Brubaker, R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted ( 16-MAR-1998 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Loca tion/Qualif iers 

source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol_type=" genomic DNA" 
/strain= "KIM" 
/db_xref="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13168 .1" 

/db_xref ="GI : 2996288" 

/transla tion="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR 
SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 

CDS 1109. .1888 

/codon_start=l 
/transl_table=ll 
/product="putative transposase" 
/protein_id="AACl3179 . 1" 
/db_xref="GI : 2996299" 

/ transla tion="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKT FEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE " 
CDS complement (2022. .2618) 

/note="similar to sequence encoding Eschericia coli 
"hypothetical protein" A 
/codon_start=l 
/transl table=ll 
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/pr oduc t= 11 unknown " 
/protein_id= "AAC13190 . 1" 
/db_xref="GI: 2996310" 

/translation="MTDKARTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAAVFDFTKQEWSLEEDHRGKTLYSTETGEPVFIAELGPLPENVTYISPNGEY 
QKWDGSAWVKDEEAEKTALVGEAEQNKSVLMKNVSQQISLLQDAIDLDMATDEEKETL 
VALKKYRVLLNRVDTSLAPDIDWPILGNEEEDSANLIK" 
CDS complement (2 932. .5514) 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product="tail fiber protein homolog" 
/protein_id="AACl3200 .1" 
/db_xref="GI: 2996320" 

/translation="MRSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAINAAGE KAREAAE RALAAAQS S S EARAKADE AAQS S AS AS E YKTAAE LS AAAS KAS 
EHGAAESAASSKASASAAKTSEDNSAASETNAAESKAAAALSASSSANSASEALQYAE 
S AKT S KEAAAAS EAAAANS EN EART S KD T AVAAAAE AS ANAT S AD AS RHDVDTN KAEV 
SRMKDEVFAARDSTIQYSEEAKTAADTAAREAATKTSDQLLSAVKSEAEKANSASASA 
QGFADDAKRFRDEAQEIAEGSKVNDATTSQQGWQLSSATDSESETLASTPKAVKTVM 
DAVALKAPIDSPALSGAPTAPTPAITAAGREIATAAFVASKVAQLVGSAPEALDTLNE 
LAAALGNDPNFATTITNMLARKQPLDGTLTALSGRSPQGVIDYLGLLNTVNLAAGSIQ 
KS QNGAD I PDKRL FVKN I GAVS S AR I S FVKESGWYKLAT VTMPQGAS TAL I TL I GGAG 
YNAGLYDQAAI S E I VLRSGNWNPVGITAT LWQRS PAGAQGVAWINTSGDVYDI Y VNVG 
QYSIDVIALSDCTNNASIVLFGTPEYVATKPASSTNGANYILYSSVLPPPESYPVGAP 
IPWPNDVAPSGFAIMQGQTFDKSVYPKLAAAYPSGVLPDMRGWMIKGKPTSRAVLSLE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
S S GAHAHT VTAH TQY PRS TDS RNQNAVGKQYNTQQTTANAFNVWT S SAGDHAHS I SGT 
AVSAGAHAHTVGIGAHAHSLSIGSHSHSVAIGAHSHTITIAACGNAENTVKNIAYNYI 
VRLA" 

CDS complement (5 901. .6518) 

/codon_start=l 
/transl_table=ll 
/ produc t= "unknown " 
/protein_id= "AAC13211 .1" 
/db_xref="GI:2996331" 

/ translation="MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
YFEWNGHRWDANDISKERLDISLKAAESGLPDNFFWTDADNNDVPVTQEQLKELGMRM 
TQTL FDRKFGAHERQRVMKKDI LEMCDPE LIKNYQVGWGDGSARR " 
CDS complement (6571 . .11049) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI : 2996342" 

/translation="MASILDLLGEGVIGGLVDGAKSI FVDDLPILNEDGSSNFSGITW 
DFRDGSQDQTPMAGFDFVETPKSVNIQLKRMHDVTIAIDNDEADRVRVI LKFPS LRS I 
DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 
PGRAYKVRVLRLTDDSNTQ Y I FNDTWVDS I GE I VDT PMNY PNSALVGLKVNSEQ FGS S 
MPSRSYLVRGLKIRVPSNYDEHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 
QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 
RGMVFWAGGMWVMQDSPSDPVMMFTNANVKDGMFSYKGSARKDRPSVALVTYNNKED 
GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 
GLDASFLMPGETVLIQNKYRAGKRNSGRIVAFTKNSITLDAPVTLNKAGSYIRILNQE 
GEIVERDILETGEDITKVTFS KALNSGDMPVMNGVWTITEPDLEPMRVRVINVAQGEA 
QGT FNVT WQNNASKYEAI DNGATL I PENNTVLD PT YSKPTNLQVTEGT Y I S S PGNLS 
I KLVATWEGKS AE YWI SWRRS DENNVSNWQSARVTEE QFE I LNIAENGQ YD IQL YAVS 
" FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRNVILNWVNPDSIDLDHINVYASQ 
TNDLETAKLVAEAASTTFTHAGLGDSETWYYWVRAVNKRGMLSPPNSNLGTEAMTRDV 
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LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALDNASALIAEEREARVEGDKANAKQIEAMKSSVDDSVAAVEEMKKTVAEVERASAE 
AS TN I E AL AKTN I D LALRQDE DQHKQMVNNAKI AT TQ KT FADDMS AMAS KVE E I RAE I 
GEDIRASILEETTARVEADKTIATHISKLEAQLNDDISAAIVSEQEARATADETLSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKAAVAEETQARTD 
ADGALASQISSLKAQTAEDIKAAVDTETKARTDADSALAGQITNLQAQTGKDINAAIT 
SEATARANADGALGKRIDTVKAEVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKY VAG IALG I DS TGLS Q FLVQADRFGLVNS VNGKI TT P FVT ENS VAYMNGAY I KD 
GTITNAKIGNVIQSNDYAAGSRGWIIPKDGSPEFNNGTFRGNIAANSGTLNNVTIAQN 
CQILGKLHANQIDGDIVKAYMVNGSSIYIAPQTFARIIYWNGYYYNKPSEDINTYSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFI PGIDSVNTITA" 
CDS complement (11188 . .11739) 

/codon_start=l 
/transl_table=ll 
/product="unknown" 
/protein_id="AAC13231.1" 
/db_xref="GI :2996351" 

/translation="MARHFGRHWHLKVRNTKQALDLVE^ 

HIQITNKQGHKWSVDESEFQMMGQSDNIAKIRITPVPRGSGGKAFGWFQTWGALVMV 
ASFWFPALAPLGLSLMMGGISQLISPQATNDSVRQADNSNS FY FD G PQNT TNQGN PVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (11763. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/transl_table=ll 

/product=" unknown" 

/protein_id="AAC13242 .1" 

/db_xref="GI :2996362" 

/translation="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHADDIIAAEDAGDWAIWHSHTDESADASDADRAGCEATEVPWLILAVRKNVEGDA 
PFHFSEMNVITPDGFEMPYLGRPYV FGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS " 
CDS complement (12553. .13251) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda minor tail protein L homolog" 
/protein_id="AAC13245 .1" 
/db_xref="GI : 2996365" 

/translation="MGIKADIQSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
WWQGVSYEPWPIK7VSGFDKTGQGTLPRPKIQVSNFAGTVSAEVQANDYLVGCRIIRK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQIIKNTCPWKYRGPECGYTGPYFDKNNQQTTMSGADYCTKRYDSCNARRNYFANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon_start=l 
/transl_table=ll 
/product^" unknown" 
/protein_id="AAC13169 .1" 
/db_xref="GI: 2996289" 

/translation="MERLTFNWYPDYESEKTVKPNVTVLNFGDDYEQRQAKGLNRIKE 
EWSLTFTRSYDVINAVDDFLTARAAVESFYWTNPRGKKMVWCDSHTVKRYQGYLVLT 
ATFRQIYEG" 

CDS complement (13718. .18295) 

/note="similar to sequence encoding Haemophilus influenzae 
HI1514 protein" 

/codon_start=l . . - 

■ - /transl_table=ll 

/product="protein HI1514 homolog" 
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/pr o t ein_id= "AAC1 3 170.1" 
/db_xref="GI:2996290" 

/translation="MSQNVEFILSLEDKQFTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFELVSDVSRKTRGSITSLNSGLKTLIE 
RVDTTTSSVNKLTTSLRKVQSELNEFSDWATFAGKSASRFGTEVKEASASVSGMNTRL 
NTTTKRLSNWGVTTSQAAEGLKKVRDQMDAVIGRQQLISKPVRVRTSSYGDGGGNGGG 
GRHSGSYGHGGRSAESGVFSGLRGNIFLLGEIGDAARTVTDILFGWQKPIIEAASEME 
RMR VMLRG LNKD KAN P G KAAAE DMQ Y I VDMAQNAP FAMQAL T D S F VK FR SAG L D P T D G 
SLKALVDSVARFGGDSELLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAMADA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FADRVGQAGYLD S LTKGMKELAS IMNSAEGI S FANS LGSGLS TAI DGLRELAQWLAKN 
QELVI S LGKWAAMVAFKLMRAGIAGVTGTAGQMVNT FTKMS TVLQAP FNLGATAVTR 
FNRAARMG LAP I P S L I FAI RGAI TG L QGA FAGL T AF I AAN P I GAA FT VAT VAVAGL I T 
YMTMLRSETSKVVDEIRKIPEAMTAAKRAQMAARAAELEKQIQRDQQALKTGESVNYY 
STAAGPVAVKESKEWEARLKKNQEEYERTTGTMALGDGAVAKRLAKEAAESQIEKIR 
ADNQVFSAT FVKARQEALDKIQKINDDKSLSDDEKNKLLAPLREKVNKS YLEPAQKLV 
YDLSSRKNATEKQIAHFSDMLEKAKKEGNTEQVQKLQGSIRGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKASSASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 33; DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. 0.001; 

Matches 33; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 C GAGATAGC C C T GAT AAC GC T T C AC AGT AT GG C 33 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 13379 C GAGATAGCC C T GAT AAC GCT TCACAGT ATGGC 13411 
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RESULT 3 
AF053947 

LOCUS AF053947 100984 bp DNA circular BCT 17-JUN-2003 

DEFINITION Yersinia pestis KIM plasmid pMTl, complete sequence. 

ACCESSION AF053 947 

VERSION AF053947.1 GI:2996286 

KEYWORDS 

SOURCE Yersinia pestis KIM 

ORGANISM Yersinia pestis KIM 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Yersinia. 
REFERENCE 1 (bases 1 to 100984) 

AUTHORS Hu,P., Elliott, J., McCready,P., Skowronski , E . , Games, J., 

Kobayashi, A. , Brubaker , R. R. and Garcia, E. 
TITLE Structural organization of virulence-associated plasmids of 

Yersinia pestis 
JOURNAL J. Bacterid. 180 (19), 5192-5202 (1998) 
PUBMED 9748454 
REFERENCE 2 (bases 1 to 100984) 

AUTHORS Hu,P., Elliott, J., McCready, P., Skowronski, E . , Games, J., 

Kobayashi, A. , Carrano , A. V. , Brubaker, R. and Garcia, E. 
TITLE Direct Submission 

JOURNAL Submitted ( 16-MAR-1998 ) Biology and Biotechnology Research, 

Lawrence Livermore National Lab, L452, 7000 East Ave., Livermore, 
CA 94550, USA 
FEATURES Location/Qualifiers 
source 1. .100984 

/organism="Yersinia pestis KIM" 
/mol_type="genomic DNA" 
/strain="KIM" 
/db_xref="taxon: 187410" 
/plasmid="pMTl" 
CDS 87. .1109 

/codon_start=l 

/transl_table=ll 

/product= "putative transposase" 

/protein_id="AAC13168 .1" 

/db_xref="GI: 2996288" 

/ trans la tion="MVT FETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP 
PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR 
SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR 
YDTLETCHRNAFRFFGGVPREVLYDNMKTWLQRDAYQTGQHRFHPSLWQFGKEMGFS 
PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA 
NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS 
FCRGVA" 

CDS 1109. .1888 

/codon_start=l 

/transl_table=ll 

/product^ "putative transposase" 

/protein_id="AAC13179.1" 

/db_xref="GI :2996299" 

/trans la tion="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE 
HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN 
ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR 
GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA 
ALTSAMLDRILHHSHWQIKGESYRLRQKRKAGVIAEANPE" 
CDS complement (2 022. .2618) 

/note="similar to sequence encoding Eschericia coli 
hypothetical protein" _ 
/codon_start=l 
/transl table=ll 
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/product= "unknown" 
/protein_id="AAC13190 .1" 
/db_xref="GI : 2996310" 

/translation="MTDKARTLKVYNLLEGTNEYIGVGDAYIPPFTGLPANCTEIEPP 
TTTEGFAAVFDFTKQEWSLEEDHRGKTLYSTETGEPVFIAELGPLPENVTYISPNGEY 
QKWDGSAWKDE EAEKTALVGEAEQNKS VLMKNVSQQ I S LLQDAI DLDMATDEEKETL 
VALKKYRVLLNRVDTS LAPDI DWPI LGNEEEDS ANLI K" 
CDS complement (2 932 . .5514) 

/note="similar to sequence encoding bacteriophage tail 

fiber protein gp37" 

/codon_start=l 

/transl_table=ll 

/product="tail fiber protein homolog" 
/protein_id="AAC13200 . 1" 
/db_xref="GI :2996320" 

/translation="MRSWLTAVDEVTLEREDGTEVTVKSLTQIVDEHNANQKWYTDNA 
DAI NAAGE KARE AAE RALAAAQSS S EARAKADE AAQS S ASAS E YKTAAE LSAAAS KAS 
EHGAAES AAS SKAS ASAAKTS EDNS AAS E TNAAE S KAAAALS AS S SANS AS EALQ YAE 
S AKT S KEAAAAS EAAAANS EN EART S KDT AVAAAAE AS ANAT SAD AS RH DVD T N KAE V 
SRMKDEVFAARDSTIQYSEEAKTAADTAAREAATKTSDQLLSAVKSEAEKANSASASA 
QGFADDAKRFRDEAQE I AEGSKVNDATTS QQGWQLS SATDSESE TLAS TPKAVKTVM 
DAVALKAP IDS PALS GAP TAP T PAI T AAG RE I ATAAFVAS KVAQ L VGS A PEAL DT LNE 
LAAALGND PNFATT I TNMLARKQPLDGT LTALS GRS PQGVI DYLGLLNT VNLAAGS IQ 
KS QNGAD I PDKRL FVKN I GAVS S AR I S FVKE S GWYKLAT VTMPQGAS TAL I T L I GGAG 
YNAGL YDQAAI S E I VLRS GNWN PVG I TAT LWQRS PAGAQGVAWI NT S GDVYD I Y VNVG 
QYSIDVIALSDCTNNASIVLFGTPEYVATKPASSTNGANYILYSSVLPPPESYPVGAP 
IPWPNDVAPSGFAIMQGQTFDKSVYPKLAAAYPSGVLPDMRGWMI KGKPTSRAVLSLE 
QDGIKSHAHNAAASSTDLGTKPTTTFDYGTKTSSGFDYGTKSSNSTGAHAHSLSGSTS 
S SGAHAHT VTAH TQ Y PRS TDS RNQNAVGKQ YNT QQTTANAFNVWT S S AGDHAHS I S GT 
AVSAGAHAHTVGIGAHAHSLSIGSHSHSVAIGAHSHTITIAACGNAENTVKNIAYNYI 
VRLA" 

CDS complement (5 901 . .6518) 

/codon_start=l 
/transl_table=ll 
/product= "unknown" 
/pr o tein_id= "AAC1 32 1 1.1" 
/db_xref="GI :2996331" 

/translation-"MDETPVISAVRNAVRSLSGGISCEIQFDGLVMDDGVTPLFLPYT 
LSESDTSPLAKKILEALESESSGGIAPYPEQGEYIERLKVEKLAVINDWRLRQECRTV 
YFEWNGHRWDANDISKERLDISLKAAESGLPDNFFWTDADNNDVPVTQEQLKELGMRM 
TQTLFDRKFGAHERQRVMKKDI LEMCDPELIKNYQVGWGDGSARR " 
CDS complement (6571. .11049) 

/codon__start=l 
/transl_table=ll 

/product="phage lambda host specific protein J" 
/protein_id="AAC13222 .1" 
/db_xref="GI : 2996342" 

/ translation="MASILDLLGEGVIGGLVDGAKSIFVDDLPILNEDGSSNFSGITW 
DFRDGSQDQTPiyiAGFDFVETPKSVNIQLKRMHDVTIAIDNDEADRVRVILKFPSLRSI 
DKKTGDTNGTTVKYKFQIANGDNAFKDAIAEGESASEIALTAKKTGVYYRSYELKLPK 
PGRAYKVRVLRLTDDSNTQYIFNDTWVDSIGEIVDTPMNYPNSALVGLKVNSEQFGSS 
MPSRSYLVRGLKIRVPSNYDEHTNTYIGVWDGTFKLLSSSNPAWILFDLLTNARYGLG 
QYVSESMIDLGQIYQIGRYCDEEIDNGFGGKEKRFAINTQITSRQDAYRLIQDIAGAF 
RGMVFWAGGMVNVMQDSPSDPVMMFTNANVKDGMFSYKGSARKDRPSVALVTYNNKED 
GYKQNIEYVEDQEAMRRYGERKTEWAFGCTSRGQAHRVGLWLLYTARMESDVISFTA 
GLDASFLMPGETVLIQNKYRAGKRNSGRIVAFTKNSITLDAPVTLNKAGSYIRILNQE 
GEIVERDILETGEDITKVTFSKALNSGDMPVMNGVWTITEPDLEPMRVRVINVAQGEA 
QGTFNVTWQNNASKYEAIDNGATLIPENNTVLDPTYSKPTNLQVTEGTYISSPGNLS 
IKLVATWEGKSAEYWISWRRSDENNVSNWQSARVTEEQFEILNIAENGQYDIQLYAVS 
FSGKKTDIISTVYQVKGTMTPPGSPTSLTAVGDYRNVILNWVNPDSIDLDHINVYASQ 
TNDLETAKLVAEAASTTFTHAGLGDSETWYYWVRAVNKRGMLSPPNSNLGTEAMTRDV 
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LSFLTGKITSSELGQELLEEIDAKASQDAVDAINKQMEESLKELDQSVADLDSKLEDT 
SGRLEQVQNDLKNEVSGTLDKVNDALQQVEDSNAALVELQETVSEQGKAIAGAVEAAH 
AALDNAS AL I AE E REAR VEGDKANAKQ I E AMKS S VDD S VAAVE EMKKT VAE VE RAS AE 
ASTN IEALAKTN I DLALRQDEDQHKQMVNNAKIATTQKT FADDMS AMAS KVEEI RAE I 
GEDI RAS I LEETTARVEADKT IATH I SKLEAQLNDDI SAAI VS EQEARATADET LSRQ 
ITTLQAKVEGDISAALTEEQIARATADEALSKQITQLKAQNGEDIKAAVAEETQARTD 
ADGALASQISSLKAQTAEDIKAAVDTETKARTDADSALAGQITNLQAQTGKDINAAIT 
SEATARANADGALGKRIDTVKAEVDGNSALIQQQAKAIADTDKKVSAAWTLKMETSTS 
GGQKYVAGIALGIDSTGLSQFLVQADRFGLVNSVNGKITTPFVIENSVAYMNGAYIKD 
GT I TNAKI GNVI QSND YAAGS RGWI I PKDGS PE FNNGT FRGNIAANS GT LNNVT IAQN 
CQILGKLHANQIDGDIVKAYMVNGSSIYIAPQTFARIIYWNGYYYNKPSEDINTYSW 
SRITEYTVNGVKQQIYGMREGSKNQSGLFGYYNLPAVSLRLLMFIPGIDSVNTITA" 
CDS complement (11188. .11739) 

/codon_start=l 
/transl_table=ll 
/product=" unknown" 
/protein_id="AAC13231.1" 
/db_xref= M GI: 2996351" 

/translation="MARHFGRHWHLKVRNTKQALDLVEANRPGLKAWMKRNMKTYDKY 
H IQ I TNKQGHKWS VDES E FQMMGQS DNIAKI RI T PVPRGSGGKAFGWFQT WGALVMV 
ASFWFPALAPLGLSLMMGGISQLISPQATNDSVRQADNSNSFYFDGPQNTTNQGNPVQ 
LIYGEEILVGSQWSSSITIDQL" 
CDS complement (11763. .12521) 

/note="similar to sequence encoding Coxiella burnetii 

protein" 

/codon_start=l 

/transl_table=ll 

/product^" unknown" 

/protein_id= "AAC132 42 .1" 

/db_xref="GI : 2996362" 

/translation="MQEIYLTAIKRYPNEACGFLVRTTGEKYRFMEARNVSENPENTF 
VMHADDIIAAEDAGDWAIWHSHTDESADASDADRAGCEATEVPWLILAVRKNVEGDA 
PFHFSEMNVITPDGFEMPYLGRPYVFGVFDCWMLCRDYLKREFNVELNPNPHLHIPSW 
YTGDTDILDQNYRNEGLVRLAPGTEPQRGDVFFIQYGKMPDHCAVYIGDGMILHHQID 
RLSCRAYYGGMYQKHTTHHLRHRDLLKGDETCLS" 
CDS complement (12553. .13251) 

/codon_start=l 
/transl_table=ll 

/product="phage lambda minor tail protein L homolog" 
/protein_id="AAC13245 . 1" 
/db_xref="GI: 2996365" 

/trans la tion="MGIKADIQSLSPSALIELFELDMSNTTSGGKLFFHAGTNELMEP 
WWQGVSYEPWPIKASGFDKTGQGTLPRPKIQVSNFAGTVSAEVQANDYLVGCRIIRK 
MTLARFLDAANFKDGNPTADPNQHFPDEMWFVEQKTLETHEWEFELSSVFDLMGVQL 
PYRQ I IKNTC PWKYRGPECGYTGPY FDKNNQQTTMSGADYC TKRYDSCNARRN Y FANG 
VIHFGGFIGATRYG" 
CDS complement (13341. .13676) 

/codon_start=l 
/transl_table=ll 
/product= "unknown" 
/protein_id="'AAC13169 .1" 
/db_xref ="GI : 2996289" 

/trans la tion="MERLTFNWYPDYESEKTVKPNVTVLNFGDDYEQRQAKGLNRIKE 
EWSLTFTRSYDVINAVDDFLTARAAVESFYWTNPRGKKMWVCDSHTVKRYQGYLVLT 
ATFRQIYEG" 

CDS complement (13718. .18295) 

/note="similar to sequence encoding Haemophilus influenzae 

HI1514 protein" 

/codon_start=l 

/transl_table=ll 

/product="protein HI1514 homolog" 
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/protein_id="AAC13170.1" 
/db_xref="GI: 2996290" 

/translation= n MSQNVEFILSLEDKQFTASIDRAGKLLTRFGEQATKPAQKINNL 
ERSLGSVSRIIGVLESKLDVTAEKLQDVAAGFELVSDVSRKTRGSITSLNSGLKTLIE 
RVDTTTSSVNKLTTSLRKVQSELNE FSDWATFAGKSASRFGTEVKEASASVSGMNTRL 
NTTTKRLSNWGVTTSQAAEGLKKVRDQMDAVIGRQQLISKPVRVRTSSYGDGGGNGGG 
GRHSGSYGHGGRSAESGVFSGLRGNIFLLGEIGDAARTVTDILFGWQKPIIEAASEME 
RMRVMLRGLNKDKANPGKAT^AEDMQYIVDMAQNAPFAMQALTDSFVKFRSAGLDPTDG 
SLKALVDSVARFGGDSELLKRAAVAVQQMSGKGWSMEELRQQLGEAVPNAMKAMADA 
AGITMGELTKAVSTGTVEAKQALSLMFVGLRAENENAAKDMMQTYTGALAQLQTSFTL 
FAD R VGQ AG Y LD S L T KGMKE LAS I MN S AE G I S FAN S L G S G L S T AI DG L R E LAQW LAKN 
QELVISLGKWAAMVAFKLMRAGIAGVIGTAGQMVNTFTKMSTVLQAPFNLGATAVTR 
FNRAARMGLAPI PSLIFAIRGAITGLQGAFAGLTAFIAANPIGAAFTVATVAVAGLIT 
YMTMLRSETSKWDEIRKIPEANTAAKRAQMAARAAELEKQIQRDQQALKTGESVNYY 
STAAGPVAVKESKEWEARLKKNQEEYERTTGTMALGDGAVAKRLAKETU^ESQIEKIR 
ADNQVFSATFVKARQEALDKIQKINDDKSLSDDEKNKLLAPLREKVNKSYLEPAQKLV 
YDLSSRKNATEKQIAHFSDMLEKAKKEGNTEQVQKLQGSIRGYQEHLEAVAQELTQAE 
FERDSAAKTGKGVMSNQGTVLGLGTTDKAAQKALAQYMRNQMDSATYQRTLPDGTAML 
DFEGKPIIGPKQLKTQLNLQKASSASSLEKMSDEERAAAIAALTKAREQDAAAAEKAG 

Query Match 100.0%; Score 147; DB 15; Length 100984; 

Best Local Similarity 100.0%; Pred. No. 1.3e-41; 

Matches 14 7; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AT T T G T C G GAAGG T C GC AG T GAGAAC GAGAT AG C C C T GAT AAC G C T T C AC AG TAT G GC T G 60 

I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 13354 ATTTGTCGGAAGGTCGCAGTGAGAACGAGATAGCCCTGATAACGCTTCACAGTATGGCTG 13413 



Qy 61 T C GCACAC C AC AAC CAT C T T T T T GC C TC GAGGGT TC GT C C AGTAGAAC GAC T CAAC GGC C 120 

I I I II I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 13414 T C G C AC AC C AC AAC CAT C T T T T T GC C TC GAGGGT TC GT C C AG TAGAAC GAC T CAAC GGC C 13473 



Qy 121 GCGCGTGCCGTCAGAAAGTCATCGACG 14 7 

I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 13474 GCGCGTGCCGTCAGAAAGTCATCGACG 13500 
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Bausch, Sarae 



From: 

Sent: 

To: 

Subject: 



Bausch, Sarae 

Thursday, June 29, 2006 2:57 PM 
STIC-Biotech/ChemLib 
10/630536 nucleic acid search 



Please do a standard nucleic acid sequence for the following: SEQ ID No. 1-8 of 10/630536. 
Please print out the first 100 hits. 

Thank you. 

Sarae Bausch, Ph.D. 
USPTO Art Unit 1634 
REM 2 A 70 
Mailbox: REM 2 C 70 
(571)272-2912 

Tracking: Recipient Read 



STIC-Biotech/ChemLib 



Read: 6/29/06 2:57 PM 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 

l.rst. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-1. rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:17:07 / Search time 1015.7 Seconds 

(without alignments) 
1541.534 Million cell updates/sec 

US-10-630-536-1 
28 

1 atttcccaccaatcaacgatacaagaat 28 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched : 



48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



96473596 



Database 



EST: * 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6: * 


6 




gb_htc : * 


7 




gb_est2 : * 


8 




gb_est7 : * 


9 




gb_est8 : * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 

AG889518/C 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
REFERENCE 



AG889518 912 bp DNA linear GSS 03-NOV-2004 

Oryza sativa (indica cultivar-group ) genomic DNA, BAC end sequence, 
BAC clone :K0359C09_F, genomic survey sequence. 
AG889518 

AG889518.1 GI:55355779 
GSS. 

Oryza sativa (indica cultivar-group) 
Oryza sativa (indica cultivar-group) 

Eukaryota; Viridiplantae; Streptophyta ; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; Liliopsida; Poales; Poaceae; BEP 
clade; Ehrhartoideae; Oryzeae; Oryza. 
1 

Katagiri^S., Wu,J., Ito,Y., Karasawa/W., Shibata,M w Kanamori,H./ 

Katayose,Y., Namiki/N., Matsumoto^. and Sasaki,T. 

End Sequencing and Chromosomal in silico Mapping of BAC Clones 

Derived from an indica Rice Cultivar , Kasalath 

Breeding Science 54, 273-279 (2004) 

2 (bases 1 to 912) 
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SCORE Search Results Details for Application 1< 
630-536-2. rgc 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 
start I next page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



July 1, 2006, 03:55:42 / Search time 417.254 Seconds 

(without alignments) 
4291.222 Million cell updates/sec 

US-10-630-536-2 
28 

1 ccatgttcatgttatgtccaccaacaag 28 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



12732272 



Database 



GenEmbl : * 



1 




gb_env: * 


2 




gbjpat : * 


3 




gb_ph : * 


4 




gb_pl : * 


5 




gb_j?r : * 


6 




gb_ro : * 


7 




gb_sts : * 


8 




gb_sy : * 


9 




gb_un : * 


10: 


gb_vi : * 


11: 


gb_ov: * 


12: 


gb_htg : * 


13: 


gb_in: * 


14: 


gb_om: * 


15: 


gb_ba : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
CS001821 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 

FEATURES 

source 



PAT 01-FEB-2005 



CS001821 28 bp DNA linear 

Sequence 2 from Patent WO2004 106553 . 

CS001821 

CS001821.1 GI:58424076 



Yersinia pestis 
Yersinia pestis 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

Enterobacteriaceae; Yersinia. 

1 

McCready, P.M. , Radnedge, L . , Andersen, G . L . , Ott,L.L., Slezak,T.R., 
Kuczmarski, T.A. and Motin,V.L. 

Nucleotide sequences specific to Yersinia pestis and methods for 

the detection of Yersinia pestis 

Patent: WO 2004106553-A 2 09-DEC-2004; 

The Regents of The University of California (US) 

Location/Qualifiers 

1. .28 

/organism= ,f Yers"inia pestis" 
/mol_type="unassigned DNA" 
/db xref="taxon:632" 
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i SCORE Search Results Details for Application 10< 
| Result us-10-630-536-l.rng. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 
start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



July 1, 2006, 03:53:57 



Search time 168.804 Seconds 
(without alignments) 
1156.508 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



US-10-630-536-1 
28 

1 atttcccaccaatcaacgatacaagaat 28 

I DENT I T Y__NUC 

Gapop 10.0 , Gapext 1.0 

5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



10489840 



Post-processing : 



Database : 



Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



N Genese 



1 

2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



genes 
genes 
genes 
genes 
genes 
genes 
genes 
genes 
genes 
gene 
gene 
gene 
gene 
gene 
gene 



q_8:* 

eqnl980s:* 
eqnl990s:* 
eqn2000s:* 
eqn2001as : * 
eqn2001bs: * 
eqn2002as:* 
eqn2002bs : * 
eqn2003as:* 
eqn2003bs : * 
seqn2003cs : * 
seqn2003ds : * 
seqn2004as : * 
seqn2004bs : * 
seqn2005s : * 
seqn2006s: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result" being printed, 
and is derived by analysis of the total score distribution. 



http://es/ScoreAccessWeb/GetItem.action?AppId=10630536&seqId=551526&ItemName=us- 



8/2/06 



SCORE Search Results Details for Application 10630536 and Search Result us-10-630-5...Page 2 of 125 



SUMMARIES 

% 

Result Query 





Ma 
1\HJ . 


J LUI c 


Match 




no 
uo 




ucscripLion 




1 
1 


9 P 
Z 0 


100. 


0 


9 P 
Z O 


1 A 
14 


AJJVU4o bb 


AdvU4o bb Yersinia 




z 


9 P 
Z O 


100. 


0 


1 H9 
1UZ 


1 A 
14 


TAHTTTl A P C Q 

AUVU40 by 


Aavu4oby Yersinia 


c 


o 


9 P 
Z o 


100, 


0 


i nn q q n 
i uu y y u 


1 9 
1Z 


7AH TQ Zl Zl A 9 
ADd y 4 4 U / 


Aajy44U/ Yersinia 


c 


/I 


9 1 9 
Z 1 . Z 


75. 


7 


CI QT 


1 9 
1 O 


7\ no A 9 9 C 9 

ADo4 //of 


Aas477b7 Bacterial 


c 


c: 
O 


9 1 9 

Z 1 . z 


75. 


7 


y o bo 


1 A 
14 


AhiDo O / oU 


Aea55780 BGS4 1,3- 


c 


D 


z u 


71. 


4 


IOC/1 

1Z o4 


Q 

O 


7\r , 7\E.ZI ZI91 

ALAj 4 4 Z 1 


Aca54421 Prokaryot 


c 


7 


1 y . o 


70. 


0 


i m 9 

1 U / o 


b 


Any 4 b y o b 


ADq4bybb Oligonucl 




Q 

O 


1 Q c 

i y . b 


70. 


0 


i n 9 9 
1 U / o 


b 


Ad(,24 by o / 


Abq4oyo7 Oligonucl 


c 


Q 

y 


1 Q 9 

i y . z 


68. 


6 


C Q Q 1 

o y o i 


4 


7\T\C/I £I9A9 

AAb 4 b / U Z 


Aas4 6702 Tumour su 


c 


1 u 


1 Q 9 

i y . z 


68. 


6 


1 1 A/1 C 

1 1 U ft b 


b 


AbKol Oob 


ADKoloob Signal tr 


c 


1 1 


i y . z 


68. 


6 


i 9 a p zi 
1Z Uo 4 


b 


AAb y o Z DZ 


Aasybzoz Long term 




1 9 
1 z 


1 Q 9 

i y . z 


68. 


6 


i i a a a a 
11UUUU 


1 A 

14 


ALAbllbJ Z 


Continuation (3 of 




1 "3 

1 o 


1 Q 9 

i y . z 


68. 


6 


i i nnnn 
1 1 U U UU 


i /i 
14 


AbAbllbo o 


Continuation (4 of 


c 


1 /l 
1 4 


1 Q 

i y 


67. 


9 


1 Q c. 

i y o 


i n 
1U 


7\nn it i CQA 

adZ4 io yu 


adz41o9u N. gonorr 


c 


1 c: 


1 Q 

i y 


67. 


9 


z uuu 


11 


7\r<T TCI Q1 

AClrO bl y 1 


Acl36191 Rice stre 


c 




1 Q 

i y 


67. 


9 


9 9 9 c. 
O Z Z O 


1 A 

1U 


AU h b y o U Z 


AcrbyoUZ PnouornaD 




1 9 
1 1 


1 Q 

l y 


67. 


9 


b y y o b 


6 


7\7\7\01 Z19D 

AAAo 1 4 / y 


Aaabi4/y n. memng 


c 


1 P 
1 O 


1 Q 

i y 


67. 


9 


11UUUU 




TV7\7\Q1 ZlQA AZ1 

AAAo 1 4 y U U 4 


Continuation {5 of 




1 Q 

i y 


1 Q 

i y 


67. 


9 


11UUUU 


1U 


7\r , T7"C99C9 9P 

AU rb/ob/ Zo 


Continuation (29 o 


c 


z u 


1 Ct 

j. y 


67. 


9 


i i nnnn 
11UUUU 


1 A 

1U 


At r b o o o b U 


Acrbooob FfiotornaD 


c 


9 1 
Z 1 


1 Q 


67. 


9 


9Z1 Q Q on 
oh ^ you 


Q 

o 


7\ 7\ TT9 1 C A 9 
AA£ Z 1 OU / 


Aa rzibu / Neisseria 


c 


9 9 


1 Q t 
J. O . O 


66. 


4 


D 04 


1 0 


7\pr\Q 9 A Q9 


Acayouy/ numan coi 


c 


9 9 
Z O 


1 o c 
lo . b 


66. 


4 


Z UUU 


1 1 
1 1 


AL Lo / y oo 


Aclo/yoo Rice stre 


c 


9 /I 
Z 4 


1 Q A 
1 O . 4 


65. 


7 


9 A P 


A 

4 


TV t\ v (T i CO /! 

AAKbl bo 4 


Aak61684 Human imm 


c 


9 ^ 
Z O 


1 Q /l 
1 O . 4 


65. 


7 


ODD 


1 A 

1U 


7\t>TO 1 ooo 

ADlo looZ 


Aaiolooz A. tnalia 


c 


9 C 
Z O 


1 Q /I 
lb . 4 


65. 


7 


9 9 P 
O / O 


/I 
4 


AAKoU /ZU 


AaKoO/zO Human imm 


c 


9 9 
Z / 


1 Q /I 


65. 


7 


9 1 P 
O / O 


/i 
4 


T\ 7\ t^O A 9 1 Q 

AAKoU /iy 


Aak80719 Human imm 


c 


9 Q 
Z O 


1 Q A 


65. 


7 


CIO 
JOO 


1 o 
1Z 


Tv T^M 1 O /I A 1 

ADNl o4 Ul 


Adnl3401 Human pro 




9 Q 

z y 


1 Q A 
1 O . 4 


65. 


7 


con 
bo U 


b 


Ahsy 4 o / y 0 


ADq4o/yo Oligonucl 


c 


9 n 


1 Q /I 
lb . 4 


65. 


7 


DO U 


b 


ABQ4o /y4 


ADq4o/y4 Oligonucl 




9 i 
o 1 


1 Q /I 

lo . 4 


65. 


7 


19 19 

1 ol / 


/i 
4 


AAS o o / / o 


7i-.^conc tt _ i • _ _ i_ _ _ 

Aasoo//o HelicoDac 


c 


9 9 
O Z 


1 O /l 

lo . 4 


65. 


7 


1 CQO 

i by o 


o 
o 


7\ P 7\ O A fl 1 A 

AC AZ u y 1 U 


Aca20910 Prokaryot 


c 


9 9 

o o 


1 O /I 
lb . 4 


65. 


7 


1 A 1 A A 

1U143 


b 


TVT3T /I QOQ ^ 

ABL4 y oy4 


Abl4yoy4 Human pol 


c 


9 Zl 
O 4 


1 Q Zl 
lo . 4 


65. 


7 


1 1 A A A A 
1 1UUUU 


o 
o 


AAFZZoUo U4 


Continuation (5 of 


c 


9 R 
O O 


1 O /I 

lo . 4 


65. 


7 


1 1 A A O A 

1 1UUUU 


1Z 


ADQy / loo Z 


Continuation (3 of 


c 


o b 


lo . 4 


65. 


7 


T A A 1 "7 Q 

14 4 17 y 


11 


ACN4 418 8 


Acn44188 Mouse gen 




O / 


1 Q 
1 O 


64. 


3 


9 n n 
oUU 


1 9 

lo 


AJJVo OH OO 


Aavoo4oD streptoco 


c 


9 P 
O O 


1 Q 
1 O 


64. 


3 


9 Q P 

o y o 


b 


T\QT QQ 71 T 

AbLo o / 1 / 


ADloo /i / conus Det 


c 


9 Q 

o y 


1 o 


64. 


3 


A 1 O 

4 lo 


b 


7\ DT Q O 1 1 O 

ABLoo /1Z 


ADloo/lz Conus bet 


c 


4 U 


1 O 


64. 


3 


/I O O 

423 


c 
O 


ABLo 8 716 


AD188716 Conus bet 


c 


Zl 1 
4 1 


1 P 
1 O 


64. 


3 


Zl 9 9 

4 Z o 


b 


TAQTPP91 1 

AJdLo 0/11 


ADioo/11 conus Det. 


c 


A 9 
4 Z 


1 P 
1 O 


64. 


3 


AO A 
4 Z fl 


b 


AQT QQ11 Zl 

AiiliO 0/14 


ADioo/14 conus Det, 


c 


Zl 9 
4 O 


1 P 

1 o 


64. 


3 


/l 9 A 

H Z 4 


b 


A-dLo o / 1 U 


ADioo/iu conus Det 


c 


Zl Zl 
4 4 


1 p 
1 o 


64. 


3 


/l 9 /l 

4 Z 4 


b 


TAT2T P P 9 1 9 

AiiLo o / 1 o 


ADioo/io conus bet 


c 


A c: 


1 p 
1 o 


64. 


3 


ol b 


b 


7\r>i7l C1QC 

ABZlb /oo 


Abzlo/85 Arabiaops 




A £ 
4 O 


1 p 
1 o 


64. 


3 


CQ1 

d y i 


o 


T\ OTT'C. Q 1 A A 

AJdvo y 1 4 u 


TV Vnt rC O 1 A A Un *v> — s v-v v- r<v 

ADVoyi4U human pro 




A 1 
4 / 


1 p 
1 o 


64. 


3 


9 9 1 
/ / 1 


1 A 
1U 


7\r\TTQ /I Q QQ 

ADno 4 o o y 


Aano4ooy Enterococ 




A O 

4 o 


18 


64. 


3 


825 


10 


ADF00371 


Adf 00371 Bacterial 




49 


18 


64. 


3 


1772 


12 


ADQ63378 


Adq63378 Novel hum 


c 


50 


18 


64. 


3 


1926 


8 


ABT21011 


Abt21011 Aspergill 


c 


51 


18 


64. 


3 


2000 


8 


ADA71468 


Ada71468 Rice gene 


c 


52 


18 


64. 


3 


2137 


8 


ABT18597 


Abtl8597 Aspergill 




53 


18 


64. 


3 


2393 


13 


ADX45974 


Adx45974 Plant ful 


c " 


54 


18 


64. 


3 


2451 


8 


ABT20413 


Abt20413 Aspergill 




55 


18 


64. 


3 


2494 


6 


,ABN85763 


Abn85763 Maize yel 




56 


18 


64. 


3 


2582 


13 


ADX4 6627 


Adx46627 Plant ful 



http://es/ScoreAccessWeb/GetItem.action?AppId=10630536&seqId=551526&ItemName=us-... 8/2/06 



SCORE Search Results Details for Application 10630536 and Search Result us-10-630-5...Page 3 of 125 





57 


18 


64 


. 3 


2 630 


4 


ABL14403 


Abll4403 Drosopnil 


c 


58 


18 


64 


. 3 


4136 


8 


ABT18003 


Abtl8003 Aspergill 


c 


59 


1 8 


64 


. 3 


A A C 1 

4 451 


8 


7\ T"> m 1 A O 1 "7 

ABT19817 


Abtl9817 Aspergill 




c a 

60 


1 o 

18 


d A 

64 


. 3 


a a a a 

4 4 9 6 


13 


ADR31301 


7\^Jw01 OA1 t\ ' l T 

Adr31301 Aspergill 




61 


1 o 

18 


£ A 

64 


. 3 


a o a o 

4 892 


A 

4 


TV n T 1 ^ /I A O 

ABL14 4 02 


7\1_1 1 ^/lAO 1~\ 1_ J 1 

Abll4402 Drosopnil 


c 


62 


18 


64 


. 3 


13837 


4 


ABL16716 


Abll6716 Drosophil 




63 


18 


H A 

64 


. 3 


14 416 


4 


71 r»T 1 /I A A /""■ 

ABL14206 


Abll4206 Drosopnil 


c 


64 


18 


64 


. 3 


20356 


13 


ADV8 7713 


Adv87713 Streptoco 


c 


bo 


1 Q 


C A 
OH 


. 5 


o n "3 £ c 


lo 


ADV / o y bb 


Aav/oybb streptoco 




66 


18 


64 


. 3 


25599 


4 


ABL16668 


Abll6668 Drosophil 


c 


67 


1 o 

18 


d A 

64 


. 3 


1 1 A A A A 

110000 


i a 
13 


7\ TNT rOIAA/1 11 

ADV81204_11 


Continuation (12 o 


c 


68 


18 


64 


. 3 


1 1 /T A A 1 

176001 


12 


ADK43203 


Adk43203 Human pro 


c 


<!T a 

69 


18 


64 


. 3 


186739 


1 A 

12 


ADK43195 


Adk43195 Human pro 


c 


i n 
/ U 


1 / . b 




A 

. y 


1 A "7 ^ 
14 / / 




AACoyUJ / 


Aacoyuo / Araoiaops 


c 


71 


17 . 6 


62 


. 9 


2328 


15 


"r\ n ^ ^ C\ C\ 

AEF55829 


Aef55829 Human gen 




72 


17 . 6 


62 


. 9 


3217 


12 


ADQ64499 


Adq644 99 Novel hum 




73 


17 . 6 


62 


. 9 


5265 


14 


AEA12 645 


Aeal2645 DNA encod 


c 


74 


17 . 6 


62 


. 9 


5474 


6 


ABL33041 


Abl33041 Human imm 


c 


75 


17 . 6 


62 


. 9 


5474 


6 


ABQ66992 


Abq66992 Human ang 




76 


17 . 6 


62 


. 9 


8858 


2 


AAZ10202 


Aazl0202 Expressio 




77 


17 . 6 


62 


. 9 


8 858 


6 


AAH43777 


Aan43777 Chi220 li 




78 


17 . 6 


62 


. 9 


8 858 


14 


ADV8 5 636 


Adv8 5 636 Anti-numa 




79 


17 . 6 


62 


. 9 


8874 


12 


ADJ65027 


Adj 65027 Plasmid p 




80 


17 . 6 


62 


. 9 


8897 


2 


AAV18 692 


Aavl8692 Plasmid p 




81 


17 . 6 


62 


. 9 


8897 


2 


AAV18693 


Aavl8693 Plasmid p 




82 


17 . 6 


62 


. 9 


9362 


6 


ABV72729 


Abv72729 Expressio 




83 


17 . 6 


62 


. 9 


9362 


14 


ADY80266 


Ady80266 Nucleotid 




84 


17 . 6 


62 


. 9 


9400 


6 


ABV72728 


Abv72728 Expressio 




85 


17 . 6 


62 


. 9 


9400 


14 


ADY80265 


A A A /* r « * t 1 V 

Ady80265 Nucleotid 




86 


17 . 6 


62 


. 9 


13615 


8 


ACD26275 


Acd26275 Nasophary 


c 


87 


17 . 6 


62 


. 9 


37373 


14 


AEC7 6962 


Aec76962 Bacillus 


c 


88 


17 . 6 


62 


. 9 


40869 


14 


AEC7 6963 


Aec76963 Bacillus 


c 


8 9 


17 . 6 


62 


. 9 


75384 


4 


AAK85590 


Aak8 5590 Human imm 


c 


90 


17 . 6 


62 


. 9 


107 622 


14 


AEE04904 


Aee04904 Cancer-as 




91 


17 . 6 


62 


. 9 


110000 


14 


AEB42401_13 


Continuation (14 o 


c 


92 


17 . 6 


62 


. 9 


262090 


12 


ADQ59207 


Adq59207 MSI-H car 




93 


17 . 4 


62 


. 1 


111 


4 


AAI 23835 


Aai23835 Probe #13 




94 


17 . 4 


62 


. 1 


111 


4 


ABA68 953 


Aba68953 Human foe 




95 


17 . 4 


62 


. 1 


111 


4 


AAI 4914 8 


Aai49148 Probe #17 




9 6 


17 . 4 


62 


. 1 


111 


4 


ABA50972 


Aba50972 Human bre 




97 


17 . 4 


62 


. 1 


111 


4 


tv t*\ tv O f~ i^v /"v o 

ABA35902 


Aba35902 Probe #14 




98 


17 . 4 


62 


. 1 


111 


4 


AAK43071 


Aak4 3071 Human bon 




A A 

9 9 


IT A 

17 . 4 


62 


. 1 


111 


4 


AAK17 281 


Aakl7281 Human bra 




100 


17 . 4 


62 


. 1 


111 


4 


TV TN o >l f*% ~l f\ /~ 

ABS42706 


Abs42706 Human liv 




101 


17 . 4 


62 


. 1 


111 


5 


AAI 09 4 42 


Aai09442 Probe #94 




102 


17 . 4 


62 


. 1 


111 


6 


ABS17140 


Absl7140 Human gen 




103 


17 . 4 


62 


. 1 


121 


10 


ADH92454 


Adh92454 Human gen 


c 


104 


17 . 4 


62 


. 1 


159 


12 


ADH00216 


'K 11 AAA1 /" t r * I 1* 

Adh00216 Kidney di 




105 


17 . 4 


62 


. 1 


326 


6 


ABN94 321 


Abn94321 Gene #819 




106 


17 . 4 


62 


. 1 


354 


4 


AAI 14 641 


Aail4641 Probe #45 




107 


17 . 4 


62 


. 1 


354 


4 


ABA56371 


Aba56371 Human foe 




108 


17 . 4 


62 


. 1 


354 


4 


AAI36013 


Aai36013 Probe #46 




109 


17 . 4 


62 


. 1 


354 


4 


ABA 4 5 8 54 


Aba45854 Human bre 




110 


17 . 4 


62 


. 1 


354 


4 


ABA26008 


Aba26008 Probe #44 




111 


17 . 4 


62 


. 1 


354 


4 


AAK30050 


Aak30050 Human bon 




112 


17 . 4 


62 


. 1 


354 


4 


AAK04546 


Aak0454 6 Human bra 




113 


17.4 


62 


.1 


354 


4 


ABS29701 


Abs29701 Human liv 




114 


17.4 


62 


.1 


354 


5 


AAI04452 


Aai04452 Probe #44 




115 


17 .4 


62 


.1 


354 


6 


ABS0462 4 


~Abs04624 Human gen 


c 


116 


17.4 


62 


.1 


380 


4 


AAK80718 


Aak80718 Human imm 




117 


17.4 


62 


.1 


415 


4 


AAK62055 


Aak62055 Human imm 



http://es/ScoreAccessWeb/GetItem. action? Appld= 1063 053 6&seqId=551526&ItemName=us-... 8/2/06 



SCORE Search Results Details for Application 10630536 and Search Result us-10-630-5... Page 1 of 65 



SCORE Search Results Details for Application 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-61 

l.rni. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: July 1, 2006, 04:28:37 / Search time 34.3636 Seconds 

(without alignments) 
1524.607 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-630-536-1 
28 

1 atttcccaccaatcaacgatacaagaat 28 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 2807332 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : Issued_Patents_NA: * 

1 : /EMC__Celerra_SIDS3/ptodata/2/ina/l_COMB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB. seq:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB.seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB.seq:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB.seq: * 

6 : /EMC__Celerra_J3IDS3/ptodata/2/ina/H_COMB . seq: * 

7 : /EMC_CelerraJSIDS3/ptodata/2/ina/PCTUS_COMB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB. seq:* 

9 : /EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB. seq:* 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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TTQ — 
UO 


n q - 
u y 


9R0- 


77 9-9 
/ / o z 


oequence 


9 TV v^i-kn 1 -i 

z, App XI 




7 7 


1 7 

X / 


ftO 
D U 


7 


4 9 9 
1 -? z. 


q 


TTQ- 
UO 


0 Q- 

u y 


9 9ft- 
o z o 


9R9-1 ftR9 

O JZ lUJJ 


Sequence 


i c c; 9 tv « 
X b 0 o , Ap 




7 ft 


1 7 


ftO 


7 


ftO 1 

DUX 


q 


TTQ — 
UO 


A Q - 

u y 


Q4 Q- 
y 4 y 


01 ft-1 ft Rft09 
UXD XOODUZ 


S equence 


X o 0 bUZ , 




7 9 
/ y 


1 7 
x / 


ft 0 
D U 


7 


ft97 
DZ / 


q 


TTQ — 
UO 


0 Q- 
u y 


R 9 9- 


, R R9_ft R77 

ooy oo / / 


Sequence 


C r 7 7 tv « 

do / / , Ap 




ft n 

o u 


1 7 
X / 


ftO 
D U 


7 


9 9ft 4 
Z s3 O 4 


q 


TTQ — 
UO 


0 Q- 

u y 


ft Q 4 - 

o y 4 


91 9Ti — 91 
y 1ZK o X 


Sequence 


3 1 , Appl 




8 1 


1 7 
x / 


ftO 
D VJ 


# 7 




q 


TTQ — 
u o 


n q - 

vj y 


7 74- 

/ / 4 


. R9R-79 
JZ.O / z. 


Sequence 


72, Appl 




ft 9 

O Z. 


1 7 
x / 


ftO 
D U 


7 


4 ft 1 Q 
*i O X z? 


q 


TTQ — 
U O 


1 0- 
x u 


1 90- 
X z u 


qftft-79 
-7 o o / z 


Sequence 


72, Appl 


c 


ft 9 

O O 


1 7 
X / 


ftO 
DU 


7 


i ft n i i 

X D U X X 


q 


TTQ — 
Uo 


0Q- 

u y 


ftOO- 
DU U - 


91 q_ 9 
o x y — o 


Sequence 


3, Appli 


c 


P A 
O 4 


1 7 
X / 


ftO 

du 


7 


i ft n i 1 
x bux x 


q 


TTQ 
Uo — 


i n 
1 u 


A c 7 
Uj / - 


7 9ft 1ft 

/ z. b- 1 b 


Sequence 


16, Appl 




ft ^ 


1 7 
X / 


ft n 
bu 


. / 


p n 9 4 ft 
o UZ 4 b 


q 


TTC 

Uo — 


n q 
u y- 


n 7 p 
U / o - 


z y 4 -4 


Sequence 


4, Appli 




ft ft 
0 D 


1 7 


ftO 

D U 


7 


o u d y o 


q 


TTQ — 
UO 


A Q_ 

u y 


■ 07 ft - 

u / o 


9 94-9 

z y 4 o 


Sequence 


3, Appli 




ft 7 


1 7 
X / 


ftO 
DU 


7 


1 O 1 94 Q 

x u x o 4 y 


q 


TTQ — 
UO 


A Q _ 

u y 


Q4 Q- 

y 4 y 


01 ft-1 7499 
UXD X / 4oo 


Sequence 


17433, A 


c 


ft ft 
0 0 


1 7 
x / 


ftO 
DU 


7 


1 1 9 Q ft ft 
X x o y D D 


q 


TTQ — 

Uo 


A Q_ 

u y — 


Q4 Q- 

y 4 y 


01 ft-1 9977 
UXD XZZ / / 


Sequence 


1 O O "7 "7 7\ 

12277, A 


c 


ft Q 

0 Z? 


1 7 
X / 


ftO 
DU 


7 


1 1 9 Q ft 7 

x x j y d / 


q 

sj 


TTQ — 
Uo 


no. 
u y 


CkA Q- 

y 4 y 


nift i7nc;i 
uxb-x / uox 


Sequence 


17051, A 


c 


9 n 

y U 


1 7 
x / 


ftO 
D U 


7 


1 ftO 7 S Q 

x d u / o y 


q 


TTQ — 
UO 


n Q- 
u y 


Q4 Q- 

y 4 y 


m ft-i ftRi 4 

UXDXDOX4 


Sequence 


1 bo!4 , A 




Q 1 
y X 


1 7 
X / 


ft n 

D U 


7 


4 4 0 9 7 ft S 
4 4 U a / DO 


q 


TTQ 

Uo 


— no 

— u y 


— 1 O 9 

- X Uo 


— P a n n 9 

- 0 4 UA— Z 


Sequence 


i 2, Appli 




Q 9 

-? Z 


1 7 
X / 


ftO 
D U 


7 


4 4 1 1 S 9 Q 
4 4 X X O Z 


q 


TTQ 
UO 


-no 

— U y 


-109 
X U O 


- ft 4 nzi- 1 

— 0 4 U/\— X 


Sequence 


i 1, Appli 




9 9 

y o 


ID. O 


ftn 
bu 


. u 


Ijo 


o 
Z 


T TQ 

Uo - 


n p 
Uo- 


1 R P 

X o o - 


9 9 P 9 7 

zz o - o / 


Sequence 


3 / , Appl 




Q A 
y 4 


1 £ 9 
ID. O 


ftn 
bu 


. u 


Ijj 


o 
Z 


T TQ 

Uo — 


np 
Uo- 


q q 9 


c yi q q 7 
b4 O - O / 


Sequence 


3 7 , App 1 




y o 


1 £ P 

X b . o 


c n 
bU 


♦ U 


Ijo 


z 


T TO 

Uo — 


A P 

Uo - 


9 9 9 

o Jz - 


CJO 9 7 

boo- o / 


Sequence 


3 7 , App 1 




q £ 
y d 


1 £ P 

lb. o 


c n 
bU 


. U 


ZZ 0 


o 
O 


T TO 

Uo- 


A Q 

u y- 


9 A Q 

z. 4 o- 


/ y bA- y o o o 


Sequence 


QO CO TV 

y o 0 o , Ap 


c 


Q 7 

y / 


i (: q 

lb . o 


£ n 
bU 


♦ U 


A P 9 
4 0 O 


q 
O 


T TO 

Uo - 


A Q 

u y - 


9 /I P 

z 4 o - 


/ y bA- zd / y 


Sequence 


2 67 9, Ap 




Q Q 

y o 


X b . o 


£ A 

bU 




£T A T 

bU X 


o 
o 


US- 


A Q 

u y - 


Q /I Q 

y 4 y- 


UXb-4o U4 4 


Sequence 


48044 , A 




9 Q 


1 ft ft 

X O . O 


ftn 

DU 


n 
. u 


ftn i 

DUX 


9 


TTQ — 
UO 


A Q _ 

u y 


Qj 4 Q- 
y 4 y 


ni ft-fti i m 

UXDDXXOX 


Sequence 


61151, A 




inn 

1UU 


1 C Q 

lb . o 


c n 
DU 


n 
. U 


c n i 
bUl 


q 
O 


T TO 

Uo — 


n q 
u y- 


Q A Q 

y 4 y- 


ni£ ci 1 co 
UXb- bXXOz 


Sequence 


61152, A 




i n i 

X U 1 


1 ft p 
ID. 0 


ft n 
bu 


n 

. U 


bu 1 


q 
o 


T TO 

Uo — 


n o 
u y - 


Q Zl Q 

y 4 y- 


nic P9ipi 
UXb-ooXo X 


Sequence 


83181, A 






1 c o 
ID. o 


ftO 
DU 


. u 


ftn i 

DUX 


q 


TTQ — 
Uo 


A Q_ 

u y 


Q 4 Q- 

y 4 y — 


ni ft-ft9979 
UXD OOZ / O 


oequence 


P 9 9 7 9 7A 
O OZ / O , A 




X U 0 


1 ft ft 
X D . 0 


ftO 
DU 


n 
. u 


ftn i 

DUX 


q 


TTQ — 
Uo 


A Q _ 

u y 


Q4 Q — 

y 4 y 


n 1 ft- 1 9 9 9 99 

uxDxzzzyo 


Sequence 


122298, 




10 4 


1ft ft 
X D . O 


ftO 

D U 


n 
. u 


1 0 9 s 


q 


TTQ — 
UO 


f|Q_ 

u y 


94ft- 
Z 4 O 


7 9ftZi-1 9 ft7 
/ ZJ DyA XZ D / 


Sequence 


1267, Ap 




ins 


1 ft ft 
X D . O 


ftO 

D U 


n 

. u 


1 9 S 4 

X Z *J 4 


q 


TTQ — 
U O 


0 Q- 
u y 


4 ft Q- 

4 O Z7 


n99Z\-4 c ift9 
u o yj-\ 4 o o z 


Sequence 


4582, Ap 


c 


i n ft 


1ft ft 
X D . 0 


ftO 

DU 


n 
. u 


19 7 9 
X Z / z 


q 


TTQ — 
UO 


0 Q- 
U y 


4 ft Q- 

4 0-7 


n99Zi-44 ft4 

U O -7/t. 4 4 O 4 


Sequence 


4484, Ap 




1 07 
X U / 


1ft ft 
ID. o 


ft 0 
D U 


n 

. u 


14 9 9 
X 4 Z Z 


q 


TTQ — 
UO — 


A Q _ 

u y — 


94ft- 
Z 4 O — 


7 9ftZl- Rft 99 

/ y da— o o y z 


Sequence 


5892, Ap 


c 


1 Oft 


1ft ft 
X D . O 


ft 0 
D U 


n 

. u 


1 704 

X / U 4 


q 


TTQ — 
UO 


a q _ 
u y 


99ft- 
o z o 


9 R9 _1 7ft ft 

J JZ, X / O D 


Sequence 


1786, Ap 




10 9 

X U 2 


1ft ft 
ID. O 


ftO 
D U 


n 
. u 


9 999 


q 


TTQ — 
Uo — 


a q _ 
u y 


R99- 

O o O 


09 9 -7 R 
UZ 3 / o 


Sequence 


75, Appl 




110 
X X u 


1ft ft 
X D . O 


ftO 
DU 


n 
. u 


9 4 QO 
Z 4 :7U 


9 
z 


TTQ — 
UO — 


Oft- 
U o — 


1 ftft- 
X o o — 


99ft -4 R 
Z Z 0 4 O 


Sequence 


45, Appl 




111 
XXX 


lb . o 


bU 


. u 


z 4 y u 


Z 


T TO 

uo- 


A P 

U o - 


q 9 9 
ooz:- 


c 9 p /i i; 
boo - 4 0 


Sequence 


45, Appl 




119 

x x z 


X b . o 


cn 
bU 


n 
. U 


9 C Zl C 

z: b4 b 


q 
O 


TTQ 

Uo — 


n q 
u y- 


ft 1 4 

bX4 - 


9 9 1 7\ 9 £ C 

ZZXA— o bb 


Sequence 


366, App 


c 


XX o 


lb . o 


bU 


. U 


9 C7 9 

z b / o 


*3 


TTO 

Uo - 


n q 

u y — 


C. 1 Q 

0 X z) — 


9 9 9 7 9 

z. oz — / O 


Sequence 


73, Appl 




11/1 
X X 4 


lb . o 


bU 


. U 


9 9 n C 7 

zz Ub / 


O 


TTO 

Uo - 


n q 

u y - 


p 9 n 
ozU- 


n n i 9 
UUX - o 


Sequence 


3, Appli 




lit; 
X X o 


lb . o 


cn 
bU 


. U 


9 9 nc7 
zzUb / 


q 


TTO 

Uo - 


i n 
x u- 


n n 9 


9 no 9 
oUZ o 


Sequence 


3, Appli 




1 1 ft 

X X D 


1 ft ft 

X \J • o 


ftO 

\J VJ 


n 
. u 


9 ft07 S 
z. v u / j 


q 


TTQ — 
u o 


n q_ 
vj y 


^4-7 


01 ft- 1 ? 004 

VJXU XZ.VJU4 


Sequence 


12004, A 




117 


16.8 


60 


.0 


26076 


3 


us- 


09- 


949- 


016-13041 


Sequence 


13041, A 




118 


16.8 


60 


.0 


52711 


3 


us- 


09- 


949- 


016-12224 


Sequence 


12224, A 




"119 ~ 


16 78" 


" "60" 


.0 


~ '5 2 8 6 5 " 


3" 


us- 


09- 


949- 


0X6-156T8 " '"' 


Sequence 


15 618", ~A ~ 




120 


16.8 


60 


.0 


58543 


3 


us- 


09- 


949- 


016-13565 


Sequence 


13565, A 




121 


16.8 


60 


.0 


62474 


3 


us- 


09- 


949- 


016-15182 


Sequence 


15182, A 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
| l.rnpbn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 
536-1. rnpbn. 

start 

Go Back to previoi 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



July 1, 2006, 04:39:12 



Search time 29.0718 Seconds 
(without alignments) 
1138.902 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



US-10-630-536-1 
28 

1 atttcccaccaatcaacgatacaagaat 28 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

809770 seqs, 591248006 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : 



1619540 



Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09_NEW_PUB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US06jtfEW_PUB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB. seq: * 

4 : /EMC_CelerraJSIDS3/ptodata/2/pubpna/US08_NEW_PUB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/PCTJ^EW_PUB. seq: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10_NEW_PUB.seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USll_NEWJ?UB.seq: * 

8 : /EMC_CelerraJ3IDS3/ptodata/2/pubpna/US60_NEW_PUB.seq:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



" SUMMARIES 



Result 



% 

Query 



http://es/ScoreAccessWeb/GetItem. action? AppId=10630536&seqId=551529&ItemName=us-... 8/2/06 
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Ma 

1MO . 


Score 


Match 


Length DB 


ID 








Description 


c 


1 
J. 




20 


71 


.4 


816 


6 


TTC 

U o - 


X U - 


A AO 

4 4 y 


Qn9 1 1CQC 

-yuz— Xoooo 


Sequence 


13585, A 




9 
z 


19 


.2 


68 


. 6 


909203 


7 


TTO 
U O _ 


i i 
XX 


Z D D 


9/1Q7A 9QH90 

- / 4oA— z yujy 


Sequence 


29039, A 


c 


9 


18 


. 6 


66.4 


664 


7 


TTC 


-xx- 


9 C C 
Z U D 


" / fiOA— Xby 0 4 / 


Sequence 


169847, 




4 


18 


. 6 




. 4 


664 


7 


T IC 


1 1 

-xx- 


- Z b b - 


- / 4oA-Z44yo y 


Sequence 


244959, 


c 


c. 
D 


18 


. 6 


O D 


A 
. 4 


2609 


6 


TTC 


- XU- 


A A Q 


- y Uz-Zzooz 


Sequence 


22882, A 




c. 
D 


18 


. 4 


DO 


. / 


1272 


7 


T TO 


*xx- 


9 19 

- z x / - 


coo o n tl *7 

-oz y- JUo / 


Sequence 


3057, Ap 




/ 


18 


. 4 


bo 


n 
. / 


1828 


6 


TTC 


- XU- 


A A Q 

- 4 h y - 


- y uz -y / 4 y 


Sequence 


9749, Ap 


c 


Q 
O 


18 


.2 


bo 


n 
. U 


2954 


6 


TTC - 


- X u- 


- A A Q - 

4 4 y - 


QH9 innQci 

-yuz-xuuoo 


Sequence 


10055, A 


c 


Q 




18 


C A 
OH 


. O 


1000 


7 


TTC 

Uo- 


1 1 
'XX- 


-Z bb- 


- / H oA-Z Ufl 41 X / 


Sequence 


204417, 




i n 

1 u 




18 


oh 


o 
. o 


1015 


7 


TTC 

Uo- 


1 1 

xx- 


-Z bb- 


- / h oa- 0 jz j y 


Sequence 


53239, A 




1 X 


17 


. 6 


£9 

bZ 


Q 

. y 


1670 


6 


TTO 

Uo - 


- xu- 


-4 4 y- 


Q A O O O A 

-yUZ-oUbU 


Sequence 


8060, Ap 




1 9 
1 Z 


17 


. 6 


£9 

bZ 


Q 

. y 


1729 


6 


TTC 

Uo - 


• xu- 


•4 h y- 


-yUz-z7 6X5 


Sequence 


27615, A 






17 


. 6 


£ 9 

bZ 


Q 

. y 


9362 


7 


TTC 

Uo- 


•XX- 


O Q "7 

-z y / - 


• ox l-lo 


Sequence 


18, Appl 




1 A 
X 4 


17 


. 6 


bz , 


Q 


9400 


7 


TTC 

Uo- 


1 1 

XX- 


-z y / - 


on ii 
- oX / — X / 


Sequence 


17, Appl 


c 


X O 


17 


. 4 


£9 

bz , 


, x 


283 


7 


TTC 

Uo~ 


1 1 
XX- 


oca 
-Z bb- 


• / 4oA— yoooo 


Sequence 


95558, A 




1 b 


17 


.4 


£ 9 

bz . 


i 

. i 


283 


7 


T TC 

Uo~ 


1 1 
XX- 


O C £1 

-Z bb- 


• / 40A-X40 Jby 


Sequence 


148369, 


c 


1 7 
X / 


17 


.4 


£9 

bz , 


. x 


512 


7 


T TO 

U o - 


1 1 
XX- 


-Z bb- 


-7/1071 OCQ/M 1 

• / floA-Zbo^XX 


Sequence 


268411, 




1 ft 
1 0 


17 


. 4 


C 9 

bZ , 


. X 


512 


7 


TTC 

U o - 


1 1 
XX- 


-Z bb- 


• /floA-izoyzo 


Sequence 


328928, 




J. .7 


17 


. 4 


£9 
oz . 


. X 


775 


7 


TTC 

Uo - 


.11. 

xx- 


O (T fT 

•Z bb- 


T /I QT\ O^QQCI 

• / 4 oa— z u yob/ 


Sequence 


209867, 


c 




17 


.4 


£ 9 

bZ . 


. X 


775 


7 


TTC — 

Uo 


.11. 
XX - 


-Z b b- 


9/1Q7\ OO/IOOI 

• / 0. oA- Z 0 4 ZZ / 


Sequence 


234227, 


c 


9 1 
Z ± 


17 


.4 


C 9 

bZ . 


. X 


799 


7 


TTC 

Uo - 


1 1 

xx- 


-Z bb- 


• / 40 A- 0 / Xzo / 


Sequence 


371237, 




9 9 
Z Z 


17 


.4 


a 9 
bZ . 


1 

. X 


799 


7 


TTC 

U o - 


1 1 

xx- 


-Z bb- 


■ / 4oA-fl oh bX b 


Sequence 


454616, 


c 


9 9 
Z O 


17 


.4 


C 9 

bZ . 


1 

. X 


850 


7 


TTC 

Uo - 


1 1 

xx- 


■Z bb- 


• / 4oA-xxoy / u 


Sequence 


113970, 




9 4 
Z 4 


17 


.4 


(TO 

bZ . 


1 

. X 


850 


7 


TTC — 

Uo- 


1 1 

xx- 


■Z b b - 


1 AQT\ 1 C1 CCD 

• / 4 oA- X bX bO 0 


Sequence 


161658, 




9 

Z O 


17 


.4 


C 9 

bZ . 


1 

. X 


878 


7 


TTC 

Uo - 


1 1 

xx- 


ore 

•Z bb- 


"7/107\ o/IOTI /I 

• /40A-040 / X4 


Sequence 


348714, 




9 £ 
Z o 


17 


.4 


bz . 


. X 


878 


7 


US- 


1 1 

XX- 


•z bo- 


• /4oA-38X97 4 


Sequence 


381974, 


c 


9 9 
Z / 


17 


.4 


bZ . 


. 1 


878 


7 


TTC 

Ub- 


XX- 


o c c 
•Z D b- 


• /4oA-4i209 3 


Sequence 


432093, 


c 


9 ft 
Z 0 


17 


. 4 


C 9 

bZ . 


X 


927 


7 


T TC 

Uo~ 


1 1 
XX- 


•Z bb- 


• / h oA- 4 Xoz X 


Sequence 


41821, A 




9 Q 
Z 


17 


. 4 


C 9 

bZ . 


X 


943 


6 


T TC 

Uo~ 


x u- 


Q Q 9 

■ y o>5- 


•04 y- / uz / 


Sequence 


7027, Ap 


c 


9 n 


17 


.4 


bz . 


1 


1000 


7 


TTC 

Uo- 


1 1 
XX- 


9 £ C 

■Z bb- 


■ /4oA-XXoo 9 6 


Sequence 


115896, 




9 1 


17 


.4 


C 9 

bZ . 


1 
X 


1000 


7 


US- 


1 1 

XX- 


O /T £ 

■Z 66- 


• /48A-158 060 


Sequence 


158060, 


c 


9 9 
o Z 


17 


. 4 


£ 9 

bZ . 


X 


1000 


7 


us - 


1 1 

XX- 


o *r 

•Z bb- 


/48A-Z 8 5720 


Sequence 


285720, 




9 9 
«3 o 


17 


. 4 


C 9 

bZ . 


1 
X 


1000 


7 


Uo- 


1 1 
XX- 


Z bb- 


*7/iot\ ooti / 0 

/ 4oA-o>5 /X4 y 


Sequence 


337149, 


c 


9 A 
O 4 


17 


. 4 


C 9 

bZ . 


X 


1000 


7 


TTC 

Uo- 


1 1 

xx- 


9 £ £ 

Z bb- 


iaqt\ 0 0 c c\ n 0 
/ 4oA-oybUUo 


Sequence 


396008, 




o 0 


17 


.4 


C 9 

bZ . 


1 

X 


1000 


7 


US- 


IX- 


^ ei c 

•2 66- 


■748A-4 67054 


Sequence 


467054, 


c 


o b 


17 


. 4 


bz , 


1 


1215 


7 


US- 


XX- 


z bb- 


/ h oA- booUX 


Sequence 


68801, A 


c 


9 1 


17 


.4 


£ 9 

bZ . 


X 


1215 


7 


us~ 


XX- 


o c a 
z bb- 


/ 4oA-XUoUb / 


Sequence 


105067, 




9 ft 


17 


.4 


£9 
bZ . 


X 


1215 


7 


TTC 

Uo- 


1 1 
XX- 


9 C C 

Z bb- 


"7/iqtv 1 01 C1 0 
/4oA-XZXbXZ 


Sequence 


121612, 




9 Q 


17 


. 4 


£9 

bz . 


1 
X 


1271 


6 


TTC 

Uo- 


x u- 


oxx- 


QOl O 1 1 A 

y 0 / - JXX4 


Sequence 


3114, Ap 


c 


a n 

4 U 


17 


. 4 


C 9 

bZ . 


X 


1532 


6 


US- 


xu- 


•4 ^ y- 


yUz-XXz 93 


Sequence 


11293, A 




4 X 


17 


. 4 


£ 9 

bZ . 


X 


1572 


7 


US- 


1 1 

XX- 


Z X / - 


coo 1 1 0 

ozy- /Xo 


Sequence 


713, App 




L 9 
4 Z 


17 


. 4 


£9 

bZ . 


X 


1693 


7 


US- 


1 1 

XX- 


oca 
Z bb- 


T/lOTi /I 1 /I -J /I O 

/ 4oA-4X4 / 4 0 


Sequence 


414743, 




A 9 


17 


. 4 


£9 

bz . 


X 


2304 


7 


TTC — 

Uo 


1 1 
XX 


919 

ZX / 


ozy / 0 / 


Sequence 


757, App 


(-1 


d A 

*i 4 


17 


.4 


DZ . 


1 

X 


220803 


7 


TTC — 

Uo 


1 1 
XX 


Z Do 


/ h oA— Z 4 0 bO 


Sequence 


24865, A 




4 0 


17 


.2 


61 . 


4 


818 


7 


US- 


1 1 

XX- 


oca 
z bb- 


/4oA-3019yo 


Sequence 


301998, 




4 0 


17 


.2 


a i 
bl . 


A 

H 


1584 


7 


TTC 

Uo — 


xx- 


Z bb- 


/ 4o A- 0 bZZ4 


Sequence 


36224, .A 


c 


A 1 
4 / 


17 


.2 


C 1 

bl . 


A 

4 


1974 


6 


TTC 

Ub- 


i n 
X u - 


/l /l Q 

^4 y- 


yuz- y bou 


Sequence 


9680, Ap 


c 


4 ft 
4 0 


17 


.2 


bl . 


A 

4 


5976 


6 


TTC _ 

Uo 


x u - 


ox / — 


A A 1 9 Q H 

4 4 X -Z 0 U 


Sequence 


280, App 


c 


h y 


17 


.2 


OJ. . 


A 
4 


5976 


6 


us- 


10- 


5X7- 


A A 1 C C /l 

441-554 


Sequence 


554, App 




OU 


17 


60. 


7 


530 


7 


us- 


XX- 


266- 


748A-296505 


Sequence 


296505, 




OX 


17 


60. 


7 


1307 


7 


US- 


XX- 


^> c c 

2 66- 


T/IOTV « 1 CTf /I 

7 4 oA- 4 157 64 


Sequence 


415764, 




c 9 
OZ 


17 


60. 


7 


1722 


7 


US- 


XX- 


ZX / - 


529-82 339 


Sequence 


82339, A 


c 


c. 9 

JO 


17 


60. 


7 


2189 


7 


US- 


1 1 

XX- 


zyj- 


can 1 /> c c 
697-14 00 


Sequence 


1455, Ap 




S4 


17 


60. 


7 


4016 


6 


TTC _ 

uo 


1 D- 
± u 


4 4 Q- 

4 4^ 


:?UZ Z D?U3 


Sequence 


26909, A 


c 


55 


17 


60. 


7 


139515 


7 


us- 


11- 


266- 


748A-59425 


Sequence 


59425, A 


c 


56 


16 


. 8 


60. 


0 


435 


7 


us- 


11- 


266- 


748A-90095 


Sequence 


90095, A 




57 • 


16 


."8 


™ 60 . 


0 


4 3 5 


7 


us- 


1T- 


266- 


7 4 8A-142906 


"Sequence 


142906"; " 


c 


58 


16 


. 8 


60. 


0 


460 


6 


us- 


10- 


488- 


619-1513 


Sequence 


1513, Ap 




59 


16, 


.8 


60. 


0 


465 


7 


us- 


11- 


266- 


748A-374332 


Sequence 


374332, 
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c 


r A 

60 


1 c 

1 6 . 


o 
0 


£ A 

60 . 


, 0 


/l *c c 

4 65 




US- 


1 1 

11- 


0 a c 
2 bb- 


/ 4 oA- 4 5/ /ll 


S equence 


/C771 1 

4 0/ / 11 / 




61 


7 c 

1 6 . 


o 
0 


C A 

60 


. 0 


C A C 

545 


6 


US- 


1 A 

1U- 


A Q O 

4o 0- 


C. 7 Q 1 CI O 

biy-1512 


Sequence 


1012, Ap 


c 


c o 

62 


1 c 

1 b . 


o 

O 


c n 
bU . 


A 
. U 


CIO 

bio 


/ 


T TC 

Ub- 


1 1 
11- 


2 bb- 


/ 4 OA - 30ft boo 


S equence 


0 C A c 0 0 

oOfl boo, 


c 


C O 
DO 


1 c 
1 b . 


Q 

0 


CA 

bU . 


A 
. U 


blo 


n 
1 


T TC _ 
U b 


1 1 _ 
11 


Z ob — 


/ *J (3A- J O fi ^ 4 y 


b equence 


P A Q d Q 




C /I 

b4 


i c 
1 b . 


Q 

o 


c. n 
bU , 


A 
. U 


C 1 Q 

blo 


1 


T TC 

U b — 


11 




/ *1 OA - fi 00 Uli 


b equence 


A "5 p n 1 9 




c c 
65 


7 c 

lb . 


o 
o 


c n 
bU . 


A 


o b4 


1 


T TC 

Ub - 


1 1 
11- 


2 bb- 


*7/lQ7A 1 Q1 /|/| 
/ 4oA— lol4 4 


S equence 


7 Q 1 / A 7\ 

loll 4 , A 




C £ 

6 6 


1 c 

lb . 


o 
o 


c n 

bU . 


A 


1 AAA 
1 UUU 


1 


T TC 


1 1 

11- 


0 a a 
2 bb- 


/ 4 oA- 3 y 522 O 


S equence 


O A C O O C 

3 y0220 , 


c 


C 1 

67 


1 c 

16 . 


o 
o 


c n 

bU . 


A 
. U 


1 AAA 
1 UUU 


1 


T TC 

US- 


1 1 

11- 


2bb- 


/ 4 oA- 4 bb2 / 1 


S equence 


4 bb2 /If 




c o 

68 


1 c 

16 . 


o 
o 


C A 

bU , 


A 


1 / Zl 


b 


US- 


1 A 

1 u- 


A A Q 

hh y- 


A A O A C Q C 

yu2-y b3b 


Sequence 


A C O C T\ 

y b 0 b , Ap 


c 


69 


16 . 


8 


60 , 


. 0 


1 o c c 

18 55 


6 


us- 


1 A 

10- 


Q C O 

953- 


O/IQ A 7 C A 

349-4150 


Sequence 


/l 7 C A 7\ „ 

415 0, Ap 


c 


i a 

7 0 


16 . 


o 

8 


60 , 


. 0 


A 1 A C 

2196 


1 


us- 


11- 


0 c c 
266- 


0/107V TOIOCA 

/ 4 8A-lol35U 


Sequence 


7 O 7 OCA 

lol30U , 


c 


O 1 


7 C 

1 b . 


o 
o 


bU , 


. U 


2 1 y b 


1 


us - 


1 1 

11- 


2 bb- 


7 /I QTi 1Q/101A 

/ 4oA— iy421U 


S equence 


1 O/IOI A 

iy421U/ 




o o 
/ 2 


16 . 


o 
o 


60 


. 0 


219 b 


o 


US- 


11- 


2bb- 


7 /i on 0/11 ono 
/ 4oA-2 41oU2 


Sequence 


O /l 7 QAO 

241oU2 , 




O O 

/ 3 


7 c 
1 6 . 


o 
o 


60 


. 0 


2 58/ 


/ 


TTC 

Ub- 


11- 


2bb- 


7 /I Q7\ 1QCC7*7 

/ 4oA-lobbl / 


Sequence 


1 QC CI 1 

1 0 b b 1 / , 


c 


7 4 


1 c 

1 b . 


o 
o 


C A 

bU 


. 0 


O C O "7 

25o / 


1 


US- 


11- 


2 bb- 


7/IOt\ O A 1 A C A 

/ 4oA— 2 4 14 5 4 


Sequence 


9/11 /I C /I 

2414 04 , 




9 C 
1 5 


1 c 

1 b . 


o 
o 


C A 

bU 


A 
. U 


2 bfl b 


n 

1 


T TC 

Ub — 


11- 


Ol 7 

21 / - 


52y- / / 23o 


Sequence 


O O O O Q 7\ 

//ZOO, A 


c 


1 c 

1 6 


1 c 

1 b . 


o 
o 


c a 
bU 


A 


<i 314 


/ 


TTC 

Ub- 


1 1 

11- 


*)1 7 

21/- 


COQ QAA"7"7 

52 y — 0 uu / / 


Sequence 


P A A O "7 7A 
O U U / / , A 


c 


1 1 


1 C 

16 . 


o 

o 


C A 

60 


r\ 

. 0 


/I /I o o 

4 4oo 


/ 


US- 


11- 


21 /- 


COQ 70Q/1 C 

52y- /oo4 b 


Sequence 


"7 Q Q A C 7\ 

/ 0 0 4 b , A 




7 8 


16 . 


8 


r a 

60 


. 0 


/t "7 A ^ 

4 7 93 


/ 


us- 


11- 


0 c a 

2 66- 


/ 4 8A-2 y 18 b 


Sequence 


O A 7 Q C T\ 

2yiob, A 




7 9 


16 . 


8 


60 


. 0 


4 7 93 


7 


us- 


11- 


266- 


1 A O t\ CCCOO 

748A-56582 


Sequence 


56582 , A 


c 


80 


16 . 


8 


60 , 


. 0 


14 4 91 


6 


US- 


10- 


C 7 "7 

51 /- 


/l A 7 /I A A 

441-4Uy / 


Sequence 


A A A 7\ w» _ 

4uy, App 


c 


8 1 


1 6 . 


8 


60 


. 0 


14 4 91 


6 


US- 


10- 


CIO 

51 /- 


/l /I 7 coo 

4 4 1- bo 3 


Sequence 


683, App 




82 


1 6 . 


6 


C A 

59 


. 3 


411 


7 


US- 


11- 


O A 1 

3U1- 


C C /I /IOC 

554 -42 b 


Sequence 


/IOC 7\ >^ 

4 2b, App 




8 3 


1 6 . 


6 


C A 

59 


. 3 


4 67 


/ 


us - 


11- 


0 c c 
2 bb- 


O^OT\ Q7Q/I C 

/ 4 0A-0 / y 4 b 


S equence 


0 / y 4 b , A 


c 


8 4 


16 . 


6 


C A 

59 


. 3 


4 67 


/ 


US- 


11- 


0 c c 
2 bb- 


7/IOTi 7/1AOCO 

/ 4oA-14U / 5 / 


S equence 


1 a m C "7 
1 4 U / 0 / , 




8 5 


16 . 


6 


59 


. 3 


741 


/ 


US- 


7 7 

11- 


0 c c 
2bb- 


/ 4oA-2 1514 y 


Sequence 


9 1 C. 1 /I Q 

21014 y , 




8 6 


16 . 


6 


c a 

59 


. 3 


824 


/ 


US- 


1 1 

11- 


0 a c 
2bb- 


/ 4oA- / 2yU4 


Sequence 


*7 O A A /I 7\ 

/ 2 y U 4 , A 


c 


87 


16 . 


6 


c n 

59 


. 3 


824 


-7 

/ 


US - 


1 1 

11- 


0 c c 
2 bb- 


1 A Q 7\ 1 OC71 C 

/ 4oA-12 5 / 15 


S equence 


10C7 1 c 

12 0 / 1 0 , 


c 


88 


16 . 


6 


59 


. 3 


A O A 

982 


6 


US- 


7 A 

10- 


c c c 
566- 


(Z A A O 7 C 

b44-315 


Sequence 


OIC 7\ vxw 

310, App 


c 


o a 

8 9 


i c 
1 6 . 


6 


c n 
59 


. 3 


1 AAA 
1000 


o 


US - 


1 1 

11- 


•2 bb- 


/ 4 oA - 2UU4 0 5 


S equence 


O A A A Q C 

2 UU4 0 0 , 


c 


Q A 

y u 


1 C 

lb . 


b 


C Q 


. 3 


1 3 y / 


o 
/ 


TTC 

Ub- 


1 1 
11- 


21b- 


C/IC O 1 A A 

D 4 0 — ZlUfl 


Sequence 


O 7 A A T\r\ 

£ 1 U H , Ap 


c 


9 1 


7 C 

16 . 


6 


C Q 

59 


. 3 


1 O A C 

18 95 


b 


US- 


1 A 

1 u- 


•44 y- 


A A O /) /I C 

y U2 -4 4 o 


Sequence 


445, App 




92 


16 . 


6 


59 


. 3 


2163 


/ 


US- 


1 7 

11- 


O 7 O 

217- 


COQ O C C C 

52y-2b55 


Sequence 


O C C C 7\»-\ 

2 b 0 0 , Ap 


c 


9 3 


i c 
16 . 


tz 
6 


C A 

59 


. 3 


O "7 "7 C 

2 7 7 6 


0 


US- 


1 7 

11- 


01c 
•21b- 


c a c cone 
•545-o2Ub 


Sequence 


C 9 A C 7\r-v 

0 Z U b , Ap 




9 4 


1 6 . 


6 


59 


. 3 


o o c o 
2 8 68 


b 


US- 


7 A 

iu- 


A A O 

•44 y- 


QAO OCOOO 

yU2-2b233 


Sequence 


O CO Q Q 7\ 

2 bZ 33 , A 


c 


95 


16 . 


6 


59 


. 3 


1 "7 O A T 

178 97 


ez 
6 


US- 


7 A 

10- 


C 7 O 

51 / - 


A A 1 CIO 

441-61 / 


Sequence 


bl / , App 




96 


16 . 


6 


59 


. 3 


T A C A O 

79528 


/ 


US- 


7 7 

11- 


0 c c 

266- 


0/I07V COOCQ 

• / 4oA-b225y 


Sequence 


COOCQ 7A 

b22 0 y , A 




97 


16 . 


4 


58 


. 6 


OAT 

201 


■"7 

/ 


US- 


7 1 

11- 


0 c tz 
266- 


7 /I 07\ OTOOAO 

• / 4oA-2133U3 


Sequence 


9 1 9 9 H 9 

2133 U3 , 




A O 

98 


1 c 

1 6 . 


A 

4 


c o 
5o 


, b 


c o c 
bob 


O 


us - 


1 1 

11- 


0 c c 
•2bb- 


1 A Q TV 1 1 CR/I 

• / 4 oA— 1 1 bo 4 


S equence 


1 1 CC/I 7A 

1 1 bO 4 , A 




A A 

9 9 


1 c 

1 b . 


A 

4 


c o 
5o 


, b 


o c o 
o 53 


O 

/ 


us - 


1 1 

11- 


2 bb- 


• / 4oA— /2UU 


S equence 


O O A A 7\,~ 

/ Z U U , Ap 




1 A A 

100 


16 . 


4 


c o 

58 


. 6 


1 AAA 
1000 


/ 


US- 


7 1 

11- 


0 c c 
2 bb- 


7 /107\ OAAC11 

• /4oA-2UU011 


Sequence 


O A A c 1 1 
ZUU011 , 




1 A n 

101 


16 . 


4 


c o 

58 


. 6 


1 O A A 

1390 


/ 


US - 


7 7 

11- 


0 c c 
•2 bb- 


/ 4oA-3512 / U 


S equence 


O C 1 O -7 A 

301Z / U , 




102 


16 . 


4 


c o 

58 


. 6 


13 90 


/ 


us - 


7 1 

11- 


0 c c 
•2bb- 


O A O 7\ OQO/1Q/1 

• / 4oA— 3o34 y 4 


S equence 


O Q O A dA 

3 0 3 4 y 4 , 


c 


103 


16 . 


4 


58 


. 6 


1390 


7 


US- 


11- 


0 c c 

•2 66- 


n /iqti /lO/lC/IQ 

• /4 8A-4 34 b4 y 


Sequence 


A 9 A C A Q 

4 34 b 4 y , 




104 


1 6 . 


4 


58 


. 6 


1 C T A 

1510 


/ 


US - 


7 1 

11- 


0 c c 
•2 bb- 


o^otv a 1 q q a n 
- /4oA-41oo4 / 


S equence 


/II QQ/17 

4 1 0 0 4 / , 


c 


105 


16 . 


4 


58 


. 6 


1515 


6 


US- 


1 A 

10- 


•953- 


O/lQ 1 Q A A C 

•349-19446 


Sequence 


7 Q A A C 7\ 

1 y 4 4 b , A 


c 


106 


16 . 


4 


58 


. 6 


1634 


6 


US - 


10- 


•953- 


•349-7125 


Sequence 


O 7 O C 7\ «-v 

712 5, Ap 


c 


107 


1 6 . 


4 


58 


. 6 


1705 


6 


US- 


10- 


953- 


O /I Q /I C O 7 

•349-4521 


Sequence 


A C O 7 t\ _ 

4 02 1, Ap 




108 


16 . 


4 


58 


. 6 


1740 


6 


US- 


10- 


•44 9- 


QAO 7CCOO 

902-1658 / 


Sequence 


7 C C Q "7 7\ 

1 bO 0 / , A 


c 


109 


16 . 


4 


58 


. 6 


1 O A O 

1782 


7 


us- 


11- 


O C 7 

•251- 


O A O O /I 7 

•2Uo -24 1 


Sequence 


O A 7 7\ ^ 

Z 4 1 , App 




110 


16 . 


4 


58 


. 6 


TOOT 

1821 


6 


us- 


1 A 

10- 


/I O 7 

•471- 


COT7\ 7CAO 

•5 / lA-lbU / 


S equence 


1 b U / , Ap 


c 


111 


16 . 


4 


58 


. 6 


TOCO 

18 63 


/ 


US- 


7 1 

11- 


O 7 C 

•21b- 


C A C O O C A 

•545-23bU 


Sequence 


9 9 c n 7\ v*n 
Z 3 b U , Ap 




112 


1 6 . 


A 

4 


c o 

58 


. 6 


O A O O 

2 033 


/ 


US- 


11- 


O c c 

2bb- 


7/IQt, OCQ/1CO 

• / 4 oA— 3 5 y 4 b2 


Sequence 


9 C. Q A CL 9 

3 0 y 4 bZ , 


c 


113 


1 c 

1 b . 


4 


c o 
DO 


. b 


O A O O 

2 U33 


o 
/ 


T TC 

Ub - 


1 1 
11- 


•2 00- 


• / 4 0 A— 4 fl Z 0 fJ 1 


b equence 


L A 9 P 4 1 
4 4Z 0 4 ± f 


c 


114 


7 C 

1 6 . 


4 


c o 

58 


. 6 


o o o o 
2223 


b 


US- 


7 A 

lu- 


y|/| Q 

•44 y- 


QAO 1 7QQO 

• y U2 - 1 / 0 y2 


Sequence 


1 7QQO 7\ 

1 / 0 y z , a 




11 0 


i c 
1 b . 


4 


C Q 
08 


. b 


3 loy 


O 

/ 


TTC — 

Ub - 


ll- 
11- 




Uol — ±H H 


C 42l 1 1 y\ i^i 

0 equence 


"\ A A 7ArMA 
±44, /\pp 


c 


116 


16. 


4 


58 


.6 


3373 


7 


US- 


11- 


■216- 


-545-7890 


Sequence 


7890, Ap 




117 


16. 


4 


58 


.6 


5040 


7 


us- 


11- 


•217- 


-529-77055 


Sequence 


77055, A 


c 


118 


16. 


4 


58 


.6 


'12423 


6 


us- 


10- 


•517- 


-441-251 


Sequence 


251, App 


c 


119 


16. 


4 


58 


.6 


12423 


6 


us- 


10- 


•517- 


-441-525 


Sequence 


525, App 


c 


120 


16. 


4 


58 


.6 


35410 


7 


us- 


•11- 


-266- 


-748A-25157 


Sequence 


25157, A 
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c 


19 1 
XZ X 


i 6 
x o . 


A 
4 


Rft 
o o 


. D 


i om 67 

X U U X D / 


7 
1 




XX 


-9 £ £ _ 


7 4 ft Zi — 61 ft4ft 


0 equence 


£ 1 ft 4 ft 
Dl 0 4 0 , 


7\ 

A 


c 


XZ Z 


1 6 
X 0 . 


9 
Z 


o / 


Q 

. y 


C A ft 
0 4 0 


7 
1 


TTO 


1 1 
XX 


£ b to - 


/ fi oA-o OZ Ijj 


Sequence 


00Z loo , 






1 9 9 
XZ o 


1 6 
X o . 


9 


R7 
O / 


q 
. y 


Cyjp 


7 
1 


TTC _ 
U o — 


1 1 
X X 


.d to to 


74ftZi — 4 4 c; c 99 
/ H OA ft 4 O 0 0 Z 


Sequence 


A A t; c 9 9 
44 DO JZ , 




c 


X 4 


1 6 


0 
c. 


^7 


q 
. y 


o y n5 


7 




1 1 
X X 


- 9 66- 
L. too 


74ft2i-9RRq7n 
/ H OA Z o d y / U 


O ^ 1 1 A V*\ i** £^ 

0 equence 


z 0 0 y 






IOC 
1Z J 


1 6 

X D . 


0 


^7 


q 


R Q 9 


7 

i 


Uo 


1 1 
X X 


- 9 £ 6- 
Z to to 


74ft2i-91 64ft7 
/ H OH J X Oft 0 / 


Sequence 


9 1 CAQ1 
oX 04 0 / , 




c 


1 9 C 
XZ b 


1 C 
X D . 


9 
Z 


O / 


Q 

y 


b / U 


/ 


T TC 


1 1 
XX 


- Z to to- 


/ fi OA- ft / DUZ 


Sequence 


>1 "7 C A O 

4 / buz , 


A 


c 


XZ / 


1 6 
X D . 
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ALIGNMENTS 



RESULT 1 

US-10-449-902-13585/C 

/ Sequence 13585, Application US/10449902 
; Publication No. US20060123505A1 
; GENERAL INFORMATION: 

APPLICANT: National Institute of Agrobiological Sciences. 
; APPLICANT: Bio-oriented Technology Research Advancement Institution. 

APPLICANT: The Institute of Physical and Chemical Research. 
; APPLICANT: Foundation for Advancement of International Science. 
; TITLE OF INVENTION: FULL-LENGTH PLANT cDNA AND USES THEREOF 
; FILE REFERENCE: MOA-A0205Y1-US 
; CURRENT APPLICATION NUMBER: US/10/44 9,902 
; CURRENT FILING DATE: 2003-05-29 
; PRIOR APPLICATION NUMBER: JP 2002-203269 
/ PRIOR FILING DATE: 2002-05-30 
; PRIOR APPLICATION NUMBER: JP 2002-383870 
; PRIOR FILING DATE: 2002-12-11 
; NUMBER OF SEQ ID NOS : 56791 
; SOFTWARE: Patentln Ver . 2.1 
; SEQ ID NO 13585 
LENGTH: 816 
TYPE: DNA 

ORGANISM: Oryza sativa 
; PUBLICATION INFORMATION: 

DATABASE ACCESSION NUMBER: AK110933 
DATABASE ENTRY DATE: 2001-12-06 
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SCORE Search Results Details for Application l6< 
and Search Result us-10-630-536-2,rng. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 
start 

Go Back 1 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



July 1, 2006, 03:53:57 ; Search time 168.804 Seconds 

(without alignments) 
1156.508 Million cell updates/sec 

US-10-630-536-2 
28 

1 ccatgttcatgttatgtccaccaacaag 28 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 5244920 seqs, 3486124231 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



10489840 



Database : 



N_Geneseq_8 : 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
genes eqnl 990s : * 
geneseqn2000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2 002as : * 
geneseqn2002bs : * 
geneseqn2 003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
ADV04867 

ID ADV04867 standard/ DNA; 28 BP. 
XX 

AC ADV0 48 67; 
XX 

DT 24-FEB-2005 (first entry) 
XX 

DE Yersinia pestis amplicon #1 reverse PCR primer. 
XX 

KW Diagnosis; gene amplification; yersinia pestis infection; ss; PCR; 

KW primer. 

XX 

OS Yersinia pestis. 
XX 

PN WO2004106553-A2. 
XX 

PD 09-DEC-2004. 
XX 

PF 31-JUL-2003; 2003WO-US024 135 . 

XX — 

PR 01-AUG-2002; 2002US-04008 90P. 

PR 29-JUL-2003; 2003US-00400890 . 
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This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 

536-2. rni. 

start 

Go Back to previous p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: July 1, 2006, 04:28:37 



Search time 34.3636 Seconds 
(without alignments) 
1524.607 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



US-10-630-536-2 
28 

1 ccatgttcatgttatgtccaccaacaag 28 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



2807332 



Database 



Issued Patents NA:* 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 



/EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB. seq:* 
/EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_COMB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB. seq: * 
/EMC Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq: * 



Pred. No. is the number of results . predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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5/ Appli 


c 


ill 
in 


1 7 
X / 


6ft 
OU 


7 


9 7 7ft 
Z / / U 


9 


TTQ — 
U O 


09- 


977 


-9 61 - S 
Z OX 3 


oequence 


5, Appli 


c 


119 
X X Z 


1 7 
X / 


6ft 
OU 


7 


9 7 7ft 
Z / / U 


7 
i 


PPT 


-US95- 


ft Rftft R — S 
U 3 U U O 3 


oequence 


5/ Appli 


c 


111 
L L 3 


1 7 
X / 


6H 
OU 


. / 


9 fi 9 7 
Z O Z / 




TTQ — 
Uo 


08- 


492 


_ 7 9 9 _ 1 
/ Z j X 


oequence 


1/ Appli 


c 


1 1 4 
-L ± 4 


1 7 
X / 


6H 
OU 


. / 


9 R 6 1 
Z O 0 o 


9 


TTQ — 
UO 


09- 


023 


-6SS-1 IRQ 
033X303 


oequence 


1 1R 9 An 
X 3 O 27 , /\p 




11^ 


1 7 

X ' 


6ft 


b 7 


4 114 
1 1 j " 


9 


u o 


09- 


162 


_r)91 R-1 

UtlO X 


Q o m ipnpp 
ocqucii^c 


1 Ann 1 1 
x / "P pn 


c 


116 


17 


60 


.7 


4134 


3 


US- 


09- 


687 


-477-17 


Sequence 


17, Appl 


c 


117 


17 


60 


.7 


4134 


3 


US - 


09- 


687 


-476-17 


Sequence 


17, Appl 


c 


118 


- 17 


60 


.7 


41-34 


3 


us- 


09- 


687 


-372-17 


Sequence 


17", Appl 


c 


119 


17 


60 


.7 


4134 


3 


us- 


09- 


975 


-553-17 


Sequence 


17, Appl 


c 


120 


17 


60 


.7 


4134 


3 


us- 


10- 


270 


-795-17 


Sequence 


17, Appl 
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Q 


121 


17 


60 . 


7 


4134 


3 


US- 10-2 7 0-87 6-17 


Seauence 


17 






1 c. c. 


1 7 
x / 


fin 

O V . 


7 
/ 


4 1 ?4 

T X O *3 


O 


tto_1 n-?fift-0S1 - 7 

UO lu lOO U Jl / 




1, 


Appli 




1 ? ? 

X c. O 


1 7 

X ' 


60 . 


7 


4 1 ?4 


? 

o 


TI^-1 n-41 1 -07 fi-?? 

V O XV *i X X V / U V 


OCUUCULC 


23 


i Appl 


Q 


124 


17 


60 . 


7 


4134 


3 


US- 10-12 5-7 72-1 


Seciuerice 

^» V* 1 X w w 


1/ 


Appli 


Q 


125 


17 


60 . 


7 


4134 


4 


US- 10-12 5-778-1 

V O XV J. I i VJ A. 




1/ 


Appli 


Q 


12 6 


17 


60 . 


7 


4134 


4 


US -10-125-7 92-1 

V O XV 1 ^ J 1 J J. 




1, 


Appli 




1 ? 7 


1 7 
x / 


fin 

O V . 


7 


4 1 ? fi 

11 JU 


9 

O 


TTc_nQ-71 n-?7Q-?fiftfi 

VO V J /XV Z, / .7 O V O v 


Q o /^f 1 1 <a n o 


3686, Ap 


V 


12 8 


17 


60 . 


7 


4 ?n? 

*a O V £t 


3 


Tjc5_nQ-S4?-fiftlA-?1 7n 

V O V J V T O V O X^\ Jl f u 


O C^UCIILC 


3170, Ap 




129 


17 


60 . 


7 


4483 


2 


US- 0ft - 1 81 -?71 A-5 

UtJ V (J -LUX Z. / 1A V 


O Cv^UCllLC 


D t 


J-\.fcJfcJX X 




130 


17 


60 . 


7 


4483 


2 


US-0ft-44Q-31 S-S 

V O VvJ " " ^ V X V V 




3 / 


7\ y->r > i 1 *i 

J-\.^J^JJ- X 




1 ?1 

1 O X 


1 7 
x / 


fin 


7 


4 4ft ? 

*i 1 O O 


9 


u c i-nft-4 44-ftn?- ,: j 

V O VO *J *4 *a OVO V 


O C L^U.Cil\_»C 


3 / 


Ann! i 

ny^l X 




1 ?? 


17 


60 . 


7 


4 4 8 3 


2 


TIS-nft-44Q-n4?- t i 

VO VO *1 T .7 UlO V 




J / 


Appl i 




133 


17 


60 . 


7 


4 483 


2 


US -08-456-26 5 A- 5 






r\^J^J ±- A. 




134 


17 


60 . 


7 


4 483 


2 


US -08-455-41 6- 5 

U J VV *3 V V t 1 U «J 






Qnn 1 H 

rt^/JJl X 




1 ?^ 
i j j 


1 7 


fin 


7 


4 4ft? 




TTC!-nft-4 t iS-944-R 




5 


Appl i 




1 ?fi 

x o v 


1 7 
x / 


fin 


7 


4 4ft? 

T *1 o o 


9 


VO VO T Jl O/O V 


C? £i /-T 1 1 Ci -pi /-« 

O C LJ UCJiL. C 


5 


Appl i 




1 ?7 

X O / 


1 7 
x / 


fin 

O V . 


7 


4 4ft? 


9 


TTC_nft-4R7-?fi4-R 

VO VO TV/ J04 J 


Qpniipnrp 
JCljUCllLC 


5 , 


Appl i 




1 ?fi 
x o o 


1 7 

X r 


fin 


7 


4 4ft? 
" " o o 


9 
£• 


u c ?-nft-4Sfi-?fip-s 

VO VO *i V V l vl V 




5, 


Appli 




1 ?9 
± o y 


1 7 

X ' 


fin 

O V . 


7 


4 4ft? 

" " o o 


9 
£■ 


u^-nft-4 q ifi-y > 4n-s 

VO VO T V V Z.MV V 


Q a pri i o n a 
OCUU.C11UC 


5, 


Appli 




i 4 n 

X *i v 


1 7 
x / 


fin 


7 


4 4ft? 

T *1 o o 


9 


ii c ;-nft-4ss-7?fi- c i 

VO VO 1 V «J /OU J 


OCljUCilLC 


5, 


Appli 




14 1 


1 7 
x / 


fin 

O V . 


7 


4 4ft? 

*3 *3 O O 


? 


US-nft-971 - 9 1 7 - S 
vo vo y i d. c x. > v 




5, 


Appli 




14? 
lit. 


1 7 

X / 


fin 

V V . 


7 


4483 


9 
O 


VO V J ovv vvv V 




5, 


Appli 




14 3 


17 


60 . 


7 


4483 


3 


US -09-906-234-5 


V ^ V U^ll^ ^ 


5, 


Appli 




14 4 


17 


60 . 


7 


4 699 


2 


US-08-181-271A-6 




6, 


Appli 




145 


17 


60 . 


7 


4699 


2 


Us-08-449-315-6 


Sequence 


6, 


Appli 




146 


17 


60. 


7 


4699 


2 


US-08-444-803-6 


Sequence 


6, 


Appli 




147 


17 


60. 


7 


4699 


2 


US-08-449-043-6 


Sequence 


6, 


Appli 




148 


17 


60. 


7 


4699 


2 


US-08-456-265A-6 


Sequence 


6, 


Appli 




149 


17 


60. 


7 


4699 


2 


US-08-455-416-6 


Sequence 


6, 


Appli 




150 


17 


60. 


7 


4699 


2 


US-08-455-244-6 


Sequence 


6, 


Appli 



ALIGNMENTS 



RESULT 1 

US-09-409-800B-2 

Sequence 2, Application US/09409800B 
Patent No. 6706522 
GENERAL INFORMATION : 
APPLICANT: Blattner, Frederick R. 
APPLICANT: Burland, Valerie 
APPLICANT: Rose, Debra J. 
APPLICANT: Mayhew, George F . 
APPLICANT: Perna, Nicole 
APPLICANT: Perry, Robert D. 
APPLICANT: Straley, Susan C. 
APPLICANT: Fetherston, Jacqueline D. 
APPLICANT: Lindler, Luther E. 
APPLICANT: Piano, Gregory V. 

TITLE OF INVENTION: Plasmid DNA From Yersinia Pestis 
FILE REFERENCE: 960296.95939 

CURRENT APPLICATION NUMBER: US/09/409, 800B 
CURRENT FILING DATE: 1999-09-30 
NUMBER OF SEQ ID NOS : 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 2 

LENGTH: 100990 
TYPE : DNA - 

ORGANISM: Yersinia pestis 
US-09-409-800B-2 
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SCORE Search Results Details for Applicatior 
10630536 and Search Result us-10-630-536-2.rn 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 

2.rnpbm. 

start 

Go Back to pre' 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: July 1, 2006, 04:38:10 



Search time 389.789 Seconds 
(without alignments) 
882.666 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-630-536-2 
28 

1 ccatgttcatgttatgtccaccaacaag 28 



Scoring table: I DENT I T Y_JMUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



37784340 



Database 



Published_Applications_NA_Main: ■ 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB. seq: * 
/EMC_CelerraJ3IDS3/ptodata/2/pubpna/US08_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB .seq: 1 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBC0MB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB. seq: ' 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB.seq: 1 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
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and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 


Score 


Match 


Length 


JJD 


ID 


Description 




1 
1 




28 


100. 


0 


0 Q 
Z O 


1 1 
11 


tto 1 n con. coc o 
Ub-lU-boU-oJb-Z 


Sequence 2, Appli 


c 


o 
Z 




28 


100. 


0 


i no 
1UZ 


1 1 
11 


tto 1 n coa coc /1 
Ub-lU-boU-oob-fJ 


Sequence 4, Appli 




O 


20 


. 6 


73. 


6 


coo 
OOO 


b 


tto ia noi coo ococo 
US-1U-UZ /~bs5Z-ooZoz 


Sequence 85252, A 




A 

4 


20 


. 6 


73. 


6 


COO 

DO J 


b 


TTO 1 A AO*7 COO OCOCO 

US- 10-027- 632-8 52 53 


Sequence 85253, A 




c 
0 


20 


. 6 


73. 


6 


000 


b 


tto ia no7 00 ococ/i 
US-1U-UZ / -boZ-ooZo4 


Sequence 85254, A 




o 


20 


. 6 


73. 


6 


COT 
JOO 


b 


tto in no7 coo ococc 
Uo~lU— UZ /-boZ— ooZoo 


O ^ **t\ * „ v*» ^ ^ OCOCC 7\ 

bequence ooZoo, A 




7 
f 


20 


. 6 


73. 


6 


coo 
Ot5o 


C. 


t to _ 1 A— H77 — C70 — PC0C.C 
Uo lU UZ / OJZ oOZOb 


C o m 1 an o QCOCC n 

bequence oozob, A 




Q 
0 


20 


. 6 


73. 


6 


coo 


7 


tto ta aoo coo ococo 
US-1U-UZ /-boZ-obZoZ 


Sequence 85252, A 




Q 

y 


20 


. 6 


73. 


6 


C Q 7 


/ 


TTO IA A77 C70 OCOCO 
Uo— iu— UZ / -boZ — OOZOo 


Oo/Ynnn/^Q qcoco n 

bequence oozoJ, a 




l n 
1 u 


20 


. 6 


73. 


6 


c p 7 


1 


TTO IA A07 C77 OCOC/l 
Uo - 1U — UZ / -bs5Z — ODZ.DH 


bequence oozofi, a 




i i 


20 


.6 


73. 


6 


co 7 


7 
1 


TTO in A77 C77 OCOCC 

Uo— iu— UZ f — OoZ — ODZDD 


0 a /vi i qcocc n 

bequence oozoo, a 




1 0 

1 Z 


20 


.6 


73. 


6 


CQO 

oo o 


7 
1 


TTO IA A07 COO QCOCC 

Ub-lU-UZ /-bJZ— ooZob 


0 j*~*v »Ai»sy-«i-v ococc n 

bequence oozob, a 


c 


1 O 


20 


.6 


73. 


6 


1 0 Q 0 

ioy J 


Q 

y 


TTO IA 70Q QOA O C A O 

Uo-iu- / oy-yju-zb4o 


Sequence 2643, Ap 




1 /I 
1 4 


20 


.2 


72. 


1 


TOO 

/ o y 


Q 

y 


TTO IA /l 7 C.^1 1 C_1 AC1 7 7 
Ub— 1U— 4ZD— 11D— lUblZo 


Co/xiior\no 1 AC1 OO 

bequence lUbizo, 


c 


1 C 
1 J 




20 


71. 


4 


Z bz 


o 
o 


TTO AQ 777 C777A 1 7 Q 7 

Uo— uy- /oz-bz /a— loyj 


o a i iav^/-«a ioqo n *-x 

bequence loyo, Ap 




1 C 


19 


.8 


70. 


7 


1 0 / *± 


1 7 

1 o 


TTO 11 AQ7 1^17 OAHA 
Uo — 11 — Uy / — l4J— Z4 / H 


Sequence 2474, Ap 


c 


1 7 
1 1 


19 


.8 


70. 


7 


A 1 7 7 
4 1ZZ 


1 7 
1 o 


TTC — 1 1 _AQ7_1 ^7-7477 
Uo — H Uy f — 14J — Z4 /O 


bequence Z4/o, Ap 




1 o 


19 


. 6 


70. 


0 


c c n 
b bu 


yl 


TTO AQ Q7C ACCn CO.CQCQ 

Uo-uy — yz j-uboA-bo bo d o 


O a f-rt COCOCO 

bequence bobooo, 




i y 


19 


.6 


70. 


0 


c c n 
bbU 


C 

3 


TTO AQ QOC ACC7\ CQCQCQ 

Uo-Uy-yZo-Ub o A- bobooo 


Sequence bobooo, 




o a 
z u 


19 


.2 


68. 


6 


ETC 

o / b 


yl 


TTO AQ QOC ACC7\ CCOIIO 

Uo-uy — yzo — ub oa- b o z 1 1 o 


O « «-i iA»^«i-> CCOI 1 o 

bequence boziio, 




O 1 

z 1 


19 


.2 


68. 


6 


o / b 


yl 

<i 


TTO AQ QOC ACCn CCOII/t 

Uo- uy-yZo-UboA- boZ 114 


sequence boZllfl, 




o o 
22 


19 


.2 


68. 


6 


5/6 


r 

5 


ttc acj ooc f\cC7\ ccoino 
US- 0y-y25-0DbA-D52 113 


O « _ _ _ _ /TCO"l 1 O 

Sequence 652113, 




o o 

2 3 


19 


.2 


68. 


6 


57 b 


5 


TTC AO QOC A/TC7\ CCOTT/t 

US-0y-y25-065A-D52 114 


Sequence 652114, 


c 


O /I 


19 


.2 


68. 


6 


c o c 

OO 0 


A 

H 


TTO AO QOC ACC7\ CQAOOI 

us-uy-yzo-uboA-byuzoi 


sequence byuzoi, 


c 


o c 
2 O 


19 


.2 


68. 


6 


c o c 
boo 


r 


TTO AQ QOC ACCTV CQAOOI 

us-uy-yzo-uboA-byuzoi 


sequence byuzoi, 




2 6 


19 


.2 


68. 


6 


O 1 "7 C 

3175 


10 


US -10-450-763-22317 


Sequence 22317, A 


c 


0 7 
Z / 


19 


. 2 


68. 


6 


1U O O H D 


Q 
O 


TTO IA 0C7 C\QA 7 

Uo-lU-ob / -u y 4 - / 


Sequence 7, Appli 




o o 

28 




19 


67. 


9 


C Q "7 


/ 


tip IA AOQ OO^ OCC 

US- 10-02 9- 38 b-2 55 


Sequence 255, App 


c 


O Q 

z y 




19 


67. 


9 


/-Aft 

buy 


/l 


TTO AQ QOC ACC7\ OCQOCO 

US- Uy- yZo-U boA- /ooZbZ 


O n /»i irtvi^^ TCOOCO 

sequence /ooZbZ, 


c 


o a 
oU 




19 


67. 


9 


buy 


0 


TTC" AO OOC ACCn ocooco 

US- Uy-yZo-U boA- /ooZbZ 


O ^ i ^-i ^ OCOO/TO 

Sequence /ooZbZ, 


c 


O T 

31 




19 


67. 


9 


750 


10 


TTO IA OIO C/IO A A T O 

US-10-779-54 3-4419 


Sequence 4419, Ap 


c 


O o 
oZ 




19 


67. 


9 


QQ/I 

OO H 


"3 
O 


TTO AQ Q1Q 1 /l /I TV 0 

ub-uy-oiy-i4 4A- o 


Sequence 3, Appli 


c 


O "3 
O O 




19 


67. 


9 


1 boo 


Q 
O 


TTO IA AO A CQQ O/l CT/l 

Uo-iu-fiZ4-oyy-s5fio>5*i 


bequence ohdJh, a 


c 


O A 
5 4 




19 


67. 


9 


o n n n 
Z UUU 


O 


TTO AQ QOO Q/lOn OO/1/l 

u s - u y - y o o - o h z a- J o 4 4 


Sequence 3344, Ap 


c 


O C 

o o 




19 


67. 


9 


o a n n 
Z UUU 


0 
0 


TTO AQ QOQ Q A O A 0 0/1/1 

Uo-Uy-yoo-o4 Z A- J J 41 H 


Sequence 334 4, Ap 




o c 




19 


67. 


9 


a m o 
4 U / J 


y 


TTO IA /IOC 11C 1C7/1A 

Uo-lU-ftZo-llO-lb /flU 


sequence io/hu, a 


c 


O 7 




19 


67. 


9 


o n 7 7 c a 
oUZZ oU 


7 


TTO AQ QCO QOO 1 C A 

Uo — uy-ybz — ooz — io4 


Sequence 154, App 


c 


7 Q 




19 


67. 


9 


7 n 7 7 c a 
oUZZ jU 


1U 


TTO IA Q A 7 _ C/l 1 7\ — C A /l A 
Uo — 1U _ o4o — b4 1 A— b U 4 U 


Sequence 6040, Ap 




0 Q 

o y 


18 


. 6 


66. 


4 




Q 
O 


TTO IA A O 7 QCO CAC7C 

Uo-lU-40 /-ybo-bUb /o 


Sequence 60675, A 


c 


q 0 


18 


. 6 


66. 


4 


CCA 

564 


12 


TTO T A OAT /I O A O O O A O A 

U S - 1 U - o U 1 - 4o U - Z o o U o H 


sequence ZooUo4, 


c 


4 1 


18 


. 6 


66. 


4 


O b4 


1Z 


TTO IA OA1 A Q A QC1 /IQO 

Uo-lU-oUl-4oU-ool4yo 


sequence o o 1 41 y J , 


c 


/l 7 
4 2 


18 


. 6 


66. 


4 


C 7 7 
O /Z 


A 
4 


TTO AQ QOC ACC7\ 1/1*3^11 

Uo — uy — yzo-ub d a- i *i o 4 1 1 


O lAVt/1 A 1 /IO/11 1 

bequence i4o4ii, 


c 


A 0 


18 


. 6 


66. 


4 


C TO 

o / Z 


c 
0 


TTO AQ QOC ACCn 1 A O A 1 1 

us-uy-yzo-ub o a- i 4 o ^ 1 1 


Sequence 143411, 




4 4 


18 


. 6 


66. 


4 


697 




TTO _1A_A07_C 0O_044Q4 






45 


18 


. 6 


66. 


4 


697 


6 


US-10-027-632-149949 


Sequence 149949, 




46 


18 


. 6 


66. 


4 


697 


7 


US-10-027-632-24484 


Sequence 24484, A 




47 


18 


. 6 


66. 


4 


697 


7 


US-10-027-632-149949 


Sequence 149949, 


c 


48 


18 


. 6 


66. 


4 


734 


6 


US-10-027-632-11064 


Sequence 11064, A 


c 


49 


18 


. 6 


66. 


4 


734 


6 


US-10-027-632-11065 


Sequence 11065, A 


c 


50 


18 


. 6 


66. 


4 


734 


7 


US-10-027-632-11064 


Sequence 11064, A 


c 


51 
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13 US-11-097-143-17215 

9 US-10-674-124A-22487 

8 US- 10-7 67-701-29032 

4 US-09-925-065A-74 7452 

5 US-09-925-065A-747452 

4 US-09-925-065A-165173 

5 US-09-925-065A-165173 
12 US-10-301-480-257493 
12 US-10-301-480-870902 

4 US-09-925-065A-930398 

5 US-09-925-065A-930398 
4 US-09-925-065A-934437 

4 US-09-925-065A-952513 

5 US-09-925-065A-934437 
5 US-09-925-065A-952513 
4 US-09-925-065A-930021 

4 US-09-925-065A-950491 

5 US-09-925-065A-930021 

5 US-09-925-065A-9504 91 
12 US-10-301-480-53227 
12 US-10-301-480-53228 
12 US-10-301-480-53229 
12 US-10-301 -48 0-66663 6 
12 US-10-301-48 0-666637 
12 US-10- 301-480-666638 

6 US-10-027-632-199296 

6 US-10-027 -632-1992 97 

7 US-10-027-632-1992 9 6 
7 US-10-027-632-1992 97 

9 US-10-425-115-14819 
12 US-10-301-480-55884 6 
12 US-10-301-480-1172255 
9 US-10-425-115-145397 

4 US-09-925-065A-80866 

4 US-09-925-065A-80867 

4 US-09-925-065A-808 68 

4 US-09-925-065A-80869 

4 US-09-925-065A-80870 

4 US-09-925-065A-80871 

4 US-09-925-065A-80872 

5 US-09-925-065A-808 66 
5 US-09-925-065A-80867 
5 US-09-925-065A-80868 
5 US-09-925-065A-808 69 
5 US-09-925-065A-80870 
5 US-09-925-065A-80871 
5 US-09-925-0 65A-80872 
12 US-10-301-480-182105 
12 US-10-301-480-182106 
12 US -10-301-48 0-182107 
12 US-10-301-48 0-182108 
12 US -10-301-48 0-182109 
12 US-10-301-480-182110 
12 US-10-301-480-182111 
12 US-10-301-480-795514 
12 US-10-301-480-795515 
12 US-10-301-480-795516 
12 US-10-301-480-795517 
12 US-10-301-48 0.- 795518 
12 US-10-301-480-795519 
12 US-10-301-480-795520 



Sequence 17215, A 
Sequence 22487, A 
Sequence 29032, A 
Sequence 747452, 
Sequence 747452, 
Sequence 165173, 
Sequence 165173, 
Sequence 257493, 
Sequence 870902, 
Sequence 930398, 
Sequence 930398, 
Sequence 934437, 
Sequence 952513, 
Sequence 934437, 
Sequence 952513, 
Sequence 930021, 
Sequence 950491, 
Sequence 930021, 
Sequence 950491, 
Sequence 53227, A 
Sequence 53228, A 
Sequence 53229, A 
Sequence 666636, 
Sequence 666637, 
Sequence 666638, 
Sequence 199296, 
Sequence 199297, 
Sequence 199296, 
Sequence 199297, 
Sequence 14819, A 
Sequence 558846, 
Sequence 1172255, 
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Sequence 182105, 
Sequence 182106, 
Sequence 182107, 
Sequence 182108, 
Sequence 182109, 
Sequence 182110, 
Sequence 182111, 
Sequence 795514, 
Sequence 795515, 
Sequence 795516, 
Sequence 795517, 
Sequence 795518, 
Sequence 795519, 
Sequence 795520, 
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RESULT 1 
US-10-630-536-2 

Sequence 2, Application US/10630536 
Publication No. US200600192 54A1 
GENERAL INFORMATION: 
APPLICANT: McCready, Paula M 
APPLICANT: Radnedge, Lyndsay 
APPLICANT: Anderson, Gary L. 
APPLICANT: Ott, Linda L. 
APPLICANT: Slezak, Thomas R. 
APPLICANT: Kuczmarski, Thomas A. 
APPLICANT: Mo tin, Vladimir L. 

TITLE OF INVENTION: Nucleotide Sequences Specific to Yersinia Pestis and Methods fo 
TITLE OF INVENTION: Detection of Yersinia Pestis 
FILE REFERENCE: IL-11030 

CURRENT APPLICATION NUMBER: US/10/630,536 
CURRENT FILING DATE: 2003-07-29 
NUMBER OF SEQ ID NOS : 2 4 

SOFTWARE: Patentln- version 3.2 ....... 

SEQ ID NO 2 
LENGTH: 2 8 
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SCORE Search Results Details for Application 1 
| Search Result us-10-630-536-2.rnpl 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 
start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



nucleic search, using sw model 
July 1, 2006, 04:39:12 



OM nucleic 
Run on: 

Title : US-10-630-536-2 

Perfect score: 28 

Sequence: 1 ccatgttcatgttatgtccaccaacaag 28 

Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 809770 seqs, 591248006 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Search time 29.0718 Seconds 
(without alignments) 
1138.902 Million cell updates/sec 



1619540 



Post-processing : 



Database : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 150 summaries 

Publ i s he d_App 1 i c a t i on s_NA__Ne w : 



/EMC_Celerra__SIDS3/ptodata/2/pubpna/US09_NEW_PUB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US06_NEW_PUB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_NEW__PUB.seq:* 
/EMC_CelerraJSIDS3/ptodata/2/pubpna/PCT_NEW_PUB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10_NEW_PUB. seq: * 
/EMC_CelerraJ3IDS3/ptodata/2/pubpna/USll_NEW_PUB.seq:* 
/EMC_CelerraJ3IDS3/ptodata/2/pubpna/US60_NEW_PUB.seq:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 

No. Score Match Length DB 



ID 



Description 



19 
18.4 



67.9 142281 
65.7 2103 



7 US-11-266-748A-23957 
6 US-10-511-795-1 



Sequence 23957, A 
Sequence 1, Appli 
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tDD 


7dft7A— ^fiftft ^n 
/ 4 Oi-v— 0 D 0 0 O U 


0 cquence 


9 fift ft 9n 
O DO 0 O U / 




c 


1 ft 

X o 


fid 


9 

. o 


1 1 d Q 
X X 4 3 


7 
1 


TTQ - 


X X 


9 fifi- 

c, O D 


7dftZX-d R9 90 Q 




dC,990Q 

H -J L. c. U -P f 




/ 


1 ft 

X 0 


fid 
D 4 


o 
. o 


d n Qd 
4 u r 4 


7 


TTQ — 


11- 

XX 


9 fi fi- 
^DD 


7dft7A- Rfi7d0 
/ 4 OA O D / 4 U 


oequence 


c ci d n n 

O D / 4 U f A 




o 
0 


1 ft 
X o 


fid 


o 
. ^ 


d d ft ^ 
4 4 0 0 


7 


TTQ- 


11- 

XX 


c. X / 


S9Q-d 9 ^ 

O 3 — 4 Z O 


oequence 


AO CL Hr\r\ 

4^ J; App 


c 


Q 

y 


17 fi 


fi9 
DZ 


. y 


001 
y 0 x 


7 
1 


TTQ — 
Uo 


11- 
XX 


9 fifi- 
Z D D 


7 d p 7A — 9 fin c;n d 

ZDUOU4 


oequence 


9 fin c. nd 

Z DUO U4 / 




i n 


19 C 


£9 

bz 


Q 

. y 


Q p 1 
y 0 1 


1 


TTC _ 
Ub~ 


11- 
11 


Z bb- 


7Z1P7A 991A91 
/ 4 O A - O Z 1 U Z 1 


Sequence 


9 9 1 n 9 1 
oZ 1UZ 1 / 


c 


1 1 
1 1 


19 C 
1 / . b 


£9 

bz 


. y 


1 p n q 
1 0 u y 


b 


TTO 

Uo- 


l U - 


•y Oo- 


9 Zl Q CO CC 

0 4 y -OZ bb 


Sequence 


CO C. C t\-rs 

0 Z b b , Ap 


c 


1 9 

1 z 


19 C 
1 / . b 


£9 

bZ 


. y 


9 Q 1 R 

z y lo 


b 


TTC 
Ub _ 


l u- 


Zl Zl Q 

•4 4 y- 


crno 9 nm c 
yuz -z uu / b 


Sequence 


0 nn 9 c i\ 
Z UU / b , A 


c 


1 9 
1 o 


19 C 

1 / . b 


£ 9 

bZ 


Q 

. y 


9 n q n 
0 u y u 


7 
1 


TTC 

Ub — 


1 1 
11- 


9 17 

Zl / - 


coq p 9 9 

ozy-o oz 


Sequence 


P 9 9 7\ >-%^> 

ooZ, App 


c 


1 A 
1 4 


19 C 

1 / . b 


£9 

bz 


Q 

. y 


9 P R Zl 
0 O 04 


1 


TTO 
Ub~ 


1 i 
11- 


oca 
Z bb- 


7Z1P7A 1P7C1P 

/ 4 oA- lo / bio 


Sequence 


187618, 


c 


1 0 


19 fi 


fi9 

bz 


Q 

. y 


d Qnn 
4 y u u 


7 
1 


TTQ — 
Ub 


ii- 
11 


Z D D 


7 d P 7A — 9 fiQ7 R 

/ 4 oa z b y / 0 


Sequence 


26975, A 


c 


1 0 


19 £ 
1 / . b 


£ 9 

bz 


Q 

. y 


A Q 9 n 

4 y z u 


7 
1 


TTQ — 

Ub 


ii- 
11 


Z D D 


7dP7i_99i;fi9 

/ 4 OA zz 0 bo 


Sequence 


22563, A 


c 


1 7 

1 / 


19 C 

1 / . b 


C9 

bZ 


Q 

. y 


r n zi 9 

0 U4 0 


n 

I 


TTO 

Ub - 


i i 
11- 


oca 
Z b b- 


7Z1P7A 997Z1P 
/ 4 OA - ZZ / 4 O 


Sequence 


22748, A 


c 


1 Q 
1 0 


19 C 

1 / . b 


£9 
bZ 


Q 

. y 


t; nzi 9 

0 U 4 0 


7 

1 


TTQ — 
Ub — 


ii- 
11 


9 fi fi- 

Z b b- 


7dP7A_9Qt;n9 

/ 4 oa- z y 0 uz 


Sequence 


29502, A 


c 


1 Q 

i y 


19 £ 

1 / . b 


C9 

bZ 


Q 

. y 


1 9 P Q Zl 1 

1 j 0 y 4 1 


b 


TTQ — 
Ub" 


1 n _ 
iu- 


A P Q 

40 y- 


7 9 n — i n 
/ 0 u 1 u 


GENERAL IN FORMAT I 




9 n 

z u 


19 A 
1 / . 4 


C 9 

bZ 


. i 


Jo 0 


-7 

1 


TTO 

Ub- 


1 1 
11- 


9 c a 
Z b fo- 


7Z1P7A Z119Z1P1 

/ 4 OA- H 1Z 4 0 1 


b equenc e 


d i 9 d p 1 
4 1 Z 4 0 1 , 




Z 1 


i i a 


bZ 


. l 




-7 


US- 


1 1 
11- 


oi 9 
Zl 1 - 


COQ 1 CCCO 1 

oZ y - 1 fobbo 1 


oequence 


1 CC fiP 1 
1 D D DO 1 , 


c 


o o 

2 Z 


1 / . 4 


bZ 


i 

. l 


b / 3 


1 


US- 


1 i 
11- 


Z b b- 


/ 4 oA-Z y oUo 1 


Sequence 


OQOAC 1 

z y ouoi , 




0 9 
Z o 


19 Zl 
1 / . 4 


£9 

bZ 


i 

. i 


c 

O f D 


7 
1 


T TO _ 
Ub 


ii- 
11 


Z D D — 


7dP7A_9dddPn 
/ 4 OA O 4 4 4 0 U 


b equence 


9 d d d p n 

O 4 4 4 0 u , 


c 


0 A 

z 4 


19 A 
1 1 , 4 


£ 9 

bZ 


i 

. i 


D / 0 


7 

1 


TTQ — 
Ub~" 


ii- 
11 


.0 CC- 
Z D D 


7dPn_dndQ97 

/ 4 OA 4 U 4 y O / 


b equence 


d nd q 97 
4 U 4 0 / , 




o c 

Z 0 


19 A 
1 1 . 4 


£9 

bZ 


. i 


fi7 C, 
D / 0 


7 

1 


TTQ — 

Ub 


ii- 
11 


.0 

Z D D — 


7dftli-d7 C.QP 9 
/ 4 OA 4 / 0 y 0 O 


0 equence 


d 7 R Qft 9 

4 / 0 0 0 , 




9 £ 
Z b 


19 A 
1 1 . 4 


bZ 


i 


P 1 9 
O 1 0 


7 


TTQ — 

Ub 


ii- 

XX 


.0 

Z D D 


7dPZl-PQd99 
/ 4 OA 0 y 4 Z Z 


0 equence 


ft Qd 9 9 Zl 
O 4 Z , A 


c 


Z f 


19 d 
1 / . 4 


fi9 

bz 


i 

. i 


P 1 9 
OXO 


7 


TTQ — 
Ub 


11- 
11 


. 9 _ 

Z D D 


7dft2i-1 d9999 
/ 4 OA 1 4 Z Z O O 


Q a ftri i ft, ft 

0 equence 


1 d 9 9 99 
X 4 Z Z O 0 , 


c 


9 P 

Z o 


19 4 
1 / . 4 


fi9 

bz 


i 


P 9 P 
O Z 0 


7 


TTQ — 
Ub 


11- 
11 


9 1 fi- 
Z 1 D 


Rd R- fid 7 7 
O40 04 / / 


O fti ftTl 1 ft VS ift ft 

sequence 


fid 7 7 7Ar>> 
D4 / / , Ap 


c 


9 Q 

z y 


19 d 
1 / . 4 


fi9 

bz 


i 

. i 


OOO 


7 

1 


TTQ — 

Ub 


11- 
11 


0 CC- 
Z D D 


7dP2i-1 1 P7dft 
/ 4 0 A XX 0 / 40 


b equence 


1 1 P 7 d P 
110 / 4 0 , 




9 n 
o u 


19 A 
1 / . 4 


fi9 
DZ 


i 

. X 


ft ft R 


7 
/ 


TTQ — 


11- 
XX 


ZDD 


7dftZi-1 finQI 9 
/ 4 0 A IDU^lt 


bequence 


1 fin Q 1 9 
IDUy 1Z , 


c 


o 1 


19 Zl 
1 / . 4 


C 9 

bZ 


. 1 


1 CQC 

1 d y o 


b 


TTO 

Ub — 


1 A 

iu- 


yoj- 


9 Zl Q R Q7 

o4 y— oy / 


Sequence 


C Q "7 TV *-xv> 

0 y / , App 




o o 

J z 


19 A 
1 / . 4 


£ 9 

bZ 


1 

. 1 


1 p 9 n 
1 oZ U 


b 


TTQ _ 

Ub 


1 n_ 
1 u 


. d d Q_ 

4 4 y- 


Qn9_ 1 fi9 P 

y uz 1 dz 0 


Sequence 


1 (TOO Tat-v 

1 D Z 0 , Ap 




9 9 

o o 


19 Zl 
X / . 4 


(TO 

bz 


1 

. 1 


9 Zl 9 7 

Z 4 0 / 


b 


TTO — 

Ub 


1 n _ 
1U- 


. d d q_ 
4 4 y- 


Qn9_1 PP99 

yuz— ioozz 


Sequence 


1 P P 9 9 7A 
10 O ZZ , A 




o 4 


19 /l 
X / . 4 


a 9 
bZ 


. 1 


9 Q 1 P 

z y 1 0 


b 


TTO 

Ub- 


i n 
1U- 


Zl Zl Q 

44 y- 


Qfto 9P1 1 7 

yuz— zoii / 


Sequence 


9 P 1 1 7 Ta 
Z 0 1 1 / , A 




O 0 


19 /l 


C 9 

bZ 


. 1 


9 r\ n n 
oUUU 


b 


T TO 

Ub- 


1 n 
1U- 


01 y- 


1 OC Q 

loO — 0 


Sequence 


3, Appli 




o b 


19 9 
1 / . Z 


b± 


/I 

. 4 


c a n 
D4 U 


7 


T To 

Ub- 


i 1 
11- 


9 c c 
Z bb- 


7Z1P7A 17n£9R 
/ 4 OA— 1 / UDZ 0 


Sequence 


1 7 n CO c, 
1 / UDZ 0 , 




Q 9 

o / 


19 9 
1 / . Z 


bi 


. 4 


c zi n 
b4 U 


7 


TTO 

Ub — 


i i 
11- 


9 c c 
Z bb- 


7Z1P7A 1Qn9PZl 
/ 4 OA- 1 yUZ 0 4 


S equence 


1 q n 9 P Zl 
1 y uz 0 4 , 




0 Q 


19 9 
1 / . Z 


bi 


. 4 


p 9 n 
0 Z U 


b 


TTO 

Ub — 


i n 
1 u - 


• y 0 0- 


9Z1Q — 1 ccm 

o4y-lD0U / 


bequence 


1 c ^ m 7A 

1 DO U / , A 


c 


o y 


1 "7 O 
1 / . Z 


bl 


. 4 


Q Q *5 
0 JO 


1 


TTO 

Ub- 


1 i 
11- 


9 1 a 
Z 1 b- 


c/ic 0 9 C. 7 

OfJO-ZoO / 


C a ftri 1 ft y> ft ft 

0 equence 


9 9 C 7 J\ Tft 
ZOO/, -"P 


c 


4 u 


1 / . Z 


bl 


A 

. 4 


1 n t 0 
1 U J 0 


b 


TTO 

Ub- 


1 c\ 

1 u - 


y 0 0- 


9Z1Q 1CPZ19 

0 h y- 1 bo 4 0 


O ft. ftri 1 ^ v"\ ft ft 

b equence 


1 fip d ^ n 

1 DO 4 O , A 


c 


H 1 


19 9 
1 / . Z 


bl 


/i 
. H 


1 n q q 

1 u y y 


7 


TTO 

U b - 


i 1 
11- 


Z 1 D - 


c /] c 7110 
040- / llo 


C £a /~r 1 1 £i Ti 

ocqucnuc 


7119 /An 
/ x x 0 , 


c 


Zl 9 

4 z 


1 9 


bu 


-j 


C 9 Zl 

bZ 4 


7 

/ 


TTO 
Ub~ 


i 1 
11- 


oca 
Z b b- 


7 zi p n — 91 onm 
/ h oA-z 1 y uu / 


Sequence 


219007, 




/I 9 

4 o 


1 9 


bU 


. / 


C 9 Zl 

bZ 4 


7 


T T O 

Ub — 


1 1 
11- 


Z b b- 


7Z1P7A — 99Q91 D 

1 4 oA-z 0 y 0 1 u 


Sequence 


239310, 




A A 

4 H 


1 "7 
1 / 


bU 


n 
. 1 


9 n *3 
/ U 6 


b 


TTO 

Ub- 


1 n 
1 u- 


y 00- 


9/1Q 19RZ11 

o4y-lZ041 


Sequence 


12541, A 


c 




1 9 


bU 


9 


9 P C 

/ 0 b 


1 


T T O 
Ub~ 


i 1 
11- 


Z 1 b- 


040-lbUl 


Sequence 


1601, Ap 




/I c 
4 b 


1 9 


bu 


. f 


1 1 Ail 

1 1U4 


1 


T T O 

Ub- 


1 1 
11- 


Z b b- 


7 AQT\ 1P1717 

/ 4 oA- 1 0 1 / 1 / 


Sequence 


181717, 


c 


/I 9 
4 / 


1 9 


bu 


9 


1 1 A/l 

1 1U4 


1 


TTO 

Ub- 


1 i 
11- 


0 cc 
Z 0 b - 


7Z1P7A 9Z19917 
/ 4 OA— Z 4 ZZ 1 / 


Sequence 


242217, 




A O 
4 O 


1 I 


bU 


. / 


000/1 
ZZZ4 


b 


US- 


1 n 
1U- 


Zl Zl Q 

4 4 y- 


Qfio 09HP1 

y uz -z 0U0 1 


Sequence 


23081, A 




A Q 


1 / 


bu 


. / 


O/IOI 
Z 4Zl 


b 


T TO 

us- 


i n 
1U- 


yoo- 


9 Zl Q 1 7 C. O 

04 y- 1 / Oo 


Sequence 


1753, Ap 




0 U 


1 9 


bU 


. / 


9 ^ 9 C 

Z bo b 


b 


T to 

Ub — 


i n _ 
lu- 


Zl Zl Q_ 

4 4 y- 


QH9 — 9 9 d 9 9 
yUZZZ4ZZ 


Sequence 


22422, A 


c 


0 1 


1 9 


bU 


. / 


9 p 1 n 
Z 0 1U 


7 


TTO _ 
Ub 


ll- 
11 


9 fi fi- 

z b fo— 


7 d P7A — 91 P7P 
/ 4 OA O 10 / O 


Sequence 


31878, A 


c 


c. 9 
o Z 


1 9 


bU 


7 
. / 


J OZ 1 


b 


TTO — 

Ub — 


1 n_ 
1U- 


d d Q_ 

4 4 y- 


Qn9_9fi71 ft 

yuz zD /10 


Sequence 


26718, A 




c o 
oo 


1 9 


bU 


•7 


OTIC 

0 / / b 


o 
/ 


TTO 
Ub~ 


1 1 
11- 


9 C C 

Z b b- 


7Z1P7A 91CR1 
/ 4oA— OlDOl 


Sequence 


31651, A 




a 

0 4 


1 9 


bu 


7 


P 7 7 £ 

0 / / b 


7 

1 


T TO — 
Ub 


ii_ 
11 


.9 fi 

Z b b- 


7dPl\ — RTDQI 

/ 4 oa— 0 / uyi 


Sequence 


57091, A 


c 


0 0 


1 c p 

lb. o 


bU 


. U 


OUU 


7 

1 


TTO _ 
Ub 


1 1 _ 
11 


.9 c;f;_ 
z b b— 


7 d P7A _ 9 fi77 c: p 
/ 4 OA O D / / O 0 


Sequence 


367758, 


c 


0 D 


1 £ ft 
ID. 0 


fin 

DU 


n 
. U 


OUU 


7 


TTQ — 
Ub 


Ti- 
ll 


9 fifi- 
z 0 0— 


7dftZi-^ft ft Q09 
/ 4 OA 0 0 0 y U Z 


Sequence 


388902, 




C. 9 
0 / 


1 £ P 

Id. o 


DU 


n 
. U 


OUU 


7 


TTQ — 

Ub 


11- 
11 


.9 

Z D d — 


7dft7A_d CI 1 n 
/ 4 OA— 4 OllO / 


Sequence 


451137, 


c 


C, ft 


1 £ ft 

ID. O 


fin 

DU 


n 
. u 


7 d 9 


7 


TTQ — 
UO 


xx — 


9 fifi- 

Z. D U 


7 d ft zx - ^ ^ q n n 7 


Sequence 


359007, 




59 


16.8 


60 


.0 


742 


7 


US- 


11- 


266- 


748A-442386 


Sequence 


442386, 


c 


60 


16.8 


60 


.0 


863 


7 


US - 


11- 


266- 


748A-165000 


Sequence 


165000, 




.61 


.16.8 


60 


.0 


918 


7 


US- 


11- 


216- 


545-5664 


Sequence 


5664, Ap 




62 


16.8 


60 


.0 


1053 


6 


US - 


10- 


449- 


902-3853 


Sequence 


3853, Ap 




63 


16.8 


60 


.0 


1101 


7 


US- 


11- 


197- 


712-54 


Sequence 


54, Appl 
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c 


C A 

64 


1 c 
1 b . 


o 
o 


£ A 

b(J 


. U 


T O A /l 

1204 


/ 


US- 


7 1 

11 


0 c c 
-2 bb- 


/ 4oA-Z00oZ 


Sequence 


O C C Q O 7\ 

ZOOoZ , A 




65 


7 C 

16 . 


o 
0 


C A 

60 


. 0 


1218 


6 


US- 


7 A 

10 


A A Cl 

-449- 


OAO OCO"7/l 

902 -2587 4 


Sequence 


O C O "7 A 1\ 

258 /4 , A 




c c 
b b 


1 c 

1 b . 


Q 

0 


c a 
bU 


. U 




b 


US- 


1 A 

1U 


A A Q 

- 4 4 y - 


Q A O O Q A Q 

yuz -3ouy 


Sequence 


"3 Q A Q TV w 

j 0 u y / Ap 


c 


c n 
b / 


i c 
1 b . 


Q 

0 


bU 


. U 


1 3 bb 


o 

1 


T TO 

U b - 


1 1 
11 


-21b- 


C /l C O QO -5 

j4 0 -z yz 0 


Sequence 


O Q O O Tir. 

z y z 0 1 Ap 


c 


C o 
DO 


T C 

1 6 . 


o 
0 


/- a 
60 


. U 


T COO 

1 628 


-J 

f 


US- 


7 7 

11 


0 c c 
-2 6b- 


7/10t\ OCOTCO 

/ 4 oA- 3 b 1 Id 1 


Sequence 


O C "7 "7 C7 
3b / / 0 / , 


c 


c o 


1 c 

1 6 . 


o 
0 


C A 

60 


. U 


1 coo 

1 628 


1 


US- 


1 7 

11 


0 c c 
-2 66- 


7 /IOt\ OOOOA7 

/4oA-3ooyUl 


Sequence 


O O O Q A 1 

3ooy Ul , 




h a 
/ 0 


1 c 

1 b . 


o 
0 


£ A 

bU 


. U 


1 coo 

1 b2o 


/ 


US- 


7 7 

11 


0 c c 
-2 bb- 


0/l07\ /IC1TOC 

/ 4oA-4oll3 b 


Sequence 


A C 7 7 O C 

45113b, 


c 


o i 
/ 1 


1 c 

1 b . 


o 
o 


60 


. 0 


O A Q C 

209 6 


6 


US- 


7 A 

10 


A A Q 

-44y- 


OAO 7QCCO 

yuz -1 yoo3 


Sequence 


7 Q C C O 7\ 

iy oo3 , A 




/ 2 


i c 
lb . 


o 
o 


C A 

60 


r\ 

. u 


O O C H 

2 8 6/ 


/ 


US- 


7 7 

11 


O 7 C 

-21b- 


c yi C C A Q O 

04o-bUy 0 


Sequence 


C A Q O 7\ v_ 

b u y 0 , Ap 


c 


i o 
7 3 


T c 

16 . 


o 
0 


60 


Pi 

. 0 


O A O A 

2 984 


7 


US- 


7 1 

11 


0 c c 
-2 66- 


*7/107\ CCTO/1 

/4 8A-56334 


Sequence 


C C O *3 /I TV 

56334, A 




74 


1 c 

1 6 . 


o 
0 


60 


. 0 


O O 1 o 

3 313 


b 


US- 


7 A 

1U 


A A Q 

-44 y- 


OAO OAOAO 

yU2-2 U3U2 


Sequence 


OAOAO TV 

2U3U2, A 


c 


"7 C 

/ O 


i c 
lb . 


n 
0 


C A 

bU 


. U 


O A 1 A 

3 4 34 


/ 


US- 


1 1 

11 


0 c c 
-2 bb- 


0/IQ7N OACQT 

/4oA-3Uoy / 


Sequence 


TJ A C Q "7 TV 

3U 0 y / , A 


c 


"7 c 
/ b 


1 c 

1 b . 


Q 

0 


C A 

bU 


n 
. U 


1 /I QQO 

14 y oo 


O 

1 


T TO 


1 1 
11 


Z b b - 


0/lQ7\ 00*700 

/ 4 oA- ZZ / 3Z 


S equence 


0 0 *7 -3 0 7\ 

ZZ / 3Z , A 


c 


I 1 


1 b . 


Q 

0 


C A 

bU 


. U 


/l A A 1 O *3 

4 U4 1^. 3 


-7 

1 


T TO 

u 0 - 


1 1 
11 


- c b b- 


/ 4oA-Z3oo4 


Sequence 


O Q Q Q /I TV 

Z 3o 0 4 , A 




*7 o 

/ 0 


1 c 

lb . 


b 


C Q 

oy 


. o 


o o a 
Zoo 


( 


T TO 

us- 


1 1 

11' 


0 c c 
-2 bb- 


/4oA-4z /13 b 


Sequence 


4Z /13b, 




/ y 


lb . 


C 

b 


C Q 

oy 




/l Q Q 

4 o y 


o 

/ 


TTO 


1 1 
11- 


0 a c 
-2bb- 


/ 4 oA-Z bOb 


S equence 


O C C C 7\»^ 

Z b 0 b , Ap 


c 


O A 
O U 


lb . 


b 


c q 

oy 


. o 


/l Q Q 

4 o y 


o 

1 


TTO 

Ub~ 


1 1 
11 


0 a a 
-Zbb- 


"7/1Q7A COCOA 

/ 4 oA- bz y y u 


S equence 


C O Q Q A TV 

bz y y u , a 




Q 1 
O 1 


i a 
1 b . 


C 

b 


C Q 

oy 


. o 


A Q Q 

4 o y 


1 


T TO 

Ub - 


1 1 
11 


0 c c 
- Z b b - 


/ fl OA- bOoZZ 


bequence 


CC Q O O 7\ 

bOO Z Z , A 




o o 

82 


1 c 

16 . 


6 


C Q 

59 


. 3 


C O "7 

b3 / 


-7 


US- 


1 1 

11 


0 c c 
-2bb- 


O/IOTV OCOAQO 

/4oA-zbzuy y 


Sequence 


O C O A Q Q 

z bzuy y , 


c 


83 


T C 

16 . 


6 


C A 

59 


. 3 


COT 

637 


-7 


US- 


7 7 

11 


0 c c 
-Zbb- 


O/IOTV ooocic 

/4oA-3ZZblb 
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C A 

oy 


. 3 


n i o 
/ lo 
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Ol QQOil 

zio y Z4 , 
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b 
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-7 
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11 
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10 
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0Zy-lZ44 


Sequence 


1 O A A TV vn 

124 4/ Ap 


c 


91 


16 . 


6 


59 


. 3 


2 487 


7 


us- 


11 


O 7 C 

-216- 


C /l C COCA 

545-6250 


Sequence 


COCA TV v-x 

bZoU, Ap 




92 


16 . 


6 


59 


. 3 


338 9 


6 


us- 


10 


-44 9- 


A A O C O C C 

902-6356 


Sequence 


C O C C TV *^ 

63 5 6, Ap 


c 


93 


16 . 


6 


59 


. 3 


5140 


7 


US- 


11 


-2 66- 


7 4 8A-5 6387 


Sequence 


C C "D O O 7\ 

5b3o / , A 


c 


94 


16 . 
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O/l CQQ7 

Z4 oy 0 / , 
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11 
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11 


0 c c 
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11 


0 c c 

-2 66- 


*7/107\ OCACO^ 

/4oA-350o / 4 
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ALIGNMENTS 



RESULT 1 

US-11-266-748A-23957 

; Sequence 23957, Application US/11266748A 

; Publication No. US20060134663A1 

; GENERAL INFORMATION: 

; APPLICANT: Harkin, Paul 

APPLICANT: Johnston, Patrick 
; APPLICANT : Mulligan, Karl 

TITLE OF INVENTION: Tr anscriptome Microarray Technology and 
; TITLE OF INVENTION: Methods of Using the Same 
; FILE REFERENCE: 55815-0102 (319189) 
; CURRENT APPLICATION NUMBER: US /11/2 66 , 7 4 8A 
; CURRENT FILING DATE: 2005-11-03 
; PRIOR APPLICATION NUMBER: EP 04105479.2 
; PRIOR FILING DATE: 2004-11-03 
; PRIOR APPLICATION. NUMBER: EP 04105482.6 
; PRIOR FILING DATE: 2004-11-03 
; PRIOR APPLICATION NUMBER: EP 04105483.4 
; PRIOR FILING DATE: 2004-11-03 
; PRIOR APPLICATION NUMBER: EP 04105507.0 
; PRIOR FILING DATE: 2004-11-03 
; PRIOR APPLICATION NUMBER: EP 04105485.9 
; PRIOR FILING DATE: 2004-11-03 
; PRIOR APPLICATION NUMBER: EP 04105484.2 
; PRIOR FILING DATE: 2004-11-03 
; PRIOR APPLICATION NUMBER: US 60/662,276 
; PRIOR FILING DATE: 2005-03-14 

; PRIOR APPLICATION NUMBER.:. US 60/700, 293 . - - ■ 
; PRIOR FILING DATE: 2005-07-18 
; NUMBER OF SEQ ID NOS : 483996 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 

2.rst. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-2. rst. 

start 



Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched : 



July 1, 2006, 04:17:07 / Search time 1015.7 Seconds 

(without alignments) 
1541.534 Million cell updates/sec 

US-10-630-536-2 
28 

1 ccatgttcatgttatgtccaccaacaag 28 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



96473596 



Database 



EST:* 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 



gb_estl : * 
gb__est3 : * 
gb_est4 : * 
gb_est5 : * 
gb_est6 : * 
gb_htc : * 
gb_est2 : * 
gb_est7 : * 
gb_est8 : * 
gb_est9 : * 
gb_gssl : * 
gb_gss2 : * 
gb__gss3 : * 
- gb_g s s 4 : * " 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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ALIGNMENTS 



RESULT 1 
CJ425530 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



CJ425530 845 bp mRNA linear EST 21-JUN-2005 

CJ425530 Molgula tectiformis unpublished cDNA library, larva 
Molgula tectiformis cDNA clone mtlv024d01 3', mRNA sequence. 
CJ425530 

CJ425530. 1 GI: 68118069 
EST. 

Molgula tectiformis 
Molgula tectiformis 

Eukaryota; Metazoa; Chordata; Urochordata; Ascidiacea; 

Stolidobranchia; Molgulidae; Molgula. 

1 (bases 1 to 845) 

Gyoja^., Satou,Y. and Satoh,N. 

Expressed genes in Molgula tectiformis 

Unpublished (2005) 

Contact: Tadasu Shin-i 

Center For Genetic Resource Information 

National Institute of Genetics 

1111 Yata, Mishima, Shizuoka 411-8540, Japan 
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{ SCORE Search Results Details for Application 10< 
| Search Result us-10-630-536-3.rng. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 
start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: July 1, 2006, 03:53:57 ; Search time 198.947 Seconds 

(without alignments) 
1156.508 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-630-536-3 
33 

1 catggaatcacacaaaaataatggcctcagatg 33 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 



10489840 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : N_Geneseq_8 : * 

1 : geneseqnl980s : * 

2: geneseqnl990s : * 

3: geneseqn2000s : * 

4 : geneseqn2 001as : * 

5: geneseqn2001bs : * 

6: geneseqn2002as : * 

7: geneseqn2002bs : * 

8: geneseqn2003as : * 

9: geneseqn2003bs : * 
10: geneseqn2003cs : * 
11 : geneseqn2003ds : * 
12: geneseqn20O4as : * 
13: geneseqn2004bs : * 
14 : geneseqn2005s : * 
15: geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score" of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
ADV04 8 68 

ID ADV04868 standard; DNA; 33 BP. 
XX 

AC ADV048 68; 
XX 

DT 24-FEB-2005 (first entry) 

XX 

DE Yersinia pestis amplicon #1 probe. 
XX 

KW Diagnosis; gene amplification; yersinia pestis infection; ss; probe. 
XX 

OS Yersinia pestis. 
XX 

PN WO2004106553-A2 . 
XX 

PD 09-DEC-2004. 
XX 

PF 31-JUL-2003; 2003WO-US024135 . 
XX 

PR 01-AUG-2002; 2002US-04 008 90P . 

PR 29-JUL-2003; 2003US-00400890 . 
XX 
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SCORE Search Results Details for Application 
| 10630536 and Search Result us-10-630-536-3-r 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6.' 

3.rni. 

start 

Go Back to previc 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: July 1, 2006, 04:28:37 ; Search time 40.5 Seconds 

{without alignments) 
1524.607 Million cell updates/sec 



Title: US-10-630-536-3 
Perfect score: 33 



Sequence : 



1 catggaatcacacaaaaataatggcctcagatg 33 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 



2807332 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB.seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB.seq:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB.seq:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB.seq:* 

6 : /EMC_Celerra_SIDS3/ptodata/2/ina/H_C0MB.seq:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_C0MB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB.seq:* 

9 : /EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB.seq:* 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% - 

Result Query 

No. Score Match Length DB ID Description 
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. 2 


CAT 

bUX 


3 


US- 


A A 

u y- 


A /I A 

94 9- 


ATC ACOOO 

UXb-y 6883 


Sequence 


96883, A 




Z 4 


1 A 

x y 


o 
. Z 


c o 

JO 


. 2 


60X 


3 


US- 


A A 

u y- 


A A A 

y 4 9- 


ATC ACOO/1 

016-96884 


Sequence 


96884, A 




2 0 


1 a 

x y 


. Z 


c o 
DO 


. Z 


601 


3 


US- 


0 9- 


A /I A 

y 4 y - 


A1C A 1 A A 

016-9 /14 9 


Sequence 


97149, A 




2 6 


t a 
1 9 


. 2 


58 


. 2 


601 


3 


US- 


09- 


94 9- 


016-97150 


Sequence 


97150, A 




A T 

2 7 


T A 

X9 


. 2 


58 


. 2 


601 


3 


US- 


09- 


94 9- 


016-97415 


Sequence 


97415, A 




o o 

2 8 


i a 

X 9 


. 2 


58 


. 2 


601 


3 


US- 


0 9- 


94 9- 


016-97416 


Sequence 


97416, A 




O A 

z y 


T A 


. 2 


58 


. 2 


601 


3 


US- 


A A 

09- 


A yi A 

94 9- 


ATC A"7CA1 

016-97 681 


Sequence 


97681, A 




-2 a 
3 U 


x y 


. z 


£ Q 
JO 


. Z 


bUX 


9 

3 


US- 


A Q 

u y- 


Q A Q 

y 4 y- 


A1C A9C09 

UX b- y / boz 


Sequence 


97682, A 




3 1 


1 A 

x y 


. Z 


c o 
DO 


. 2 


<C A 1 

60X 


3 


us- 


A Q 

09- 


A /l A 

94 9- 


ATC OTQ/n 

0X6-97947 


Sequence 


97947, A 




T A 

32 


i a 

X9 


. 2 


58 


. 2 


601 


3 


us- 


A A 

09- 


94 9- 


A1C n "7 O /l o 

016-97948 


Sequence 


97948, A 




9 o 


1 A 

x y 


o 
. Z 


c o 

JO 


o 
. Z 


i 

bUX 


3 


US- 


A A 

uy- 


A A A 

y 4 y- 


ATC A09TO 

016-98213 


Sequence 


98213, A 




3 4 


1 A 

X9 


. 2 


58 


. 2 


d A 1 

601 


3 


US- 


A A 

09- 


A /I A 

94 9- 


A1C A O O 1 A 

016-98214 


Sequence 


98214, A 




3 5 


X 9 


. 2 


58 


. 2 


601 


3 


US- 


A A 

09- 


A /I A 

94 9- 


A1C AO/1TA 

016-984 13 


Sequence 


A O A ™? A T\ 

98479, A 




o c 
3 6 


n A 

X9 


. 2 


c o 

58 


. 2 


CAT 

601 


3 


US- 


A A 

09- 


A A A 

94 9- 


A1C AO/lOA 

016-984 80 


Sequence 


98480, A 




37 


1 Q 

x y 


. Z 


c o 
DO 


o 
. Z 


C A 1 

bUX 


3 


US- 


A A 

u y- 


A /I A 

9 4 y- 


A1C AO"7/lC 

UXb-9o /4j 


Sequence 


98745, A 




9 Q 

3 o 


x y 


o 
. z 


t o 

JO 


. Z 


bUX 


9 

3 


US- 


A Q 

u y- 


Q A Q 

y 4 y- 


UXb- y o /4b 


Sequence 


98746, A 




9 Q 

3 y 


1 Q 

x y 


. z 


tl o 
JO 


. 2 


CAT 

bUX 


9 

3 


US- 


A Q 

u y- 


Q / A 

y 4 y- 


m C QQA11 

uxb- y yuxx 


Sequence 


99011, A 






1 Q 

X9 


. 2 


j8 


. 2 


CAT 

bUX 


3 


US- 


A A 

u y- 


A /l A 

y 4 y- 


A1C AAATO 

uxb-y yuxz 


Sequence 


99012, A 




A 1 


1 Q 

x y 


o 

. Z 


c o 
j8 


. 2 


C A 1 

bUX 


3 


US- 


A A 

u y- 


A /l A 

y 4 y- 


A1C AAO*7T 

uxb-yy2 / / 


Sequence 


99277, A 




4 z 


1 Q 

x y 


. Z 


c: o 
JO 


o 
. Z 


bU X 


9 

3 


T TO 

Ub — 


fi Q 

u y- 


Q A Q 

y 4 y- 


A 1 C QQ99Q 

uxb-yyz io 


Sequence 


99278, A 




4 3 


1 Q 

x y 


o 
. z 


Q 
JO 


o 

. z 


cm 
bU X 


9 

3 


TTO 

Ub- 


fi Q 

u y- 


y 4 y- 


filC QQC/IO 

uxb-yy j43 


Sequence 


99543, A 




4 4 


1 Q 

x y 


. Z 


R Q 
JO 


. z 


a a i 
bU X 


9 

3 


TTO 

Ub - 


fi Q 

u y- 


y 4 y- 


UXb-y y 544 


Sequence 


99544, A 




A C 


1 a 

X9 


. 2 


58 


. 2 


CAT 

60X 


3 


US- 


A A 

09- 


A /I A 

94 9- 


A1C AAOAA 

016-99809 


Sequence 


99809, A 




a r 

4 6 


1 9 


. 2 


58 


. 2 


CAT 

60X 


3 


US - 


A A 

09- 


A A A 

94 9- 


A1C AAOIA 

016-99810 


Sequence 


99810, A 




4 7 


T A 

X 9 


. 2 


58 


. 2 


C A 1 

60X 


3 


us- 


A A 

09- 


A /l A 

94 9- 


A1C 1AAA"7C 

016-100075 


Sequence 


100075, 




4 o 


i a 

X 9 


. 2 


58 


. 2 


C A 1 

60X 


3 


us- 


A A 

0 9- 


A /I A 

94 9- 


A1C TAAA""7<T 

016-10007 6 


Sequence 


100076, 




4 9 


19 


. 2 


58 


. 2 


601 


3 


US- 


09- 


94 9- 


016-100341 


Sequence 


100341, 




50 


19 


. 2 


58 


. 2 


601 


3 


US- 


09- 


94 9- 


016-100342 


Sequence 


100342, 




51 


19 


. 2 


58 


. 2 


601 


3 


US- 


09- 


94 9- 


016-100607 


Sequence 


100607, 




52 


1 9 


. 2 


58 


. 2 


601 


3 


US- 


09- 


94 9- 


016-100608 


Sequence 


100608, 




53 


19 


. 2 


58 


. 2 


601 


3 


US- 


09- 


949- 


016-10087 3 


Sequence 


100873, 




0 4 


1 Q 

x y 


. Z 


J 0 


o 
. Z 


C fi 1 

bU X 


9 

3 


T TO 

Ub - 


fi Q 

u y- 


Q A Q 

y 4 y- 


A1C 1 fi fi Q 9 /I 

UXb-XUUo / 4 


Sequence 


100874, 




55 


19 


.2 


58 


.2 


601 


3 


us- 


09- 


949- 


016-100929 


Sequence 


100929, 




56 


19 


.2 


58 


.2 


601 


3 


us- 


09- 


949- 


016-100930 


Sequence 


100930, 




57 


19 


. 2 


58 


.2 


601 


3 


us- 


09- 


949- 


016-101177 


Sequence 


101177, 




58 


19 


.2 


58 


.2 


601 


3 


us- 


09- 


949- 


016-10117 8 - 


Sequence" 


101178, 




59 


19 


.2 


58 


.2 


601 


3 


us- 


09- 


949- 


016-101443 


Sequence 


101443, 




60 


19 


.2 


58 


.2 


601 


3 


us- 


09- 


949- 


016-101444 


Sequence 


101444, 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
3,rnpbm. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-3. rnpbm. 

start 

Go Back to previous pa 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:38:10 / Search time 459.395 Seconds 

(without alignments) 
882.666 Million cell updates/sec 

US-10-630-536-3 
33 

1 catggaatcacacaaaaataatggcctcagatg 33 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 18892170 seqs, 6143817638 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



37784340 



Database : 



Published_Applica tions_NA_Main : 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB.s 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.s 

/EMC_CelerraJSIDS3/ptodata/2/pubpna/US09A_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. 

/EMC_CelerraJSIDS3/ptodata/2/pubpna/US09C_PUBCOMB. 

/EMC_CelerraJSIDS3/ptodata/2/pubpna/US10A_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB 
/EMCJ?elerrajSIDS3/ptodata/2/pubpna/USllA_PUBC0MB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB 



eq: * 
eq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
. seq: * 
. seq: * 
. seq: * 
. seq: * 
. seq: * 
. seq: * 
. seq : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





XT ~ 

XMO . 


Score 


Match Length 




ID 


Des crip t ion 




1 
1 




33 


100 


.0 


33 


1 1 


TTC_in_£Qn CQC 9 

Ub-lU-DoU-joD-o 


Sequence 3, Appli 




o 
z 




33 


100 


.0 


102 


1 1 
11 




Sequence 4, Appli 


c 


6 


22 


.4 


67 


.9 


598 


1 9 

1Z 


t to in "5A1 AQC\ A^AQAA 
Ub - 1U — oUl _ 4oU— 4 b4 y 4 *i 


Sequence 454944, 


c 


A 
4 


22 


.4 


67 


.9 


598 


1 9 
1Z 


ub- iu- oui— 4ou— 4 04 y 4 o 


bequence 404y4o, 


c 


c 
D 


22 


. 4 


67 


.9 


598 


1 9 
1 Z 


TTC — 1 H_ 9 m _/!Qn_/lG./lQZL£ 
Uo- IU" jUI" 4 0 U - 4 04 y 4 b 


bequence 404y4b, 


c 


a 
O 


22 


.4 


67 


.9 


598 


1 9 
1Z 


ttc — i n_ 9ni _/ipn_i ncQ 9 c.o 


bequence lUbooDo, 


c 


I 


22 


. 4 


67 


.9 


598 


1 o 
1Z 


TTC 1A O A 1 /1QA 1 A C Q O C /l 

US-lU-3Ul-4oU-lUbo3b4 


Sequence !Ubo3b4 / 


c 


Q 
O 


22 


. 4 


67 


.9 


598 


1 9 
1Z 


ttc in 9 n i _ a q n _ i n 9 r c 

Ub — 1U~ oUl - 4oU — lUbOoOO 


bequence lUboooo, 


c 


Q 

y 


22 


. 4 


67 


.9 


620 


/I 
4 


TTC HQ QOC; A C C 7\ Q Q £T Q C Q 

ub — uy — yzo — ub da oododo 


C Q n"l lOTM-iQ 9QC9C9 

bequence 600606 f 


c 


i a 
1 U 


22 


. 4 


67 


.9 


620 


A 

H 


TTC AQ QOC nCR7\ QQCJC/I 

Ub-Uy-yZo-Ub OA- 6 o b 3 b 4 


bequence 3ob3b4, 


c 


1 1 


22 


. 4 


67 


.9 


620 


A 

4 


TTO AO OOC A C C 7V 

US-Uy-yZo-Ub OA- 3 o b 3 b b 


Sequence 3ob3bb, 


c 


1 O 
12 


22 


. 4 


67 


. 9 


620 


r 

D 


TTp AO OOC A C C 7\ OOCOCO 

US - L>y-yZo-Ub bA- 3 o b 3 b 3 


sequence 3ob3b3, 


c 


1 O 


22 


. 4 


67 


.9 


620 


c 
3 


TTC AQ Q 9 C. ACRn OQCJC/I 

us-uy-yzb-ub b A- 3 o b 3 b 4 


bequence 3ob3b4, 


c 


1 A 


22 


. 4 


67 


. 9 


620 


r 
D 


TTC AO QOC A C C 7\ OOCOCC 

US-Uy-yZo-Ub b A- 3 o b 3 b b 


Sequence 3ob3bb, 


c 




22 


66 


.7 


598 


1 O 

1Z 


TTC 1 A THI ,/t Q A /) C/l Q/l Q 

Ub-lU-3Ul-4oU-4b4y43 


bequence 4b4y43, 


c 


1 6 


22 


66 


.7 


598 


1 o 

lz 


j tn 1A O A 1 /lOA 1 A C Q O C O 

US-lU-3Ul-4oU-lUbo3bZ 


Sequence lUbo3bZ, 


c 


1 "7 


22 


66 


.7 


620 




TTC AQ Q 9 EL nCt;7\ TQCOCO 

us-uy-yzb-ub b A- 3 o b 3 b Z 


bequence 3obobz, 


c 


1 O 

1 0 


22 


66 


.7 


620 


c 

D 


TTC AQ Q9R r>rC7\ Q Q C O C O 

us-uy-yzb-ub O A- 3 o b 3 b z 


bequence JobobZ, 


c 


1 O 

1 9 


20 


.8 


63 


.0 


1672 


ID 


TTC T A *7 C A IOC OCIO/1 

US- 1U- / oU-loo-3olZ 4 


Sequence 3blZ4, A 


c 


O A 

2 0 


20 


. 8 


63 


.0 


1672 


1 A 
1U 


TTO 1A "7CA /" O O OCIO/I 

US-1U- / oU-bZ3-3o!Z 4 


sequence 3biZ4, A 


c 


z 1 


20 


.8 


63 


.0 


85506 


/ 


TTC 1A AQC 119 99H 

ub— 1U — Uoj- 11 /— ZZU 


Sequence 220, App 


c 


9 0 

z 2 


20 


.8 


63 


.0 


101169 


1 1 
1 1 


TTC in 99n 999 eel 
Ub-lU-ooU- / /J — Obi 


Sequence 561, App 




9 "3 
2 3 


20 


.6 


62 


.4 


161051 


Q 

y 


ttc i n /in 99c; i9n 
Ub — 1U — fll 1 — 6 Id — 1 / U 


Sequence 170, App 




9 /I 

Z 4 


20 


. 4 


61 


.8 


600 


1U 


TTC in Q99 n9Q QnQQn 

ub-iu-y /z-u /y — yuyyu 


bequence yuoyu, a 




o c 
Z 0 


20 


.4 


61 


.8 


600 


1 A 
1U 


TTC in Q99 n9Q Qf|QQ1 

ub~iu— y / z-u /y — yuyyi 


sequence yuyyi, a 




o c 
Z O 


20 


.4 


61 


.8 


600 


1 A 
1U 


TTC in Q99 n9Q QnQQ9 

ub-iu— y /z-u /y — yuyyz 


sequence yuoyz, a 




9 "7 

Z / 


20 


.4 


61 


.8 


600 


1U 


TTC in Q99 n9Q Q C\ Q Q 9 

ub — iu- y /z-u /y — yuyyo 


bequence yuoyo, a 




o o 
Z o 


20 


.4 


61 


.8 


761 


b 


TTC in n99 C99 999QA 

US — 1U — UZ 1 — K)6Z. — 66 / oU 


0 /-i /vi t ^ — . — > , — ^ , — > 0 0 1 0 n 7\ 

bequence 33 /ou, a 




O O 

2 9 


20 


. 4 


61 


.8 


761 


6 


TTO T A AOT COO OOTOI 

US-1U-UZ / -b3Z-33 / ol 


Sequence 33 /ol, A 




30 


20 


.4 


61 


.8 


761 


/ 


tto 1A AOT COO OOTOA 

US-1U-UZ / -06/.-66 / oU 


sequence 33 /oU, A 




o i 
31 


20 


.4 


61 


.8 


761 


•"7 
/ 


TTO 1A AO*7 COO OOTOT 

US-1U-UZ / -b3Z-33 / ol 


sequence 33 /ol, A 




o o 

32 


20 


.4 


61 


.8 


1663 


/I 

4 


TTO AO OOC ACC7\ IOO/1/l/l 

US-Uy-yZ b-UboA- / Z34 4 4 


sequence /Z3444, 




o o 

33 


20 


.4 


61 


.8 


1663 


c 

b 


TTO AQ OOC ACC7\ "700/1/1/1 

US-Uy-yZ b-UbbA- /Z 34 4 4 


sequence /Z3444, 




O /! 

34 


20 


.2 


61 


.2 


271 


4 


TTO AO OOC ACC7\ CO/1"7AQ 

us-uy-yz b-ubbA-bz 4 /uy 


sequence bZ4/uy, 




35 


20 


.2 


61 


.2 


271 


4 


rrn r\A OOC ACCT\ CO^"7TA 

US-09-92b-0 6bA-52 4710 


Sequence 524710, 




3 6 


20 


.2 


61 


.2 


271 


5 


Tin r\A AOC ACCT\ CO/1TAA 

US-09-925-06 b A- 52 4 7 0 9 


Sequence 524709, 




37 


20 


.2 


61 


.2 


271 


5 


ttc AA AOC ACC7\ CO^ITA 

US-09-92b-06 b A- b z 4 7 1 0 


Sequence 524710, 




9 Q 
6 0 


20 


.2 


61 


.2 


514 


4 


TTC— HQ— 09^ — fl^^TA — 9£.flP.QR 

ub — uy — yzo u doa z d u o y o 


bequence ^ouoro, 




39 


20 


.2 


61 


.2 


514 


5 


US-09-925-065A-2 60898 


Sequence 260898, 




40 


20 


.2 


61 


.2 


525 


12 


US-10-301-480-339238 


Sequence 339238, 




41 


20 


.2 


61 


.2 


525 


12 


US-10-301-480-952647 


Sequence 952647, 


c 


42 


20 


.2 


61 


.2 


574 


4 


US-09-925-065A-2 69821 


Sequence 269821, 


c 


43 


20 


.2 


61 


.2 


574 


5 


US-09-92 5-065A-2 69821 


Sequence 269821, 


c 


44 


20 


.2 


61 


.2 


579 


12 


US-10-301-480-347363 


Sequence 347363, 


c 


45 


20 


.2 


61 


.2 


579 


12 


US-10-301-480-960772 


Sequence 960772, 




46 


20 


.2 


61 


.2 


586 


4 


US-09-925-065A-608330 


Sequence 608330, 




47 


20 


.2 


61 


.2 


586 


4 


US-09-925-065A-608331 


Sequence 608331, 




48 


20 


.2 


61 


.2 


586 


4 


US-09-925-065A-608332 


Sequence 608332, 




49 


- 20 


.2 


61 


.2 


586 


4 


US - 0 9-9 2 5 - 0 6 5 A^ 6 083 33"" 


Sequence 608333, 




50 


20 


.2 


61 


.2 


586 


5 


US-09-925-065A-608330 


Sequence 608330, 




51 


20 


.2 


61 


.2 


586 


5 


US-09-925-065A-608331 


Sequence 608331, 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
| 3-rnpbn, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-3. rnpbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:39:12 



Search time 34.2632 Seconds 
(without alignments) 
1138.902 Million cell updates/sec 



US-10-630-536-3 
33 

1 catggaatcacacaaaaataatggcctcagatg 33 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched : 



809770 seqs, 591248006 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



1619540 



Post-processing : 



Database : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 150 summaries 

Published_Applications_NA_New: * 



/EMCj:elerraJSIDS3/ptodata/2/pubpna/US09_NEW_PUB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US06_NEW_PUB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_NEW_PUB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/PCT_NEW_PUB.seq: * 
/EMC_CelerraJSIDS3/ptodata/2/pubpna/US10_NEW_PUB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USll_NEW_PUB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US60__NEW_PUB.seq:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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NO . 
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Length 


Do 


XD 








Description 


c 


1 
X 


20 
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63. 


0 
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/ 
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Z 
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SCORE Search Results Details for Application 
| 10630536 and Search Result us-10-630-536- 
| 3.rst. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-3. rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



July 1, 2006, 04:17:07 / Search time 1197.08 Seconds 

{without alignments) 
1541.534 Million cell updates/sec 

US-10-630-536-3 
33 

1 catggaatcacacaaaaataatggcctcagatg 33 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 48236798 seqs, 27959665780 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 

Listing first 150 summaries 



96473596 



Database : EST:* 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_es t5 : * 


5 




gb_est6 : * 
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gb_htc : * 


7 




gb_est2 : * 


8 




gb_est7 : * 


9 




gb_est8 :* 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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! SCORE Search Results Details for Application 
! 10630536 and Search Result us-10-630-536- 
I 4-rge- 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 
630-536-4. rge. 
start I next page 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: July 1, 2006, 03:55:42 ; Search time 1520 Seconds 

(without alignments) 
4291.222 Million cell updates/sec 

Title: US-10-630-536-4 
Perfect score: 102 

Sequence: 1 atttcccaccaatcaacgat tggacataacatgaacatgg 102 

Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 6366136 seqs, 31973710525 residues 

Total number of hits satisfying chosen parameters: 12732272 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 

Database : GenEmbl : * 



1 




gb_env: * 


2 




gb_jpat : * 


3 




gb_ph : * 


4 




gb_pl : * 


5 




gb_pr : * 


6 




gb ro : * 


7 




gb sts:* 


8 




gb_sy : * 


9 




gb_un : * 


10 


gb_vi : * 


11 


gb ov:* 


12 


gb_htg : * 


13 


gb_in: * 


14 


gb_om : * 


15 


gb_ba : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 
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ID 
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.0 


102 


2 


CS001823 


CS001823 Sequence 




2 


102 


100 
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RESULT 1 
CS001823 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
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CS001823 102 bp DNA linear PAT 01-FEB-2005 

Sequence 4 from Patent WO2004106553 . 

CS001823 

CS001823.1 GI:58424078 

Yersinia pestis 
Yersinia pestis 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

Enterobacteriaceae; Yersinia. 

1 

McCready, P.M. , Radnedge,L., Andersen, G . L. , Ott,L.L., Slezal^T.R., 
Kuczmarski, T .A. and Motin,V.L. 

Nucleotide sequences specific to Yersinia pestis and methods for 
the detection of Yersinia pestis 
Patent: WO 2004106553-A 4 09-DEC-2004; 
The Regents of The University of California (US) 
Location/Qualifiers 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 
start I next page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 03:55:42 ; Search time 417.254 Seconds 

(without alignments) 
4291.222 Million cell updates/sec 

US-10-630-536-1 
28 

1 atttcccaccaatcaacgatacaagaat 28 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 6366136 seqs, 31973710525 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



12732272 



Database : 



GenEmbl : * 
1: gb_env:* 
2: gb_pat:* 
3 : gb__ph : * 
4 : gb_pl : * 
5 : gbjpr : * 
6: gb_ro:* 
7 : gb_sts : * 
8: gb_sy:* 
9 : gb_un : * 
1 0 : gb_vi : * 
11: gb_ov:* 
12: gb_htg:* 
13: gb_in:* 
1 4 : gb_om : * 
15: gb_ba:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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OM nucleic - nucleic search, using sw model 
Run on: 



July 1, 2006, 03:53:57 ; Search time 614.928 Seconds 

(without alignments) 
1156.508 Million cell updates/sec 

Title: US-10-630-536-4 
Perfect score: 102 

Sequence: 1 atttcccaccaatcaacgat tggacataacatgaacatgg 102 

Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



10489840 



Database 



N_Geneseq_8 : 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl990s : * 
geneseqn2000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2002as : * 
geneseqn2002bs : * 
geneseqn2003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score _ greater than or equal to the score of "the result being "printed, 
and is derived by analysis of the total score distribution. 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: July 1, 2006, 04:28:37 



Search time 125.182 Seconds 
(without alignments) 
1524.607 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-630-536-4 
102 

1 atttcccaccaatcaacgat . 



. tggacataacatgaacatgg 102 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



1403666 seqs, 935554401 residues 



2807332 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 

Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l__C0MB.seq:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_C0MB.seq:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB . seq: * 

6: /EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_COMB. seq:* 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB.seq: * 

9 : /EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB. seq: * 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 

No. Score Match Length DB ID 



Description 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
4.rnpbm, 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 

4.rnpbm. 

start 

Go Back to previc 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: July 1, 2006, 04:38:10 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



US-10-630-536-4 
102 

1 atttcccaccaatcaacgat . 



Search time 1419.95 Seconds 
(without alignments) 
882.666 Million cell updates/sec 



. tggacataacatgaacatgg 102 



IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 18892170 seqs, 6143817638 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



37784340 



Database : 



Published_Applic 

1 : /EMC_Celerra 

2 : /EMC_Celerra 

3 : /EMC_Celerra 

4 : /EMC_Celerra 

5 : /EMC_Celerra 

6: /EMC_Celerra 

7 : /EMC_Celerra 

8: /EMC_Celerra 

9 : /EMC_Celerra 

10: /EMC_Celerra 

11: /EMC_Celerra 

12: /EMC_Celerra 

13: /EMC_Celerra 

14: /EMC_Celerra 

15: /EMC_Celerra 

16: /EMC Celerra 



ations_NA_Main : * 

SIDS3/ptodata/2/pubpna/US07_PUBCOMB.s 
SIDS3/ptodata/2/pubpna/US08_PUBCOMB.s 
S IDS 3 /ptoda ta 12 /pubpna /US 0 9A_PUBCOMB . 
SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. 
S IDS 3 /ptoda ta / 2 /pubpna/US 0 9C_PUBCOMB . 
SIDS3 /ptoda ta/2/pubpna/US10A_PUBCOMB. 
SIDS3 /ptoda ta/2/pubpna/US10B_PUBCOMB. 
SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. 
SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. 
_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB 
_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB 
SIDS3/ptodata/2/pubpna/US10G_PUBCOMB 
_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB 
_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB 
_S IDS 3 /ptoda t a /2 /pubpna/US 1 lC_PUBCOMB 
_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB 



eq: * 
eq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq : * 
. seq: 1 
. seq : 1 
. seq : 1 
. seq : 1 
. seq : 1 
. seq : 1 
. seq : 1 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 
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r 

0 


o 1 


Q 
. O 


31 


.2 


555 


1 o 
LZ 


tto in om /ion ooocnn 
Ub-lU-oUl-4oU-oZoDUU 


Sequence 


828500, 


c 


7 


31 


.4 


30 


.8 


617 


A 


TTO no Qot; n£Cl7\ /tpoooo 

ub— uy — yzD — ub da— 4 o z z z z 


Sequence 


482222, 


c 


p 
0 


31 


.4 


30 


.8 


617 


A 


HQ — nQ — Q.o ^_ncc7\_/ipoooo 
Uo~U j-j^ J UD DA 4 0 Z Z Z 0 


Sequence 


482223, 


c 


Q 


31 


.4 


30 


.8 


617 


A 

4 


tto no qoc n c c t\ /i q o o o /i 
U b - U y - y Z D - U b DA- 4 0 Z Z Z 4 


Sequence 


482224, 


c 


1 U 


31 


.4 


30 


.8 


617 


c 

D 


tto no qor nc^7\ /iqoooo 
Ub~U y-y Z D-U bDA-4 oZZZZ 


Sequence 


482222, 


c 


i i 
1 1 


31 


. 4 


30 


.8 


617 


c 
D 


tto no oot nccL7\ /iqoooo 
Ub-Uy-yZD-Ub DA- 4 o Z Z Z o 


Sequence 


482223, 


c 


1 o 
1 Z 


31 


. 4 


30 


.8 


617 


c 
D 


TTC HQ Q 9 ncC7\ /ipOOO/l 

ub — uy — yzD-ub da— hozzzh 


Sequence 


482224, 




1 o 

1 o 


31 


.4 


30 


.8 


618 


A 

4 


TTO nQ QOC n C C 7\ /IQCnd 

Ub — Uy — yZ D — UbDA— 4 o bUbl 


Sequence 


486061, 




1 A 

1 4 


31 


.4 


30 


.8 


618 


C 
D 


tto no qoc nctT\ /locnci 
US-Uy — yZ D — UbDA-4 o bUbl 


Sequence 


486061, 




1 0 


31 


.2 


30 


. 6 


1428 


Q 

o 


TTO in A 0 11/1 /ICQO 

Ub— ±U— 4ZD— 114— 4DoZ 


Sequence 


4532, Ap 




1 £ 

1 b 




31 


30 


.4 


471 


p 
o 


Uo 1U- ZfiZ DO DA~ H 4 i. b ? 


Sequence 


44169, A 




1 1 
1 / 




31 


30 


.4 


471 


p 
o 


TTO in n P R_ "7 P Q7A _ A A 1 £Q 

Ub — 1U — UoD— 1 o o A— 4 4 1 b y 


Sequence 


44169, A 




1 P 
1 O 


30 


.6 


30 


.0 


541 


b 


tto in rioi coo zionc 
Ub-lU — UZ / — boZ-4Zl /D 


Sequence 


42175, A 




1 Q 

i y 


30 


.6 


30 


.0 


541 


1 


tto in noi coo zionc 
Ub-lU — UZ /-boZ-4Zl /D 


Sequence 


42175, A 




o n 
Z U 


30 


.2 


29 


.6 


1488 


Q 

D 


TTO in TO/I Q*797\ P9 

Ub-lU— /Z4-y / ZA— o Z 


Sequence 


82, Appl 




o i 
Z 1 


29 


.6 


29 


.0 


2162 


Q 

y 


tto in A 9 1; lit; cccto 
Ub— 1U — 4ZD — 11D — DDboZ 


Sequence 


55632, A 


c 


ZZ 


29 


28 


.4 


777 


4 


tto no qoc ncc:7\ Glome 

us-uy— yzD-ubDA— yjz /ub 


Sequence 


932706, 


c 


9 9 
Z o 


29 


28 


.4 


777 


c 


TTO — HQ — Q9CL — n^t;7i_Q0.9'7nC 

ub— uy y zd— ubDA — yoz /uo 


Sequence 


932706, 




0 A 
Z 4 


29 


28 


.4 


1670 


p 
D 


TTO — 1 fl_Z19t;_1 1 Zl — PTRT 
Ub— 1U— 4ZD— 114— o /D / 


Sequence 


8757, Ap 




9 

Z D 


29 


28 


.4 


1676 


p 
O 


TTO — 1 n_/19 c i_1 1 /I _ 1 i opt; 
Ub— 1U— 4ZD— 114— llOOD 


Sequence 


11385, A 




o c 
Z D 


29 


28 


.4 


1678 


o 
O 


tto in /loc 11/1 inQOQ 

us— iu— 4 zd— 114-iuyzy 


Sequence 


10929, A 




27 


29 


28 


.4 


2991 


o 
O 


tto in zio/i coo iono/10 
US -10-4z4-Dyy-lZUZ43 


Sequence 


120243, 


c 


o o 
ZO 


28 


.8 


28 


.2 


201 


y 


ttc in oiq ooo looon 

us- 1 u- / iy-y yj-ioooU 


Sequence 


13830, A 




z y 


28 


. 8 


28 


.2 


520 


D 


tto in fiOl COO OPOOIT 
Ub— 1U-UZ /-boZ-ZoZol / 


Sequence 


282317, 




o n 
o U 


28 


.8 


28 


.2 


520 


I 


tto in noi coo oqoqh 
Ub— 1U — UZ / — boZ-ZoZol / 


Sequence 


282317, 




O 1 

o 1 


28 


. 6 


28 


. 0 


192 


y 


TTO in CO/1 1 O A 7\ 111/1 

Ub-lU-b /4-1Z4A-1114 


Sequence 


1114, Ap 




o o 
oZ 


28 


. 6 


28 


.0 


579 


b 


tto in no"7 coo o/i/i/io 
Ub-lU-UZ / -boZ-o444Z 


Sequence 


34442, A 




o o 
o o 


28 


. 6 


28 


.0 


579 


/ 


tto in noi coo 0/1/1/10 
Ub-lU-UZ / -bJZ-o444Z 


Sequence 


34442, A 


c 


O 4 


28 


. 6 


28 


.0 


9062 


z 


TTO nP "7 P 1 QPC7\ P 

Ub— Uo— /ol— yobA— oD 


Sequence 


85, Appl 


c 


O C 
0 0 


28 


. 6 


28 


.0 


9062 


p 
o 


TTO in 09Q C9/1 QC 

Ub — 1U — oZy — bZ4~oD 


Sequence 


85, Appl 




o c 

$ b 


28 


. 6 


28 


.0 


43009 


b 


tto i n n O "7 1 QO 1 coo 

Ub-lU-Uo / -iyz-iDoz 


Sequence 


1582, Ap 




37 


28 


. 6 


28 


.0 


184868 


1 b 


tto tt ion noc oo 
US-ll-lZl-Uob-oo 


Sequence 


88, Appl 


c 


38 


28 


. 6 


28 


.0 


338702 


b 


tto i n noo 1 no ooo 

us-iu-uo /-iyz-zyz 


Sequence 


292, App 




O Q 

o y 


28 


. 4 


27 


.8 


649 


1 o 
1Z 


tto in oni /ion oqtqao 

ub — iu— oui — 4ou— oo /yu / 


Sequence 


387907, 




H u 


28 


. 4 


27 


.8 


649 


1 9 
X z 


nc:-i ri-9,m _4pn_i nm 

Uo XU OUJ. tOU J.VJUJ.OXO 


Sequence 


1001316, 




41 


28 


. 4 


27 


.8 


1183 


2 


US-08-781-986A-476 


Sequence 


4 7 6, App 




42 


28 


.4 


27 


.8 


1183 


8 


US-10-329-624-476 


Sequence 


476, App 




43 


28 


.4 


27 


.8 


1482 


3 


US-09-828-523A-21 


Sequence 


21, Appl 




44 


28 


. 4 


27 


.8 


1482 


3 


US-09-966-521-17 


Sequence 


17, Appl 




45 


28 


. 4 


27 


.8 


1482 


7 


US-10-429-094-17 


Sequence 


17, Appl 




46 


28 


.4 


27 


.8 


1509 


3 


US-09-828-523A-89 


Sequence 


8 9 , Appl 




47 


28 


.4 


27 


.8 


1509 


3 


US-09-966-521-83 


Sequence 


83, Appl 




48 


28 


.4 


27 


.8 


1509 


7 


US-10-429-094-83 


Sequence 


83, Appl 


c 


49 


28 


.4 


27 


.8 


1598 


9 


US-10-739-930-219 


Sequence 


219, App 


c 


50 


28 


.4 


27 


.8 


4 93 999 


9- 


US- 10- 7 19- 9 93 -67 8 7 


Sequence 


6787, Ap 




51 


28 


.4 


27 


.8 


1223197 


6 


US-10-027-632-179264 


Sequence 


179264, 




52 


28 


.4 


27 


.8 


1223197 


7 


US-10-027-632-179264 


Sequence 


: 179264, 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
I 4,rnpbn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 

536-4. rnpbn. 

start 

Go Back to previoi 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:39:12 ; Search time 105.904 Seconds 

(without alignments) 
1138.902 Million cell updates/sec 

US-10-630-536-4 
102 

1 atttcccaccaatcaacgat tggacataacatgaacatgg 102 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 809770 seqs, 591248006 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



1619540 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09j^EW_PUB.seq:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US06_NEW_PUB.seq: * 

3: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB.seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_NEW_PUB.seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/PCT_NEW_PUB . seq : * 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10_NEW_PUB . seq : * 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USll_NEW_PUB . seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US60_NEW_PUB.seq:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES' 



Result 



% 

Query 
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No. Score Match Length DB ID Description 



c 


1 


29 


.4 


28 


.8 


1909 


6 


US- 


10- 


953- 


349-10555 


Sequence 


10555, A 




2 


28 


.4 


27 


.8 


1530 


6 


US- 


10- 


471- 


571A-1667 


Sequence 


1667, Ap 




3 


27 


. 6 


27 


.1 


2538 


7 


us- 


11- 


217- 


529-81150 


Sequence 


81150, A 


c 


4 


27 


.4 


26 


.9 


808 


7 


us- 


11- 


266- 


748A-366887 


Sequence 


366887, 


c 


5 


27 


.4 


26 


.9 


808 


7 


us- 


11- 


266- 


748A-388674 


Sequence 


388674, 




6 


27 


.4 


26 


.9 


808 


7 


us- 


11- 


266- 


748A-450266 


Sequence 


450266, 


c 


7 


27 


.4 


26 


. 9 


1184 


7 


us- 


11- 


266- 


748A-302007 


Sequence 


302007, 




8 


27 


.2 


26 


.7 


156655 


7 


us- 


11- 


266- 


748A-24308 


Sequence 


24308, A 




9 


26 


. 8 


26 


.3 


2426 


7 


us- 


11- 


266- 


748A-188428 


Sequence 


188428, 


c 


10 


26 


.8 


26 


.3 


2426 


7 


us- 


11- 


266- 


748A-242364 


Sequence 


242364, 




11 


26 


.8 


26 


.3 


66109 


7 


us- 


11- 


266- 


748A-32175 


Sequence 


32175, A 




12 


26 


.8 


26 


.3 


198285 


7 


us- 


11- 


266- 


748A-59857 


Sequence 


59857, A 




13 


26 


.6 


26 


.1 


2432 


6 


us- 


10- 


449- 


902-9730 


Sequence 


9730, Ap 


c 


14 


26 


.6 


26 


.1 


160820 


7 


us- 


11- 


266- 


748A-22501 


Sequence 


22501, A 




15 


26 


. 4 


25 


. 9 


1000 


7 


us- 


11- 


266- 


748A-198483 


Sequence 


198483, 




16 


26 


.4 


25 


. 9 


684973 


7 


us- 


11- 


266- 


748A-32013 


Sequence 


32013, A 


c 


17 


26 


.2 


25 


.7 


1071650 


7 


us 


-11 


-266 


-748A-22664 


Sequence 22664, A 




18 


26 


25 


.5 


1131 


7 


us- 


11- 


217- 


529-82398 


Sequence 


82398, A 




19 


26 


25 


.5 


2552 


7 


us- 


11- 


297- 


315-11 


Sequence 


11, Appl 




20 


26 


25 


.5 


2552 


7 


us- 


11- 


297- 


315-12 


Sequence 


12, Appl 


c 


21 


26 


25 


.5 


128978 


7 


us- 


11- 


266- 


748A-61436 


Sequence 


61436, A 


c 


22 


0 c 




25 


.3 


554 


6 


us- 


10- 


488- 


619-125 


Sequence 


125, App 




23 


o c 

Z O 


Q 


25 


.3 


1000 


7 


us- 


11- 


266- 


748A-115244 


Sequence 


115244, 


c 


24 


o t; 

zo 


Q 
. O 


25 


.3 


1000 


7 


us- 


11- 


266- 


748A-157408 


Sequence 


157408, 


c 


25 


o c 

zo 


O 
. O 


25 


.3 


1000 


7 


us- 


11- 


266- 


748A-202572 


Sequence 


202572, 




26 




o 
. 0 


25 


.3 


1000 


7 


us- 


11- 


266- 


748A-392415 


Sequence 


392415, 




27 


25 


o 
. O 


25 


.3 


1000 


7 


us- 


11- 


266- 


748A-393951 


Sequence 


393951, 


c 


28 


o c 


o 
. 0 


25 


.3 


1000 


7 


us- 


11- 


266- 


748A-464997 


Sequence 


464997, 


c 


29 


o c 
^ a 


o 

. O 


25 


.3 


1000 


7 


us- 


11- 


266- 


748A-483133 


Sequence 


483133, 




30 


o c 


o 
. o 


25 


.3 


1841 


7 


us- 


11- 


266- 


748A-20889 


Sequence 


20889, A 




31 




p 


25 


.3 


1854 


7 


us- 


11- 


266- 


748A-186789 


Sequence 


186789, 




32 


25 


. 8 


25 


. 3 


2237 


6 


us- 


10- 


449- 


902-27089 


Sequence 


27089, A 




33 


25 


. 6 


25 


.1 


1000 


7 


us- 


11- 


266- 


748A-196364 


Sequence 


196364, 




34 


25 


. 6 


25 


.1 


1253 


6 


us- 


10- 


449- 


902-1062 


Sequence 


1062, Ap 




35 


25 


. 6 


25 


.1 


1512 


6 


us- 


10- 


449- 


902-22374 


Sequence 


22374, A 




36 


25 


. 6 


25 


. 1 


4611 


7 


us- 


11- 


217- 


529-191207 


Sequence 


191207, 


c 


37 


25 


. 4 


24 


. 9 


1453 


7 


us- 


11- 


216- 


545-1367 


Sequence 


1367, Ap 




38 


25 


. 4 


24 


.9 


1237661 


7 


us 


-11 


-266 


-748A-29041 


Sequence 29041, A 




39 


25 


.2 


24 


.7 


502 


7 


us- 


11- 


266- 


748A-40402 


Sequence 


40402, A 


c 


40 


25 


.2 


24 


.7 


572 


7 


us- 


11- 


266- 


748A-52577 


Sequence 


52577, A 




41 


25 


.2 


24 


.7 


597 


7 


us- 


11- 


266- 


748A-85668 


Sequence 


85668, A 


c 


42 


25 


.2 


24 


.7 


597 ' 


7 


us- 


11- 


266- 


748A-138479 


Sequence 


138479, 


c 


43 


25 


.2 


24 


.7 


814 


7 


us- 


11- 


266- 


748A-44067 


Sequence 


44067, A 


c 


44 


25 


.2 


24 


.7 


815 


7 


us- 


11- 


266- 


748A-177083 


Sequence 


177083, 


c 


45 


25 


.2 


24 


.7 


874 


7 


us- 


11- 


266- 


748A-181798 


Sequence 


181798, 




46 


25 


.2 


24 


.7 


874 


7 


us- 


11- 


266- 


748A-242312 


Sequence 


242312, 


c 


47 


25 


.2 


24 


.7 


918 


7 


us- 


11- 


266- 


748A-88079 


Sequence 


88079, A 




48 


25 


.2 


24 


.7 


918 


7 


us- 


11- 


266- 


748A-140890 


Sequence 


140890, 


c 


49 


25 


.2 


24 


.7 


1000 


7 


us- 


11- 


266- 


748A-200612 


Sequence 


200612, 




50 


25 


.2 


24 


.7 


1062 


7 


us- 


11- 


217- 


529-849 


Sequence 


84 9, App 


c 


51 


25 


.2 


24 


.7 


1089 


7 


us- 


11- 


266- 


748A-181702 


Sequence 


181702, 


c 


52 


25 


.2 


24 


.7 


1114 


7 


us- 


11- 


266- 


748A-254692 


Sequence 


254692, 


c 


53 


25 


.2 


24 


.7 


1114 


7 


us- 


11- 


266- 


748A-277130 


Sequence 


277130, 




54 


25 


.2 


24 


.7 


1114 


7 


us- 


11- 


266- 


748A-315209 


Sequence 


315209, 


c 


55 


25 


.2 


24 


.7 


1233 


7 


us- 


11- 


266- 


748A-249171 


Sequence 


249171, 


c 


56 


25 


.2 


24 


.7 


1235 


7 


us- 


11- 


266- 


748A-188440 


Sequence 


188440, 


c 


57 


25 


.2 


24 


.7 


1282 


7 


us- 


11- 


266- 


748A-25905 


- Sequence 


2590 5, A " 


c 


"58 


25 


.2 


24 


.7 


1471 


7 


us- 


11- 


266- 


748A-3809 


Sequence 


3809, Ap 


c 


59 


25 


.2 


24 


.7 


3486 


6 


us- 


10- 


517- 


441-556 


Sequence 


55 6, App 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 

4.rst. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-4. rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



July 1, 2006, 04:17:07 ; Search time 3700.06 Seconds 

(without alignments) 
1541.534 Million cell updates/sec 

US-10-630-536-4 
102 

1 atttcccaccaatcaacgat tggacataacatgaacatgg 102 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



96473596 



Database 



EST: 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc : * 


7 




gb__est2 : * 


8 




gb est7:* 


9 




gb_est8: * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_g s s 4.: * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





No . 


Score 


Match 


Length 


DB 


ID 


Description 




1 


34 


. 4 


33. 


7 


858 


12 


CC516020 


CC516020 CH240_361 




2 


32 


. 6 


32. 


0 


781 


10 


DV571328 


DV571328 0058P0009 




3 


32 


.4 


31. 


8 


352 


1 


AA48 3240 


AA483240 ne87h09.s 


c 


4 


32 


.2 


31. 


6 


420 


11 


T\/~\T Oft/lift 

AQ 132 4 70 


AQ132470 HS 3003 A 


c 


5 


32 


31. 


4 


358 


4 


BX117527 


BX117527 BX117527 


c 


6 


oi 


Q 

. o 


31. 


2 


741 


11 


TITTftftAC A ft 

BH920547 


n TT ft ft ft IT /I ft « Jl»T5~nfl 

BH920547 odh72g09. 


c 


7 


31 


c 

. o 


31. 


0 


583 


12 


/-.T-ift/TCCft/"" 

CE7 6557 6 


CE765576 tigr-gss- 


c 


o 
0 


O 1 


. o 


31. 


0 


Ton 

/oU 


3 


BUUU /UU4 


DTTftftTftft^ rtpTTl "5 7\ O ^ 

BUUU /UU4 QGH13AZ4 . 




9 


Q 1 
J 1 


(Z 

. o 


31. 


0 


o o c 

885 


10 


DVO 008 2 4 


fftftftftft^ ^XTT~>Oftft T~\ft 

DV000824 CNB209-D0 




10 


O 1 


c 
. b 


31. 


0 


r» ft 
963 


1 ft 

10 


r\T.7ft ft T 1 O /I 

DWO 31234 


T~\T.Tft O 1 ft O ^ /~» TTTT.T O 1 /~« ft 

DWO 3 12 34 CFW210-C0 




11 


O 1 

ol 


a 
. o 


31. 


0 


1070 


10 


DW671063 


TMYT T 1 ft f ft /~» > TT - * O r ft n 1 

DW671063 CNB363-C1 




12 


31 


c 

. D 


31. 


0 


1077 


9 


DN71592 6 


DN715926 CNB11-H12 




13 


31 


. 6 


31. 


0 


1138 


10 


p,T,7 /-/-ATI O 

DW664718 


t"\t«t f f A ft 1 o /~i ft ft ft /-« ft 

DW664718 CNB327^C0 




14 


31 


. 6 


31. 


0 


1211 


9 


DN713155 


DN713155 CNB06-D06 




15 


31 


. 6 


31. 


0 


1393 


9 


DN687169 


DN687169 CGX51-C11 


c 


16 


31 


. 4 


30. 


8 


417 


4 


BY266232 


BY266232 BY266232 




17 


31 


. 4 


30. 


8 


487 


3 


BQ488932 


BQ488932 30-E9135- 




18 


31 


. 4 


30. 


8 


572 


11 


AQ771527 


AQ771527 HS 5399 A 


c 


19 


31 


. 4 


30. 


8 


659 


12 


CE683008 


CE683008 tigr-gss- 




20 


ft 1 

31 


/i 

. 4 


30. 


8 


850 


8 


CV301701 


CV301701 MM12_H02 


c 


21 


31 


. 2 


30. 


6 


203 


1 


AV264282 


• vpa^xaaa T . TT ft / *iiftriA 

AV264282 AV264282 




22 


31 


. 2 


30. 


6 


710 


11 


AZ2 61111 


AZ261111 RPCI-23-1 




23 


31 


. 2 


30. 


6 


766 


10 


DR814197 


DR814197 ZM_BFb004 




24 


31 


. 2 


30. 


6 


788 


14 


DU654335 


DU 654 335 OG_ABa005 




25 


31 


.2 


30. 


6 


791 


2 


BG501875 


BG501875 602548974 




26 


31 


.2 


30. 


6 


798 


9 


DB2 93067 


T-\n ft n o ft r ft r-\r-» o ft t ft c ft 

DB293067 DB293067 


c 


27 


31 


.2 


30. 


6 


873 


14 


CR180171 


CR180171 Forward s 


c 


28 


31 


.2 


30. 


6 


1133 


14 


AG604 607 


AG604 607 Mus rauscu 


c 


29 


30 


.8 


30. 


2 


593 


5 


CK876164 


CK876164 SGP137428 


c 


30 


30 


. 8 


30. 


2 


745 


3 


BQ853453 


BQ853453 QGB20I21. 


c 


31 


30 


. 8 


30. 


2 


860 


12 


CL098155 


/-^ T O O 1 CC Tpn1 ft/"*»/"\ft 

CL098155 ISB1~3007 




32 


30 


.8 


30. 


2 


867 


1 


AJ821715 


TO O 1 T 1 C TV TO O 1 T 1 c 

AJ8 21715 AJ821715 


c 


33 


30 


.8 


30. 


2 


877 


10 


1-vmft^ftCC^ 

DT74 9554 


t-\ m A C\ C C A TT'cmT lOft^ft 

DT749554 EST118340 


c 


34 


30 


. 6 


30. 


0 


513 


9 


DN777 882 


TMlTft ftftOOft TT«CftftO T^ft 

DN777882 E5778 [C2 




35 


30 


. 6 


30. 


0 


634 


3 


BW2 73512 


T-kT.Tft T ft C T ft OT.Tft ft ft C 1 ft 

BW2 7 3512 BW2 7 3512 




36 


30 


. 6 


30. 


0 


644 


5 


CK534132 


CK534132 rswgbO 00 


c 


37 


30 


. 6 


30. 


0 


702 


3 


BQ510748 


BQ510748 EST618163 




38 


30 


. 6 


30. 


0 


722 


14 


AG162641 


AG162641 Pan trogl 


c 


39 


30 


.4 


29. 


8 


198 


14 


BX964864 


BX964864 Forward s 




40 


30 


.2 


29. 


6 


344 


7 


AW860820 


AW8 60820 QV0-CT038 




41 


30 


.2 


29. 


6 


669 


14 


AG048006 


AG048006 Pan trogl 




42 


30 


.2 


29. 


6 


730 


10 


DT561959 


DT561959 EST107259 


c 


43 


30 


29. 


4 


515 


13 


CZ552456 


CZ552456 M0002497 




44 


30 


29. 


4 


720 


11 


BH932160 


BH932160 odh58g08. 


c 


45 




30 


29. 


4 


834 


13 


CW704484 


CW704484 AIAA-aaa8 


c 


46 


30 


29. 


4 


1097 


1 


AL534616 


AL534616 AL534616 




47 


30 


29. 


4 


1497 


2 


BF788820 


BF788820 602110529 


c 


48 


29 


.8 


29. 


2 


384 


13 


CL887940 


CL887940 abf87c05. 


c 


49 


29 


. 8 


29. 


2 


540 


4 


CB396886 


CB396886 OSTR180H4 


c 


50 


29 


. 8 


29. 


2 


643 


14 


CR076760 


CR0767 60 Forward s 


c 


51 


29 


.8 


.. 2 9.. 


2 


.659 


. 11 


AZ22 6184 - 






52 


29 


.8 


29. 


2 


661 


4 


CA118151 


CA118151 SCBGLR108 




53 


29 


. 8 


29. 


2 


663 


12 


CC154488 


CC154488 CSU-K34.1 



http://es/ScoreAccessWeb/GetItem.action?AppId=10630536&seqId=55 1 548&ItemName=us-... 8/2/06 



SCORE Search Results Details for Application 10630536 and Search Result us-10-630-5...Page 1 of 165 



SCORE Search Results Details for Application 1C 
630-536-5. rge 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 
start I next page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 03:55:42 ; Search time 357.646 Seconds 

{without alignments) 
4291.222 Million cell updates/sec 

US-10-630-536-5 
24 

1 atttgtcggaaggtcgcagtgaga 24 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 6366136 seqs, 31973710525 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



12732272 



Database 



GenEmbl : * 
1: gb_env:* 
2: gb_pat:* 
3 : gb_ph : * 
4 : gb_pl : * 
5 : gb_pr : * 
6 : gb_ro : * 
7: gb_sts:* 
8: gb_sy:* 
9 : gb_un : * 
10: gb_vi:* 
11: gb_ov:* 
12: gb_htg:* 
13: gb_in:* 
1 4 : gb_om : * 
15: gb_ba:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than- or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SUMMARIES 

% 

Result Query 





NO . 


Score 


Match 


Lengtn 


DB 


ID 




Description 




1 

1 




24 


100 


.0 


A A 
Z 4 


Z 


/"■" o a a i 00 /i 
CS001 oZ 4 




CS001824 Sequence 




z 




24 


100 


.0 


14 f 


z 


LoUUl oZ / 




Cbooibz / sequence 




o 




24 


100 


.0 


q c a t a 
y d21U 


1 c 


Y PPMi 1 




AL11/Z11 Yersinia 








24 


100 


.0 


T C\ A a O A 

iuo yo 4 


1 c 
lb 


7\ T7 1 A C O Q /I "7 

Ar 0boy4 / 




AF05394 / Yersinia 


c 


c 




24 


100 


.0 


1 nn q q n 

iuu y y u 


z 


AK4 0/00/ 




7\T!>/I 0*7^0^7 C « ^1 1 ^ ^ 

AR4o/bo/ sequence 


c 


c 
0 




24 


100 


.0 


1 no qq n 


1 ^ 
J. 0 


>vr u / 4 0 11 




Aru/4bii yersinia 




-7 




24 


100 


.0 


iUbolb 


1 £ 
lb 


oil r FnLIrlZ 




ALbiooo4 saimoneii 




Q 
O 




24 


100 


.0 


lUb bfl Z 


1 j 


AtjU 1 / Ufi O 




TV TTI A 7 "7A/1 C Vavf 1' ? 

Aiij0i/04b Yersinia 




Q 

y 




24 


100 


.0 


16 / U^b 


10 


a J b y 0 / z u 




T\ TCQ070H V«>-f-t*-i-i -> 

AJbyo/zo Yersinia 


c 


1 n 
1 0 


19 


.2 


80 


.0 


1 y 0 Z 0 Z 


1Z 


C I UZ b / Zo 




PTA0C707 t-\„____'i_ J 7 

ciuzb/Zo Drosopnii 


c 


i 1 
1 x 


18 


.2 


75 


.8 


1U14 


b 


nvo 0^ cai 
/\I jODjUI 




AXOObDUl JYIUS muscu 




1 9 

1Z 


18 


.2 


75 


.8 


1 y 0 *t 


b 


Dp (\ A O £T-7 Q 

dl.04 0 b / y 




ticu4ob/y mus muscu 


c 


1 O 


18 


.2 


75 


.8 


Z 4 4 b 


7 "3 

lo 


a i oy bOby 




AYoybOby Drosopnii 


c 


1 /I 
1 4 


18 


.2 


75 


.8 


*3 /i a 1 
J 4 bl 


A 

z 


uyb / 0 66V 




cyb/oooO sequence 




1 C. 
1 b 


18 


.2 


75 


.8 


0 b OZ 


b 


\jrr T C r~* T> D7\ 7\ O 

MUoCjI FAAr 




D11374 Mus musculu 




1 £ 
1 D 


18 


.2 


75 


.8 


TCI Q 

0 o 1 y 


Z 


AKObZ 66 y 




7\Dn^077Q Ca/viian/i a 

AKObZooy sequence 




1 "7 
1 / 


18 


.2 


75 


.8 


O C 1 O 

0 b 1 y 


0 

z 


7VDAQ01 1 O 

AKOy J11Z 




AKoyoiiz sequence 




18 


18 


.2 


75 


.8 


3519 


2 


T71 n "i O O A 

Ello 90 




E11890 cDNA encodi 




1 Q 

1 y 


18 


.2 


75 


.8 




z 


AKZ 141/1 




AKZ141/1 sequence 




0 a 
Z 0 


18 


.2 


75 


.8 


O C /T Q 


b 


BC0b4 oZ4 




BC0b4oZ4 MUS ITIUSCU 




0 1 
Z 1 


18 


.2 


75 


.8 


0 /41 


b 


AKZZ0 4 1 Z 




AKZZ04/Z MUS ITIUSCU 




22 


18 


.2 


75 


.8 


6645 


2 


AR052 34 1 




AR0bZ341 Sequence 




2 3 


18 


.2 


75 


.8 


6645 


2 


AR093114 




AR093114 Sequence 




2 4 


18 


.2 


75 


.8 


a a a c 

6645 


2 


T7> T IOOO 

Ello 92 




Elloyz DNA encoam 




A C 

2 b 


18 


.2 


75 


.8 


664 5 


2 


AR214 1 /3 




ARZ141 /o sequence 




2 6 


18 


.2 


75 


.8 


12432 


6 


D8784 9 




D87849 Mus musculu 


c 


27 


18 


.2 


75 


.8 


34159 


13 


DMC1 65H7 




TIT AAA1 OO 1~\ w>>» « A »U T 

AL009188 Drosopnii 


c 


28 


18 


.2 


75 


.8 


38 5 91 


13 


CECb 4E10 




Z81487 Caenornabai 


c 


O A 

2 y 


18 


.2 


75 


.8 


424 73 


1 a 
12 


7\/^"AO AAQO 

acoz ooyo 




Acozooyo Drosopnii 




30 


18 


.2 


75 


.8 


C A c 0 1 

50531 


b 


AC 1 4 b 4 b / 




ACl4b4b/ Pan trogl 


c 


31 


18 


.2 


75 


.8 


87 740 


13 


TV T7> A A O /I 1 1 

AE0034 1 /_ 


6 


Continuation (4 of 


c 


32 


18 


.2 


75 


.8 


T 1 T A A Q 
11/049 


c 
b 


Acoio yy / 




Acoioyb / Homo sapi 


c 


66 


18 


.2 


75 


.8 


T T OCT 1 *) 

llob /Z 


C 

b 


7\T 1 OO/IAQ 

ALloo 4 Oo 




7\T 7 OO/IAO Unrvnn r>> t 7\ 

ALioo4 0o Human dna 




04 


18 


.2 


75 


.8 


1 C3QTQ 

1 bo 0 / 0 


b 


AC 1 0 4 b b 6 




ACio4bbo nus muscu 


c 


60 


18 


.2 


75 


.8 


1 bo boy 


c 

b 


7\/~«A01 Q1 O 

AC 0 Z 1 0 1 0 




Acozioio Homo sapi 


c 


0 O 


18 


.2 


75 


.8 


1 *7 A 1 O £ 

1 /Olob 


1 6 


7\A"1 ACTT/l 

AC 10b/ / 4 




J\Pl DC77/I r>.„____i_' "1 

ACiob / /4 Drosopnii 




6 1 


18 


.2 


75 


.8 


X / 0 / y o 


1Z 


AC 0 Z 1 0 4 b 




ACUZio4b Homo sapi 




60 


18 


.2 


75 


.8 


1 1 1 Q OA 

1 / 1 y yo 


b 


AC 11 / Z 4 0 




AC11/Z40 mus muscu 




0 y 


18 


.2 


75 


.8 


1 / 4 / bZ 


c 

b 


7\/*«i / erne 
AC 1 4 b 0 / b 




ACi4bO/b Fan urogi 




/1 a 

4 0 


18 


.2 


75 


.8 


1 a 0 a "7 /1 

192 074 


6 


AL8 4 0 63 9 




ALo4 0bJy Mouse DNA 


c 


/I 1 

41 


18 


.2 


75 


.8 


0 n n 0 n /C 

2008 96 


6 


AC 15 9 251 




ACibyzbi Mus muscu 




42 


18 


.2 


75 


.8 


243976 


6 


n^«*l CAT AO 

AC 159193 




AC1 59193 Mus muscu 


c 


A O 

4 3 


17 


.8 


74 


.2 


A O A O 

4 843 


b 


TV T*3 A O C 1 A^ 

AB035 196 




ABOobiyb Homo sapi 




4 4 


17 


.8 


74 


.2 


6154 


1 c 

15 


TV T-lO O T A C O 

AF337952 




AF337952 Azoarcus 




45 


17 


.8 


74 


.2 


7 037 


2 


AX344 372 




AX344372 Sequence 


c 


4 6 


17 


.8 


74 


.2 


105321 


5 


AL 9 2 8 7 1 1 




AL928711 Human DNA 




47 


17 


.8 


74 


.2 


110000 


12 


CT005250 


0 


CT005250 Leisnmani 


c 


48 


17 


. 8 


74 


.2 


110000 


15 


CR555306 


13 


Continuation {14 o 




49 


17 


.8 


74 


.2 


110000 


15 


AE017143 


08 


Continuation (9 of 




50 


17 


.8 


74 


.2 


124581 


5 


BX649364 




BX649364 Human DNA 




51 


17 


.8 


74 


.2 


136088 


5 


AL139426 




AL13942 6 Human DNA 


c 


52 


17 


.8 


74 


.2 


173910 


5 


BX855602 




BX8 55 602 Human DNA 


c 


53 


17 


. 8 


74 


.2 


186829 


5 


BX640519 




BX640519 Human DNA 




54 


17 


. 6 


73 


.3 


.... .633 


7 


BV27 9472 




BV2 79472 S232P6452 




55 


17 


. 6 


73 


.3 


667 


7 


BV638707 




BV638707 S216P6176 




56 


17 


. 6 


73 


.3 


2656 


13 


AF541879 




AF541879 Branchios 
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I SCORE Search Results Details for Application lOi 
| Search Result us-10-630-536-5,rng M 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 
start I next page 

i 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 

Scoring table; 



Searched: 



July 1, 2006, 03:53:57 ; Search time 144.689 Seconds 

(without alignments) 
1156.508 Million cell updates/sec 

US-10-630-536-5 
24 

1 atttgtcggaaggtcgcagtgaga 24 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



10489840 



Database 



N_Geneseq__8 : 



1 

2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl990s : * 
geneseqn2000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2 002as : * 
geneseqn2 002bs : * 
geneseqn2003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2 003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
- score greater than" or equal to the score "of the result being printed, 
and is derived by analysis of the total score distribution. 
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SUMMARIES 

% 

Result Query 





NO . 


Score 


Match Length 


no 
Ud 




Description 




1 


24 


100 


.0 


24 


1 A 




Auvu4o /u Yersinia 




9 
Z 


24 


100 


.0 


147 


1 A 


7\ T"Yl7Tl A Q 9 9 

ALJV U o / o 


Aavu4o/v5 Yersinia 


c 


9 


24 


100 


.0 


100990 


1 9 
XZ 


7\nTQ/i /I m 
AJJJ y fi H u / 


Ad3y44U/ Yersinia 


c 


/I 
4 


X o 


9 
. Z 


75 


.8 


3461 


A 

H 


7\DT ncoQo 

ABLu o o y o 


ADlOoayy Drosopnil 




c 

3 


1 Q 
X o 


9 
. Z 


75 


.8 


3500 


9 
Z 


7\7\rp797ft9 


Aau/z/oZ Mouse int 




b 


1 ft 
X o 


9 
. Z 


75 


.8 


3519 


9 
Z 


AAI boUUU 


AatobOOO Mouse eel 




9 


1 ft 
x o 


9 
. Z 


75 


.8 


6645 


9 

z 


AA.I bDUUZ 


AatboUUz Mouse eel 




Q 
O 


1 9 
X / 


Q 


74 


.2 


7037 


c 
D 


nni/o 1 9 7 C 


ADKJXJ/b bignax cr 


c 


Q 

y 


1 9 
X / 




73 


.3 


10497 


A 

H 


7\ A VC 9 9 n 9 

AAKb / oUZ 


AaKb/JUZ Human lmm 




i n 
X U 


1 7 
X / 


• D 


73 


.3 


10497 


A 

H 


7\ 7\ VQ 

AAKo oX bb 


AaKooXbb Human imm 




i i 
1 X 


1 7 

X / 


. D 


73 


.3 


171324 


1 1 
X X 


TvpTvIZ! 9 ft Q 9 


Acn4 o o y z Mouse gen 




1 Z 


1 7 
X / 


9 
. Z 


71 


.7 


19639 


9 

z 


7\7\V99Q9 /I 

AAXZooZ 4 


AaxzooZ4 o. xongis 




1 9 


1 7 

X / 


9 
. Z 


71 


.7 


76574 


A 


AbLU J 4 jo 


adxuo4oo Drosopnix 


c 


1 A 
X H 


1 7 
X / 


9 
. Z 


71 


.7 


226215 


1 1 

XX 


AUN 4 O X 4 b 


Acn4oX4b Human gen 




1 ^ 
X O 


X D 
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SCORE Search Results Details for Applicatior 
I 10630536 and Search Result us-10-630-536-5. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 

S.rni. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: July 1, 2006, 04:28:37 



Search time 29.4545 Seconds 
(without alignments) 
1524.607 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-630-536-5 
24 

1 atttgtcggaaggtcgcagtgaga 24 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2807332 



Post-processing : 



Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database 



Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ 

2 : /EMC_Celerra__SIDS3/ptodata/2/ 

3 : /EMC_Celerra_SIDS3/ptodata/2/ 

4 : /EMC_Celerra_SIDS3/ptodata/2/ 

5 : /EMC_Celerra_SIDS3/ptodata/2/ 

6 : /EMC_Celerra_SIDS3/ptodata/2/ 

7 : /EMC_Celerra_SIDS3/ptodata/2/ 

8 : /EMC_Celerra_SIDS3/ptodata/2/ 

9 : /EMC_Celerra_J3IDS3/ptodata/2/ 

10 : /EMC_Celerra_SIDS3/ptodata/2 



ina/l_COMB.seq:* 
ina/5_COMB. seq: * 
i na / 6A_COMB .seq:* 
ina/6B_COMB. seq: * 
ina/7_COMB.seq:* 
ina/H_COMB.seq:* 
ina/PCTUS_COMB . seq : * 
ina/PP_COMB. seq: * 
ina/RE_COMB . seq : * 
/ina/backf ilesl .seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% - 
Query 

Match Length DB 



ID 



Description 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
5-rnpbm, 
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Retrieve Application 
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Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 

536-5. rnpbm. 

start 



Go Back to previous 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



July 1, 2006, 04:38:10 



Search time 334.105 Seconds 
(without alignments) 
882.666 Million cell updates/sec 



US-10-630-536-5 
24 

1 atttgtcggaaggtcgcagtgaga 24 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



37784340 



Post-processing: 



Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database 



Published_Applic 

1: /EMC_Celerra 

2 : /EMC_Celerra 

3 : /EMC_Celerra 

4 : /EMC_Celerra 

5 : /EMC__Celerra 

6: /EMC_Celerra 

7: /EMC_Celerra 

8: /EMC_Celerra 

9: /EMC_Celerra 

10: /EMC_Celerra 

11: /EMC_Celerra 

12: /EMC_Celerra 

13: /EMC_Celerra 
14 : - /EMC_Celerra 

15: /EMC_Celerra 

16: /EMC Celerra 



ations_NA_Main : * 

S IDS3 /ptodata 12 /pubpna/US 07_PUBCOMB . s 
SIDS3/ptodata/2/pubpna/US08_PUBCOMB.s 
SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. 
SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. 
SIDS3 /ptodata /2 /pubpna/US 09C_PUBCOMB. 
SIDS3/ptodata/2 /pubpna/US 10A_PUBCOMB. 
SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. 
SIDS3/ptoda ta/2 /pubpna/US 10C_PUBCOMB. 
SIDS 3 /ptodata /2 /pubpna/US 10D_PUBCOMB. 
_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB 
SIDS3/ptodata/2/pubpna/US10F_PUBCOMB 
_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB 
J3IDS3/ptodata/2/pubpna/USllA_PUBCOMB 
_SIDS3/ptodata/2/"pubpna/USllB_PUBCOMB 
SIDS3/ptodata/2/pubpna/USllC_PUBC0MB 
_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB 



eq: * 
eq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
. seq: * 
. seq : * 
. seq : * 
. seq: * 
. seq: * 
. seq : * 
. seq: * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 
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Result Query 

No. Score Match Length DB ID Description 
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SCORE Search Results Details for Application 
1 10630536 and Search Result us-10-630-536-5.rn 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6i 

S.rnpbn. 

start 

Go Back to pre* 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: July 1, 2006, 04:39:12 



Search time 24.9187 Seconds 
(without alignments) 
1138.902 Million cell updates/sec 



Title : US-10- 630-536-5 

Perfect score: 24 

Sequence: 1 atttgtcggaaggtcgcagtgaga 24 

Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 809770 seqs, 591248006 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



1619540 



Database : 



Published_Applications_NA_New: * 

SIDS3/ptodata/2/pubpna/US09_NEW_PUB. seq: * 
__SIDS3/ptodata/2/pubpna/US06_NEW_PUB. seq:* 
_SIDS3/ptodata/2/pubpna/US07_NEW_PUB. seq:* 
SIDS3/ptodata/2/pubpna/US08_NEW_PUB. seq: * 
__SIDS3/ptodata/2/pubpna/PCT_NEW_PUB.seq: * 
_SIDS3/ptodata/2/pubpna/US10_NEW_PUB. seq:* 
J3IDS3/ptodata/2/pubpna/USllJJEW_PUB.seq:* 
_SIDS3/ptodata/2/pubpna/US 60_NEW_PUB . seq : * 



/EMC_Celerra_ 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC_Celerra] 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC__Celerra~ 
/EMC Celerra 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No . Score Match Length DB ID 



Description 
Sequence 8774, Ap 



17.2 



71.7 1870 6 US-10-449-902-8774 
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ooUbyi , 




c n 
b U 


1 0 




bb . 


U 


/I O O 

4 0 0 


1 


TTC 

Ub - 


1 1 
11 


- Z b b~ 


7/lQ7\ /lC9Q7n 

/ fl oA-fl bo y / U 


Sequence 


/l £ 9 Q 7 n 

4 bo y / U , 


c 


b i 


1 c: 


. b 


bb . 


U 


Q 9 Q 

boy 


7 


TTC 

Ub- 


1 1 
11 


-Z bb- 


7/IQ71 9 1 /I CQO 

/ floA-Zlflby 0 


Sequence 


9 1 A tr q 9 
Z 14 by 0 , 




bz 


lb 


. 6 


6b . 


0 


839 


/ 


US- 


11 


-26b- 


"7/10T\ OOT1 /I /I 

/ fl oA— Z 0 /lfl 4 


Sequence 


Zo /144 , 




c o 
3 O 


lb 


r 

. b 


bb . 


r\ 
V 


1 UUU 


-7 

/ 


us - 


11 


0 a c. 

-Z bb- 


"7/iot\ onoonc 
/floA-ZUZoUb 


Sequence 


ZUZoUb , 




C /I 

0 4 


1 c 

lb 


. b 


bb . 


0 


1 n r\ n 
1 UUU 


/ 


us - 


1 1 
11 


0 a c 
- Z b b- 


"7/107\ 00 om c 

/floA-ZZoU / b 


Sequence 


0 0 t r> "7 c 
ZZoU / b , 


c 


b O 


lb 


. 6 


65 . 


0 


1000 


7 


us - 


11 


**i C C 

-Zoo- 


/ fl 0 A- Z 8 Z 7 2 fl 


Sequence 


O O O T T /l 

ZoZ /Z 4 , 




0 D 


lb 


. 6 


bb . 


0 


1000 


/ 


US- 


1 1 
11 


oca 

-Zoo- 


/ 4 8A-Z yOlz 8 


Sequence 


0 q n i 00 

zyUlzo , 




o / 


i 

X 0 


. b 


bo . 


u 


i nnn . 

1UUU 


7 
1 


TTO _ 


1 1 
X X 




7ziPn — 9nQ9^zi 

1 H On O U y O 0 fl 


0 equence 


9n Q 9 £Z1 

O U _/ O O 4 , 


c 


58 


15 


. 6 


65. 


0 


1000 


1 


us- 


11 


-266- 


748A-341557 


Sequence 


341557, 


c 


59 


15 


. 6 


65. 


0 


1000 


1 


us- 


11 


-266- 


748A-392248 


Sequence 


392248, 




60 


- 15 


.6 


65. 


0 


1000 


7 - 


us- 


11 


-2 66- 


748A-401301 " 


Sequence 


401301, 


c 


61 


15 


.6 


65. 


0 


1000 


7 


us- 


11 


-266- 


748A-472347 


Sequence 


472347, 




62 


15 


.6 


65. 


0 


1000 


7 


us- 


11 


-266- 


748A-482966 


Sequence 


482966, 
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| SCORE Search Results Details for Application 
| 10630536 and Search Result us-10-630-536- 
| 5-rst- 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-5. rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: July 1, 2006, 04:17:07 ; Search time 870.603 Seconds 

(without alignments) 
1541.534 Million cell updates/sec 

Title: US-10-630-536-5 
Perfect score: 24 

Sequence: 1 atttgtcggaaggtcgcagtgaga 24 



Scoring table: 



Searched: 



I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



96473596 



Database 



EST:* 

1: gb_estl:* 

2: gb_est3:* 

3: gb_est4:* 

4: gb__est5:* 

5: gb_est6:* 

6: gb_htc:* 

7: gb_est2:* 

8: gb_est7:* 

9: gb_est8:* 
10: gb_est9:* 
11: gb_gssl:* 
12: gb_gss2:* 
13: gb_gss3:* 
14 : gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 


Score 


Match Length 


pin 
UD 


ID 


Description 




1 


19 


.2 


80 


.0 


412 


1 
1 


t3 tr i o o o o c 
oe 133 330 


BF133335 601645923 




ft 

z 


19 


.2 


80 


. 0 


766 


1 ft 

12 


CC313yoo 


CC313955 TAM32-32E 


c 


3 


18 


. 8 


78 


.3 


860 


/ 


nri Q r 1 ft ft 1 

BE961221 


P>T"«A/""10A1 /"AT/^/OOA/1 

BE961221 601648294 




/I 

fl 


18 


.2 


75 


. 8 


250 


i a 
1U 


W4 3 y 4 O 


T.T/IOQ/1C m«TO«A1 

w^3y^b mc/zcui.ri 




c 

o 


18 


.2 


75 


.8 


431 


i 


AAb4 b / bl 


AAb^b/bl ve43ciu.r 




D 


18 


.2 


75 


.8 


439 


ft 

z 


np 1 A C ft £ ft 

Dljl40y bZ 


BGifibybz uuybau/.y 




1 


18 


.2 


75 


.8 


468 


1 U 


Wo30 y b 


wo3byb mr3ucu3.n 




o 
0 


18 


.2 


75 


.8 


499 


1 


7A T 1 QOQ7Q 

a±±oz y / o 


7\T1 nKQOal 1 v 

ai i o z y / o ud y z a i x . r 




y 


18 


.2 


75 


.8 


546 


1 


7\T1 Q91 CO 

AlloZ loo 


ATI POI CO ii/t£y|K1 1 v- 

AlloZlbo UCb4Dll.r 




i n 


18 


.2 


75 


.8 


548 


1 


AA.fi / 0 b 4 y 


AA^/ob4y vnzzeu^.r 


c 


1 1 


18 


.2 


75 


.8 


549 


3 


dUd fUH/D 


OT T C 1 A A 1 C lViTP* A 1 A C O T'A 

B U b / U 4 / b MC U 1 U b o FU 




1 9 


18 


.2 


75 


.8 


569 


1 


7\7\O"7ftO.0A 

AAZ / z y Z U 


aaz / z y z u va 4 1 r u z . r 






18 


.2 


75 


.8 


573 


1 


AAZ / 3 Z 0 4 


AAZ /3Zo4 VCU1CU4 .r 




1 A 
1 4 


18 


.2 


75 


.8 


588 


2 


BGZZ o 3Z / 


BGZZo3Z / UX41Il)o .X 




1 C. 


18 


.2 


75 


.8 


596 


c 
O 


Ll\133Uy3 


CK133Uy3 RhjlDH f Z. . 0 




1 0 


18 


.2 


75 


.8 


644 


1 A 
1U 


T.T C T ft 1 O 

WO /Z 13 


wb /zi3 mab yeuy . ri 






18 


.2 


75 


.8 


646 


1 


A±ib4 byz 


Till c /i /r Q 0 ii/JOT v» 

Allb^byz ua3/l(J/.r 


c 


1 Q 


18 


.2 


75 


.8 


647 


3 


byi / 4 y bz 


DA1 T/| OCO TTT V/T n TO 

BQl/^ybZ Ul-M-UJZ- 




l y 


18 


.2 


75 


.8 


649 


/ 


AW 41 / bD3U 


AW4/bb3(J uq//clz.y 




o a 


18 


.2 


75 


. 8 


668 


2 


"DTAOftC/lft 

BI082 542 


nT^OOC A O /^AAOT'7ftn ft 

BI082542 602877919 




ft T 

2 1 


18 


.2 


75 


.8 


686 


1 


AV08 8 47 9 


AV08847 9 AV08 84 7 9 


c 


ft o 

22 


18 


.2 


75 


.8 


829 


T ft 

13 


nun O 1 C ft ft 

DUO 9157 3 


Hi TAA1CTO TAAOAO m ^ 

DU0yl573 100803 TO 




ft o 

2 3 


18 


.2 


75 


.8 


843 


2 


BG97 5 5 64 


BG97bb64 602845268 




2 4 


18 


.2 


75 


.8 


856 


4 


t~it\ c\~i *i c ft ft 

CA97 7 500 


CA977 50 0 AGENCOURT 




o c 

2 5 


18 


.2 


75 


.8 


998 


/ 


r>T7>l 1 A ft ft ft 

BF124 739 


BF124739 601761422 




2 b 


18 


.2 


75 


. 8 


999 


1 A 
14 


CNSU bZWb 


AL^ZZobu T3 end or 


c 


ft *7 

2 / 


18 


.2 


75 


.8 


1160 


r 
D 


7\ i/Ti a C O £ c 

AKUU b o bb 


AKUubc5bb Mus muscu 




o o 
2 o 


18 


.2 


75 


.8 


2802 


b 


7\ i/A ft O 1 CI 

AKU2 o lol 


AKUZolbl Mus muscu 




ft Q 

2 y 


18 


.2 


75 


.8 


3457 


b 


Ai\iby y^o 


AKibyy^b mus muscu 




o a 


18 


.2 


75 


.8 


3520 


6 


AK14 9669 


AK149669 Mus muscu 




3 1 


18 


.2 


75 


.8 


3538 


b 


AJ\13 ID to 


AKi3/b/o mus muscu 




JZ 


18 


.2 


75 


.8 


3813 


b 


7\vi coon 
AAlO bZ o U 


AKiobZoU mus muscu 


c 


o o 
J 3 


17 


.8 


74 


.2 


655 


11 


BZ11 dOUd 


BZ116006 CH230-510 






17 


.8 


74 


.2 


659 


11 


T3TJQ QTTC/I 


DUQOT1C/I Tom C/IQi 

BHoo//b4 LBUlb4oa. 


c 


3 D 


17 


. 8 


74 


.2 


667 


1 


nn f| Q C Q A/1 

obU y 0 3U4 


DDuyb3U*i BBuyb3U4 


c 


3 b 


17 


.8 


74 


.2 


747 


o 
o 


CNU3 y b4o 


CNU3yb4o nm 3Zn oz 


c 


3 1 


17 


. 8 


74 


.2 


800 


2 


BGiy oo43 


op*1 QCO/IO T3pmi Cl A/1 

BGiybo43 RSTlblU4 


c 


38 


17 


.8 


74 


.2 


810 


13 


t>tt1 T A A T C 

Dull 9015 


DU119015 KBrH097Pl 


c 


o o 

39 


17 


.8 


74 


.2 


812 


10 


DT82 9517 


l-v m n 0 n c 1 *~7 xn/^p»^/i /~«t~> 

DT829517 LB0044.CR 


c 


a a 


17 


. 8 


74 


.2 


822 


i a 
1U 


DTo b / b / y 


nmOCTCTO TOAACOO r* 

DTob/b/y LBUUb3Z.C 


c 


A 1 
4 1 


17 


. 8 


74 


.2 


949 


c 


CK404 641 


CK404641 AUF IfHak 


c 


42 


17 


. 8 


74 


.2 


1394 


12 


CC258210 


CC258210 CH261-175 


c 


43 


17 


. 6 


73 


.3 


262 


14 


CR089939 


CR089939 Reverse s 




44 


17 


. 6 


73 


.3 


294 


8 


CV427205 


CV427205 RC6-ET008 


c 


45 


17 


. 6 


73 


.3 


406 


8 


C0593747 


C0593747 DG2-86cl3 


c 


46 


17 


. 6 


73 


.3 


427 


12 


CE438745 


CE438745 tigr-gss- 




47 


17 


. 6 


73 


.3 


453 


3 


BU830938 


BU830938 T015A11 P 


c 


48 


17 


. 6 


73 


. 3 


513 


8 


C0616233 


C0616233 DG9-155al 




49 


17 


. 6 


73 


. 3 


522 


2 


BF963391 


BF963391 QV2-NN004 


c 


50 


17 


. 6 


73 


.3 


542 


8 


CO688501 


CO688501 DGll-246o 




-51 


17 


.6 


73 


. 3 


548 


11 


" AQ4 8 4393 


AQ484393 RPCI-11-2 




52 


17 


. 6 


73 


.3 


585 


1 


AL683669 


AL683669 AL683669 


c 


53 


17 


. 6 


73 


.3 


609 


2 


BG348685 


BG348685 dadl6d09. 
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SCORE Search Results Details for Application 1C 
630-536-6.rge 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 
start I next page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence: 



July 1, 2006, 03:55:42 ; Search time 342.744 Seconds 

(without alignments) 
4291.222 Million cell updates/sec 

US-10-630-536-6 
23 

1 cgtcgatgactttctgacggcac 23 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



12732272 



Database 



GenEmbl : 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



gb__env: * 
gb_pat : * 
gb_ph : * 
gbjpl : * 
gb_pr : * 
gb_ro : * 
gb_sts : * 
gb_sy : * 
gb_un : * 
gb_vi : * 
gb_ov: * 
gb_htg : * 
gb_in: * 
gb_om : * 
gb_ba : * 



Pred. No. is the number of results predicted by chance to have a 
-score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SUMMARIES 

% 

Result Query 





No . 


Score 


Match 


Length 


DB 


ID 


Description 




1 




23 


100 


.0 


23 


2 


CS001825 


CS001825 Sequence 


c 


o 

z 




23 


100 


.0 


147 


Z 


CSUUloz / 


CS001827 Sequence 


c 






23 


100 


.0 


9 6210 


15 


YPPMT1 


AL117211 Yersinia 


c 






23 


100 


.0 


xuuy o4 


15 


7\ OA C O Q /I "7 

ArU53y4 / 


AF053947 Yersinia 




r 
0 




23 


100 


.0 


iuuy yu 


o 
z 


AR4o / bo / 


AR487637 Sequence 




b 




23 


100 


.0 


iuu y y u 


1 5 


7\ U"A 1 A C 1 1 

Ah U / 4 bl 1 


AFU/4611 Yersinia 


c 


1 




23 


100 


.0 


lUoolb 


1 3 


o rn v n r>ijr»Tkiro 
blx r FrlLMZ 


AL5iJ3o4 salmonell 


c 


Q 

o 




23 


100 


.0 


i c\ a c a o 

!Ubb4Z 


1 0 


AhU 1 / U4 5 


Abui /U45 Yersinia 


c 


Q 

y 




23 


100 


.0 


13 / Uo b 


1 R 
15 


AJbyy /zu 


AJ6yo/zU Yersinia 




i n 
1 u 


19 


.8 


86 


.1 


11UUUU 


A 

4 


AFUUoZlb Ubo 


Continuation (69 o 




1 1 


19 


.8 


86 


.1 


i i a a nn 
X 1UUUU 


4 


7\rm coto acq 

AhjUiby5y ubo 


Continuation ( 69 o 




1 o 

lz 


19 


.8 


86 


.1 


1 "3 1 C C O 

13 / 5bo 


4 


ACUyol to 


Acuyii/o oryza sat 


c 




19 


.4 


84 


.3 


1 O A O C 

12 026 


15 


AEUU51Uy 


AE005109 Halooacte 




1 A 


19 


. 4 


84 


.3 




1 0 
J.Z 


AU J. z u o o b 


AtlZUoob mus muscu 






19 


.4 


84 


.3 


z u y 6 5 b 


b 


AJjoUb5Z5 


TV T OAf"COC X /T — , - _ _ T-VKTTV 

ALoU65Z5 Mouse DNA 


c 


1 b 


18 


. 4 


80 


.0 


lUo y / 5 


4 


ay / u z y / y 


TV \r TAOATO _ -—^ — J 

AY/Uzy/y capsicum 




1 "7 

1 / 


18 


.2 


79 


.1 


1 1 A A A A 
I 1U UUU 


4 


AFUUozlz 114 


Continuation (115 




1 Q 

1 o 


18 


.2 


79 


.1 


T T A A A A 
11UUUU 


A 

4 


7\T>AAOOA"7 AOO 

ArUUHZU / UoZ 


Continuation (33 o 




i y 


18 


.2 


79 


.1 


1 O O A 1 O 


4 


7VAAACAC A 

APUU6U54 


AP006054 Oryza sat 




o a 
z u 


18 


.2 


79 


.1 


lb// bl 


4 


7\DAAOOAQ 

APUUoZUy 


APUUoZuy oryza sat 


c 


O 1 

Z 1 


17 


.8 


77 


.4 


O C O A 

8 524 


15 


7\01 AACAA 

AB1UU5UU 


AB100500 Selenomon 




ZZ 


17 


.8 


77 


.4 


4411/ 


i o 
13 


AY 19 094 6 


AY190946 Drosophll 




O O 

23 


17 


. 8 


77 


.4 


110000 


4 


CR382131 13 


Continuation (14 o 


c 


O /I 

2 4 


17 


.8 


77 


.4 


1 1 A A A A 

110000 


1 o 

12 


CT005271 16 


Continuation (17 o 


c 


o c 

2 5 


17 


. 8 


77 


.4 


i i n n n a 

110000 


15 


AE004969 06 


Continuation (7 of 




2 6 


17 


.8 


77 


.4 


1 1 A A A A 

110000 


15 


r< n A A A 1 r\ r\ AO 

CP000100 08 


Continuation (9 of 


c 


2 7 


17 


. 8 


77 


.4 


110000 


15 


AP008231_07 


Continuation (8 of 


c 


2 8 


17 


. 4 


75 


.7 


14 32 


4 


AK107 315 


AK107315 Oryza sat 




z y 


17 


.4 


75 


.7 


T T A A A A 
11UUUU 


15 


T37\AAAA/IA CO 

BAU U U U 4 U 53 


Continuation (54 o 




oU 


17 


.2 


74 


.8 


"7 O O 

738 


2 


AX436604 


AX436604 Sequence 


c 


31 


17 


.2 


74 


.8 


O £T O A 

y bo U 


15 


TV vQl oooo 

ay y / Z o z z 


AY972822 Rnodotner 


c 


3Z 


17 


.2 


74 


.8 


C C O Q A 


Z 


r>ACA"3 /I 1 A 

CQbUo 41U 


CQ603410 Sequence 


c 


6 3 


17 


.2 


74 


.8 


b4 / y y 


lo 


r'FiAAAOl O 

CPUU UZ1Z 


cpuuuziz Drosopnii 


c 


6 4 


17 


.2 


74 


.8 


£ c o o o 
bbo 


1Z 


AC 1 U 1 b 5 5 


AClUlb55 MUS muscu 




•j 5 


17 


.2 


74 


.8 


1 1 A A A A 
111) UUU 


A 

4 


APUUo Z13 U / b 


Continuation (77 o 




3 D 


17 


.2 


74 


.8 


t 1 A A A A 
11UUUU 


4 


APUUoZlo Z45 


Continuation (24 6 




3 / 


17 


.2 


74 


.8 


n 1 A A A A 
11UUUU 


lz 


APUU 64 yi_u 


AP006491 Cyanidios 




O Q 
3 O 


17 


.2 


74 


.8 


1 1 A A A A 
11UUUU 


1 c 
15 


ALUUZUyo 14 


Continuation (15 o 


c 


"D o 

3 9 


17 


.2 


74 


.8 


T T A A A A 

110000 


15 


AE004969 07 


Continuation (8 of 


c 


/i a 
4 U 


17 


.2 


74 


.8 


T 1 A AAA 

110000 


15 


/^T~»AAAAO^ OA 

CP000086 20 


Continuation (21 o 


c 


4 1 


17 


.2 


74 


.8 


1 T A A A A 

110000 


15 


P n A A A 1 A O AA 

CP000142_00 


/"«T">AAA1 A O T"i^1— ..A.^ 

CP000142 Pelobacte 


c 


A O 

42 


17 


.2 


74 


.8 


110000 


15 


TTK/rci COIOOC lO 

RME591985 13 


Continuation (14 o 




4 3 


17 


.2 


74 


.8 


110807 


6 


TVT4AAOT OA 

AP00318 4 


AP00318 4 Mus muscu 




4 4 


17 


.2 


74 


.8 


1358 62 


6 


AC13257 6 


AC13257 6 Mus muscu 




4 5 


17 


.2 


74 


.8 


143895 


4 


CNS08CD6 


AL954852 Oryza sat 




4 6 


17 


.2 


74 


.8 


152191 


4 


Ti n A A r n ft/t 

AP005194 


AP005194 Oryza sat 


c 


4 7 


17 


.2 


74 


.8 


155094 


12 


AC 122080 


AC122080 Rattus no 




48 


17 


.2 


74, 


.8 


157990 


12 


AC137311 


AC137311 Rattus no 




49 


17 


.2 


74 


.8 


165518 


13 


AC091226 


AC091226 Drosophil 


c 


50 


17 


.2 


74 , 


.8 


171749 


6 


AC134437 


AC134437 Mus muscu 


c 


51 


17 


.2 


74 


.8 


177466 


15 


AE001826 


AE001826 Deinococc 




52 


17 


.2 


74 


.8 


191909 


12 


AC161801 


AC161801 Mus muscu 


c 


53 


17 


.2 


74 


.8 


193074 


12 


AC017576 


AC017576 Drosophil 




54 


. 17- 


.2- 


- 7 4 


.8 


203416 


6 


AC 12 5 3 52- - 


AC125352 Mus muscu 


c 


55 


17 


.2 


74 


.8 


217713 


12 


AC119007 


AC119007 Rattus no 




56 


17 


.2 


74 


.8 


238355 


12 


AC113917 


AC113917 Rattus no 
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| SCORE Search Results Details for Application 10 
| Result us-10-630-536-6-rng. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-iO-6! 
start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



July 1, 2006, 03:53:57 ; Search time 138.66 Seconds 

(without alignments) 
1156.508 Million cell updates/sec 



Title : US-10- 630-53 6-6 

Perfect score: 23 



Sequence: 



1 cgtcgatgactttctgacggcac 23 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



10489840 



Database : 



N_Geneseq__8 : " 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl990s : * 
geneseqn2000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2002as : * 
geneseqn2002bs : * 
geneseqn2003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SUMMARIES 

% 

Result Query 





No . 


Score 


Match Length 


DB 


ID 


Description 




1 


23 


100 


.0 


23 


1 A 

14 


ADVU4o /X 


Adv04871 Yersinia 


c 


z 


23 


100 


.0 


147 


1 A 

14 


ADVU4o /3 


Adv04873 Yersinia 




3 


23 


100 


.0 


100990 


X2 


ADJ y 4 4 U / 


Adj94407 Yersinia 




A 


i / 


Q 


77 


.4 


1443 


o 
o 


ACA4 X2zb 


Aca41226 Prokaryot 




c 
D 


1 7 
1 / 


Q 


77 


.4 


1443 


1 A 

xu 


ABZ3 y yu3 


Abz39903 N. gonorr 




b 


1 "7 


. Z 


74 


.8 


738 


b 


7\ Q V7 7 7 9 Q 


TVV-vly-77700 0 -> -J 1 1,,^ 

adk / / /zo Bacillus 




1 


1 7 
X I 


9 
. Z 


74 


.8 


1974 


Q 

o 


AL. A^t U y o o 


Aca4uyb3 proicaryot. 




o 
0 


1 7 
X 1 


9 

. Z 


74 


.8 


1974 


x u 


>U3Z fi u u y b 


ADZfiUuyb m. gonorr 




Q 

y 


1 7 


. Z 


74 


.8 


1977 


Q 

o 


ACA4 X y X o 


Aca4xyxo Proicaryot. 


c 


1 a 


1 7 


9 
. Z 


74 


.8 


48275 


9 

3 


7\7\T,01 CA1 

AAAo X o U X 


AaaoXoUX N. mening 


c 


1 1 
1 1 


1 7 
X / 


9 
. Z 


74 


.8 


56390 


A 
H 


7\ O T 99C1 Q 

AJdLzz bio 


ADizzbXo urosopnix 




1 o 

12 


1 7 


9 
. Z 


74 


.8 


110000 


3 


7\TV7\01 /lOQ A 

AAAoX4oy U 


AaaoX4oy n. mening 




1 9 
1 3 


1 7 
X / 


9 
. Z 


74 


.8 


349980 


9 

3 


7\ TV T7 1 0 1 CI A 

AAr z X bXU 


AarzXbXU Neisseria 




1 /I 
1 4 


1 £ 

X b 


p 


73 


.0 


1404 


b 


AoN b / 3 U U 


ADnb/3Uu streptoco 




1 c 
1 D 


X b 


Q 


73 


.0 


1404 


b 


T\DXT7A970 

ABN / U 3 / o 


TV Vxv-k 7 A O 7 O 0 4- ^ si ^ 

ADn/U3/o streptoco 




1 b 


X b 


Q 


73 


.0 


31122 


Z 


T\T\/^i/1A7AC 

AAQ4U /Ub 


Aaq4U /Ub Bacixxus 


c 


1 7 

1 / 


X b 


Q 


73 


.0 


110000 


b 


TV OM7 1 C 9 7 17 

ABN / LoZ f If 


Continuation (18 0 


c 


1 o 

1 o 


X b 


o 
. 0 


73 


.0 


110000 


b 


7\dxit 1 con i o 
ABN71527 18 


Continuation (19 0 






X b 


Q 

. o 


73 


.0 


349980 


b 




ADqoXo4 / BiridODac 


c 


o a 

z u 


X b 


. b 


72 


.2 


25 


y 


T\r^l^AC77A 


ackuo / /u Human mic 




O 1 

21 


X b 


. b 


72 


.2 


30 


13 


ADS / 3313 


Aas/3313 Plant 3 R 


c 


o o 
z Z 


X b 


. b 


72 


.2 


333 


b 


ABNzU4b3 


ADn2U4o3 Human okf 


c 


2 3 


1 0 


. 6 


72 


.2 


337 


6 


"T\ T*l >T 1 C\ C O A 

ABN19524 


Abnl9524 Human ORF 


c 


O /I 


1 (Z 

1 6 


. 6 


72 


.2 


363 


5 


ABV0 637 3 


ADV06373 Human pro 




2 5 


X b 


c 
. b 


72 


.2 


378 


11 


ABD0 6655 


Abd06655 Pseudomon 


c 


2 6 


X b 


. b 


72 


.2 


465 


5 


AAS 7 9166 


Aas79166 DNA encod 


c 


27 


X b 


. b 


72 


.2 


513 


5 


TV 7\ TT ^ C A r 1 

7^AH65061 


Aah65061 C glutami 


c 


28 


i £ 
X b 


. b 


72 


.2 


636 


14 


AEB15370 


Aebl5370 C glutami 


c 


2 9 


i £ 
x b 


. b 


72 


.2 


636 


14 


AED72481 


Aed72481 Corynebac 




30 


X b 


. b 


72 


.2 


834 


12 


ADO0 77 8 9 


Ado077 8 9 Fly polyn 




O 1 

3 1 


X b 


. b 


72 


.2 


981 


11 


7\ n t~\ A C C O 1 

ABD0662 / 


ADdUbb2 / Pseudomon 




o o 
32 


1 £ 

x b 


. b 


72 


.2 


1159 


4 


ABLlo zo y 


ADXXo2oy Drosopnii 


c 


0 0 


X b 


. b 


72 


.2 


1275 


A 

H 


AAc z y by Z 


Aarzybyz f acnes i 


c 


0 /I 


x b 


. b 


72 


.2 


1275 


XZ 


AXJU 0 H UoU 


Aujofiuou it. acnes 


c 


O C 

3o 


X b 


. b 


72 


.2 


1278 


1 o 

X2 


ADJ34U /4 


Ad]]34U/4 P. acnes 




9 C 

3 b 


1 £ 

X b 


. b 


72 


.2 


1650 


c 
O 


TVTYOQQ9C7 

AAb 0 y 3 b / 


TV — cQQOCI PlMTV — — — — 

Aasoy3b/ una encoa 


c 


9 "7 

3 / 


1 £ 

X b 


. b 


72 


.2 


1988 


1 9 

X3 


AiJAO X4 y / 


TV/-^vC1/IQ7 Dl — v> +- -Piil 

Adxoi4y/ riant rui 


c 


9 Q 

3o 


X b 


. b 


72 


.2 


2028 


XU 


TV FVTT 1 COCTC 

AXJhooo /b 


Ade58576 Human gen 


c 


3 y 


Xb 


. b 


72 


.2 


2172 


1 A 

X4 


ACL by /zU 


TV— >1 COT OH v/f ,, _ „ f u. . 

Aciby /zu M. xantnu 


c 


/i a 
4 0 


16 


. 6 


72 


.2 


5275 


4 


AAF2 9 691 


Aaf2ybyl P acnes 1 




4 1 


16 


. 6 


72 


.2 


5801 


4 


AAS 5 9 582 


Aas59582 Propionib 




A O 

4 2 


16 


. 6 


72 


.2 


5801 


O 

O 


ACF64 511 


Acf64511 Propionib 


c 


A O 

43 


1 £ 

x b 


. b 


72 


.2 


11301 


i /I 

14 


71 riT COO 

ACL64583 


Aclb4oo3 M. xantnu 




44 


16 


. 6 


72 


.2 


16658 


4 


AAS 5 9 630 


Aas59630 Propionib 




45 


16 


.6 


72 


.2 


16658 


8 


T\/*«n/^/i CCA 

ACF64 559 


Acf64559 Propionib 


c 


4 6 


16 


. 6 


72 


.2 


34361 


4 


ABL18288 


Abll8288 Drosopnii 




4 7 


16 


. 6 


72 


.2 


349980 


5 


AAH64 966 


Aah64 966 C glutami 


c 


H O 


16 


. 4 


71 


.3 


109 


9 
Z 


AAAObUoy 


Aaxobuoy niv-i bio 


c 


49 


16 


. 4 


71 


.3 


109 


2 


AAX37154 


Aax37154 PCR prime 


c 


50 


16 


. 4 


71 


.3 


109 


3 


AAZ90265 


Aaz90265 Synthetic 


c 


51 


16 


. 4 


71 


.3 


1125 


2 


AAX56076 


Aax56076 HIV-1 Gro 


c 


52 


16 


. 4 


71 


.3 


1125 


2 


AAX37191 


Aax37191 Recombina 


c 


53 


16 


. 4 


71 


. 3 


1860 


2 


AAX56077 


Aax56077 HIV-1 Gro 


c 


-5 4 


16 


. 4 


71 


.3 


18 60 


2 


AAX37192 


Aax37192 Recombina 


c 


55 


16 


. 4 


71 


.3 


1860 


3 


AAZ90283 


Aaz90283 HIV-1 gro 




56 


16 


. 4 


71 


.3 


4073 


12 


ADQ64993 


Adq64993 Novel hum 
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SCORE Search Results Details for Application 
1 10630536 and Search Result us-10-630-536-6.rr 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 

536-6. rni. 

start 

Go Back to previous 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: July 1, 2006, 04:28:37 ; Search time 28.2273 Seconds 

{without alignments) 
1524.607 Million cell updates/sec 

Title : US-10-630-536-6 
Perfect score: 23 

Sequence: 1 cgtcgatgactttctgacggcac 23 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 2807332 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB. seq:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB. seq: * 

6: /EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB. seq:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_C0MB.seq:* 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB. seq:* 

9 : /EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB. seq: * 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

. - - - SUMMARIES 

% 

Result Query 
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NO . 


Score 


Match 


Lengtn 


DB 


-r r\ 

XD 








Description 




1 


23 


100. 


0 


i n a q o a 

x uu y y u 


9 
O 


T TO 


n o 
u y- 


A A Q 

q u y- 


Q A AT3 9 

o UUd-Z 


Sequence 


2, Appli 




z 


1 7 
X / . 


Z 


74 . 


8 


/ O O 


c 
0 


I TO 


u y- 


Q "7 A 

y / h - 


9 n n cm q 
ouu-ouxy 


Sequence 


5019, Ap 


c 


9 


X D . 


p 


73. 


0 


£Q on Q 


o 


U O 


n q _ 


Q A Q 

y 4 y 


ni C 19Z199 
UXDXJ4Zo 


Sequence 


13423, A 






X b . 


, b 


72. 


2 


3 / o 


O 


US- 


u y- 


o c o 
Z 5Z - 


OOlTV coco 

y y 1A-5Z5 9 


Sequence 


5259, Ap 


c 


c 
0 


X o . 


D 


72. 


2 




4 


U O 


n q _ 
u J — 


b u o - 


/ U JI5— Z Dj / 


Sequence 


2657, Ap 




b 


1 £ 
X D . 


c. 
D 


72. 


2 


£ zi n 
b4 U 


o 


T TC 


n q 
u y- 


9 9 A 

z /u- 


OCO 1C9/1Q 

/ b / -xoz 4 y 


Sequence 


15249, A 




1 


1 £ 

X b . 


b 


72. 


2 


QQ1 

y o x 


9 
J 


TTC 

U b - 


n q 
u y - 


oco 

adz- 


Q Q 1 TV C991 

y yxA-oZ3X 


Sequence 


5231, Ap 


c 


p 
o 


X b . 


b 


72. 


2 


x z / o 


9 
O 


TTC 

Ub- 


n q 
u y- 


CC1 

jdi- 


mo r> cn 
U / /L-bU 


Sequence 


60, Appl 


c 


Q 

y 


1 £ 
X 0 . 


C 
D 


72. 


2 


9 1 1 9 

Z X / z 


9 


T TO 
Ub~ 


u y- 


q no 
y uz - 


c a n CI QO 

OfiU-bXo o 


Sequence 


6183, Ap 


c 


1 n 
X u 


X 0 . 


D 


72. 


2 


D Z / 0 


9 
O 


TTO 

Ub - 


u y- 


obX- 


AOOp CO 


Sequence 


59, Appl 


c 


1 X 


X 0 . 


D 


72. 


2 


1 1 'am 
x x o u x 


9 


U O 


u y 


q n o 
y uz 


c a n i nzi £ 

04U — XU4 b 


Sequence 


1046, Ap 


c 


XZ 


X b . 


A 
4 


71. 


3 


xu y 


9 

z 


U b 


HP 

u 0 


Q1 O 

y xz - 


1 9 Q7A 19 

xz yA— xz 


Sequence 


12, Appl 


c 


1 9 


16. 


4 


71. 


3 


1 n q 
xu y 


9 


TTC? 
Ub~ 


n p 
U o - 


Q 1 1 

yxx- 


QO/I 0 9 

0Z4 -XZ 


Sequence 


12, Appl 


c 


1 Zl 
X 4 


16. 


4 


71. 


3 


1 IOC 

X XZ 0 


9 
Z 


TTQ 
U b 


A p 

u o 


Q 0 9 

y x z — 


i 9 Q7a c; 1 

XZ z)±\ 0 X 


Sequence 


51, Appl 


c 


X 0 


16. 


4 


71. 


3 


1 1 oc 
X X Z 0 


9 


TTO 
U b 


uo 


Q 1 1 

y x x — 


p 9 A CI 

OZ4— ox 


Sequence 


51, Appl 


c 


X D 


16. 


4 


71. 


3 


i o£;n 
X 0 DU 


9 

z 


TTQ — 


A p _ 


Q1 0_ 

y xz - 


1 9 Q7A — ^ 9 


Sequence 


53,. Appl 


c 


1 *7 
X / 


16. 


4 


71. 


3 


i p cn 

X o DU 


9 
o 


TTC? 
U b 


OP 

u o — 


Oil 

y xx- 


P 9 Zl C 9 
oZ4— JO 


Sequence 


53, Appl 




1 P 

Xo 


16. 


2 


70. 


4 


O 9 O 

zZo 


9 


US- 


A Q 

u y- 


9 A Q 
Z40- 


/ y bA- 4 3 y o 


Sequence 


4395, Ap 




1 Q 

x y 


16. 


2 


70. 


4 


i n a o 
X UUo 


9 
O 


TTO 
Ub~ 


A Q 

u y- 


i a a 
XU o- 


nOCTi 19 

U / OA-X / 


Sequence 


17, Appl 




9 n 
Z U 


16. 


2 


70. 


4 


X U Do 


9 

z 


TTO 
Ub 


n p 
U o — 


o i n 
z xu- 


ocor IP 
/ bZ£j-X b 


Sequence 


18, Appl 




9 1 

Z X 


16.2 


70. 


4 


1 1 Q 1 

x i y x 


9 

z 


US- 


A O 

Uo- 


9 1 A 

z xu- 


ocor 9 A 
/ bZh-ZU 


Sequence 


20, Appl 




9 9 


16 . 


2 


70. 


4 


1 1 Q 1 

x x y x 


9 


T TO 

Ub - 


n q 

u y- 


i n c 
XU b- 


A*7 C7\ 9 A 

U / OA-ZU 


Sequence 


2 0 , Appl 


c 


9 9 

Z 3 


16 . 


2 


70. 


4 


1 oi c 
X Z X O 


9 
O 


TTO 
Ub - 


u y — 


4 o y- 


A9Q7\ 9919 

UoyA-Z oXZ 


Sequence 


2312, Ap 




Z 4 


16 . 


2 


70. 


4 


1 A 1 9 

X 4 X o 


9 


TTO 

U b - 


A Q 

u y- 


9 A P 

Z 4 o - 


/ y bA-4 3 / y 


Sequence 


4379, Ap 


c 


9 c. 
Z 0 


16 . 


2 


70. 


4 


9 "2 9 /l 
Z 33 4 


9 

o 


TTO 

Ub- 


A Q 

u y- 


9 /I p 
Z 4 O - 


OQCta 1Q11 

/ y bA- x y x x 


Sequence 


1911, Ap 




9 c 
Z b 


16. 


2 


70. 


4 


i a i an a 
XUX b / 4 


9 
O 


T TO 

Ub- 


A Q 

u y- 


yq y- 


A1C 19A09 

UX b-XZU33 


Sequence 


12033, A 




O "7 

2 7 


15 . 


8 


68. 


7 


O T C 1 

2151 


3 


US- 


A O 

09- 


O A O 

303- 


518D-111 


Sequence 


111, App 


c 


Z o 


15 . 


8 


68 . 


7 


i a o q 

/ uz y 


c 
O 


US- 


1 A 

X u- 


Z bX- 


A O 1 1 

4 o X- 1 


Sequence 


1, Appli 


c 


9 Q 

z y 


15 . 


8 


68 . 


7 


9 9 1 c c 
3Z X O 0 


9 

O 


TTO 

Ub- 


A P 

U o - 


9 10 

oX x- 


9 9 1 7\ 1 

/ 3 XA- X 


Sequence 


1, Appli 




9 n 
o U 


15 . 


8 


68. 


7 


4 4 U O / DO 


9 


T TO 

Ub 


A Q 

- u y 


1 A 9 

-XUo 


P A n T\ 9 

-o4UA-Z 


Sequence 2, Appli 




3 1 


1 c 

15 . 


8 


68. 


7 


A A 1 1 COO 

4 411529 


o 
3 


US 


A O 

-U9 


0 A O 

-1U3 


O A A T\ 1 

- o 4 OA- 1 


Sequence 1, Appli 


c 


Q 9 

J z 


15. 


6 


67. 


8 


coo 
o oZ 


9 
O 


TTO 
Ub~ 


A Q 

u y- 


9 C 9 

z oz - 


Q Q 1 7\ 19QA9 

y y xa- xz y u / 


Sequence 


12907, A 




9 "3 
J 3 


15. 


6 


67. 


8 


bUX 


9 
O 


US - 


A Q 

u y- 


Q A Q 

y 4 y- 


UX b-ZUUU / b 


Sequence 


200076, 




9 /I 
J 4 


15. 


6 


67. 


8 


O UO 


9 


TTO 

Ub- 


A Q 

u y- 


9 t n 
z / u - 


/ O / — 270 / O 


Sequence 


9873, Ap 


c 


9 C 


15. 


6 


67. 


8 


1 1 o o 
1 lZO 


3 


US- 


A Q 

09- 


Q A O 

9uz- 


C /I A T 1 O O 

540- /lo3 


Sequence 


7183, Ap 




o 

3 6 


15. 


6 


67. 


8 


114 9 


3 


US- 


09- 


303- 


C 1 O T^v 1 O O 

518D-189 


Sequence 


18 9, App 




9 1 


15. 


6 


67. 


8 


x x h y 


9 
O 


T TO 
Ub - 


n q 
u y 


oUo — 


M On 1 Q 1 

oxou— iyx 


Sequence 


191, App 




9 p 


15. 


6 


67. 


8 


1 9 "7 C. 

x z / o 


9 
O 


TTO 

U b — 


A Q 

u y 


xu / — 


C 9 9 TA OCQO 

o 3ZA— Z bo / 


Sequence 


2687, Ap 




9 Q 

o y 


15. 


6 


67. 


8 


A n Q A 


o 
o 


TTO 

Ub — 


A Q 

u y- 


O A 9 

yuz- 


C A A CCC 

o4U- bbo 


Sequence 


665, App 




zi n 

4 u 


15. 


6 


67. 


8 


9 9 Q 9 7 

zz yz / 


9 


TTC 

U b — 


n o 
u y — 


QAQ 

y 4 y- 


m c iipziq 
u x b- xxo 4 y 


Sequence 


11849, A 




zi i 

4 X 


15. 


6 


67. 


8 


9 9 Q 9 p 

zz y z o 


9 


TTO 

U b — 


n q 
u y — 


Q Zl Q 

y 4 y — 


cm a i 9 m i 
ux b- x jU / x 


Sequence 


13071, A 




Zl 0 

4 z 


15. 


6 


67. 


8 


"3 £ 1 P 1 
ODlO X 


9 
O 


TTO 

U b — 


n p 

UO 


OI 1 

oXX — 


1 9 1 ta i 9 n 
/ o x A— x z u 


Sequence 


120, App 


c 


4 3 


15. 


6 


67. 


8 


9 O C C 9 

jo bo J 


o 


TTO 

Ub - 


A Q 

u y - 


Q 9 9 

yzz- 


A A C 1 

4 4 0- X 


Sequence 


1, Appli 




A A 

4 4 


15. 


6 


67. 


8 


O A O O ^ 

o4zy d 


3 


US- 


A O 

u y- 


94 9- 


A1C 09"D9C 

U1d-1 /3 /5 


Sequence 


17375, A 




/I £ 
4 0 


15. 


6 


67. 


8 


coci cc 


9 
O 


TTO 

Ub- 


A Q 

u y- 


9 1/1 

ZX4- 


PAP 1 

oUo-X 


Sequence 


1, Appli 


c 


/I 

4 D 


15. 


6 


67 . 


8 


A A f\ o n c c 
4 4 U i / DO 


3 


us 


A O 

-uy 


1 A 9 

- XUo 


O A A 7\ O 

- o 4 U A- Z 


Sequence 


i 2, Appli 


c 


/i n 
4 / 


15. 


6 


67. 


8 


/I A 1 1 COO 

4411529 


3 


US 


A O 

-09 


1 A 9 

-XU3 


O /l A 7\ 1 

- a 4 U A- 1 


Sequence 


j 1, Appli 


c 


A O 


15. 


4 


67. 


0 


601 


3 


US- 


A O 

09- 


O A O 

949- 


016-198 698 


Sequence 


198698, 


c 


4 9 


15. 


4 


67. 


0 


601 


3 


us- 


09- 


n A o 

949- 


ni /" TOO/"00 

016-198 699 


Sequence 


198699, 


c 


50 


15. 


4 


67. 


0 


694 4 


-> 
3 


us- 


A O 

09- 


O /l o 

94 9- 


ni c o O "7 

U16-3637 


Sequence 


3637, Ap 


c 


C 1 


15. 


4 


67 . 


0 


1 C A C Q T 

X5U5 y / 


3 


us- 


A Q 

u y- 


Q A Q 

y 4 y - 


ni c 1C99Q 

UXb-X53 /y 


Sequence 


15379, A 




c o 

52 


15. 


4 


67. 


0 


1 C "7 COO 

7 b / 67 7 


3 


us- 


O Q 

0 9- 


y 4 y- 


ni c i 01 /IO 

U1D-1Z14 / 


Sequence 


12147, A 




C O 

53 


15. 


4 


67 . 


0 


T ^* O a* 1 "J 

7 67 67 7 


3 


us- 


O o 

0 9- 


y 4 y- 


A 1 C 1 OOC1 

Uxo-1 /361 


Sequence 


17361, A 




C A 
O 4 


15. 


2 


66. 


1 


Z O 


9 


TTO 

Ub — 


n q _ 
u y- 




1 Q _ 9 T Zl 9 1 
X ZJ Dij — Z / 4 j X 


Sequence 


27431, A 




55 


15. 


2 


66. 


1 


372 


3 


us- 


09- 


453- 


702B-33 


Sequence 


33, Appl 




56 


15. 


2 


66. 


1 


372 


3 


us - 


10- 


114- 


170-33 


Sequence 


33, Appl 


c . 


57 


.. .15 . 


2. - 


.66. 


1 


441 


3 


-us- 


09- 


252- 


991A-6220 


Sequence 


6220, Ap 


c 


58 


15. 


2 


66. 


1 


519 


3 


us- 


09- 


252- 


991A-7910 


Sequence 


7910, Ap 




59 


15. 


2 


66. 


1 


529 


3 


us- 


09- 


533- 


559-4103 


Sequence 


4103, Ap 
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SCORE Search Results Details for Applicatior 
1 10630536 and Search Result us-10-630-536-6.rn 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 

6.rnpbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: July 1, 2006, 04:38:10 ; Search time 320.184 Seconds 

(without alignments) 
882.666 Million cell updates/sec 

Title: US- 10-630- 536-6 

Perfect score: 23 

Sequence: 1 cgtcgatgactttctgacggcac 23 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 37784340 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : Published_Applications_NA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB.seq:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB . seq: * 

3: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 

9 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
10: /EMC_Celerraj3IDS3/ptodata/2/pubpna/US10E_PUBCOMB. seq: * 
11 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB. seq: * 
12 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
13: /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB. seq: * 
14 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB. seq: * 
15 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB. seq: * 
1 6 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB . seq : * 

Pred. No. is the number of results predicted by chance to have a 

score greater than or equal to the score of the result being printed, 
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and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 


Score 


Match 


Length 


7~\r) 
UD 


ID 


Description 




1 


23 


100 


.0 


9 9 
Z O 


1 1 
11 


ttc in C9n coc a 
Ub— lU-boU-oob— b 


Sequence 6, Appli 


c 


O 
Z 


23 


100 


.0 


14 / 


11 


US-10-630-536-8 


Sequence 8, Appli 




o 
o 


1 "7 


o 

. 0 


77 


.4 


1 /I A O 

1 4 4 o 


8 


US-10-282-122A-29096 


Sequence 29096, A 






17 


. 8 


77 


.4 


1 /I A O 

1 4 4 o 


10 


US-10-467-657-4395 


Sequence 4395, Ap 


c 


o 


1 9 


. z 


74 


.8 


9 ^ 
z o 


9 


US-10-719-900-710490 


bequence /iU4yu, 




D 


7 O 
1 / 


. z 


74 


.8 


9 9 Q 
/ O 0 


3 


US-09-974-300-5019 


Sequence 5019, Ap 




7 


7 O 
1 / 


. z 


74 


.8 


1 Q "7 4 

i y / 4 


8 


US-10-282-122A-28853 


bequence zoooo, a 




Q 

o 


1 9 
1 / 


. z 


74 


.8 


1 Q 1 A 

i y / 4 


10 


US-10-467-657-4781 


Sequence 4781, Ap 




q 


1 9 


. Z 


74 


.8 


J. y l i 


8 


US-10-282-122A-29788 


ocquence zy/oo, m. 


c 


i n 
1 u 


1 1 


. Z 


74 


.8 


A Q 9 9 R 
4 OZ / 0 


10 


US-10-915-740A-48 


Sequence 48, Appl 


c 


1 1 
1 1 


17 


.2 


74 


.8 


o b o y u 


13 


US-11-097-143-31168 


bequence oiibo, J\ 




1 9 
1 z 


17 


.2 


74 


.8 


9 9 A 9 9 1 £ 
ZZ 4 Z /lb 


10 US-10-915-740A-1068 


bequence iubo, j\p 




1 9 


16 


.8 


73 


.0 


9 ^ 
Z 3 


11 


us - iu - y oo- yoz-iooiDD 


bequence looibb, 


c 


1 A 

1 4 


16 


. 8 


73 


.0 


9 9 9 

/ Z / 


o 
o 


T TO 1A A O A CQQ *7/11CQ 

ub— iu— 4Z4 — oy y- /4ioy 


Sequence 74159, A 




± o 


16 


. 8 


73 


.0 


Z Z O O 04 O 


Q 

o 


t to _i n Ann i 

Ub IU 4 /U ObO 1 


sequence ±, /\pp_Li 


c 


1 D 


16 


. 6 


72 


.2 


9 c: 
Z 0 


b 


ttq in nop 9^9r i nciQi 
Ub— i u— uy o— z bOc- iuo /oi 


bequence iuo /oi, 


c 


1 "7 


16 


. 6 


72 


.2 


9 C 9 

o bo 


y 


ttq 1 n 9t;'7 Q9n CQCyl 

Ub — IU — oO / -yoU-bob4 


Sequence 6364, Ap 


c 


J. o 


16 


. 6 


72 


.2 


A £ R 


i n 
iu 


t to in a^c\ 9^9 iziQ9n 
ub iU 40U /bo i4y i \j 


O ^ /-^i t ^> v*\ /*i 1/tQ9n 7\ 

sequence ±4y /u, >\. 


c 


1 Q 

i y 


16 


. 6 


72 


.2 


CL 1 9 
01 O 


o 


tto nQ too cot q 
Ub- U y — / oo-bZb-yb 


Sequence 96, Appl 




9 n 
z u 


16 


. 6 


72 


.2 


0 4 0 


A 

4 


tto no qoc cti ooo/i 1 c 

ub-uy— yzo-ub O A- o o o 4 1 b 


O a/viiqvk^£i QQ9/11 £ 

bequence ooo4ib, 




9 1 
Z 1 


16 


. 6 


72 


.2 


0 4 O 


r- 
0 


tto An ooc a^ct\ o o o /i 1 f 

US-U y-yzo-U6oA-88o41 6 


O i ci n riQ QQ9/11 C- 

bequence ooo4ib, 


c 


o o 

z z 


16 


. 6 


72 


.2 


63 6 


1 9 

lo 


tto ii nn£ nQQ ooc 
Ub-ll-UUb-Uyo-zcf 0 


Sequence 285, App 




O *3 

Z o 


16 


. 6 


72 


.2 


o o 4 


Q 

o 


TTO in 9C9 CflO 1 1 C 

Ub— IU — Zb / -OUZ — 110 


Sequence 115, App 




O /I 

Z 4 


16 


. 6 


72 


.2 


1 1 C Q 

iioy 


1 o 

lo 


TTO 11 nQT 1 /I n O A £H A 

Ub-ll-Uy / -14o-z4b I H 


bequence Z4b/4, A 


c 


o c 
Z 0 


16. 6 


72 


.2 


i o o c 

12 /o 


y 


tto in ice no9 cr\ 
Ub- 1 U- / oo-Uo / -bU 


Sequence 60, Appl 




9 C 
Z D 


16 


. 6 


72 


.2 


i c c n 
1 boU 


t a 
10 


TTO 1 A /ICA "7^0 OCTTT 

US - 10-4 oU- / 63-25171 


Sequence zol /I, A 


c 


O 1 

2 / 


16 


. 6 


72 


.2 


i n o o 

19 88 


o 
o 


TTO 1A /IOC 11/1 O^OOO 

US-1U-4Zo-114-ZdZo / 


Sequence 26237, A 


c 


o o 
Z O 


16 


. 6 


72 


.2 


C O "7 C 

o2 /o 


Q 

y 


TTO in no9 CQ 

Ub— iu— /oo — uo r — o y 


Sequence 59, Appl 


c 


9 Q 

z y 


16 


. 6 


72 


.2 


O A 9 C 1 

04 o bl 


1 9 

lo 


TTO 11 nQ9 l/IO 9/1C90 

Ub-ll-Uy / — 14o-Z4b /o 


Oa/~*iiQV-i^^ 9/1C99 7\ 

bequence Z4b/o, A 




9 n 
O U 


16 


. 6 


72 


.2 


9 9 n q /i nn 
ooU y 4 UU 


9 
0 


TTQ-nQ-19P-f;9^-1 


Sequence 1, Appli 


c 


9 1 
O i 


16 


.4 


71 


.3 


i n q 

iu y 


2 


US-08-911-824-12 


Sequence 12, Appl 


c 


9 9 
O Z 


16 


. 4 


71 


.3 


b4 Z 


12 


US-10-301-480-347442 


Cammnrio 9/19/1/19 

bequence 04/44Z, 


c 


O O 


16 


. 4 


71 


. 3 


b4Z 


12 


US- 10-301-4 80-9 608 51 


Sequence yoUool, 


c 


O /I 
O 4 


16 


. 4 


71 


.3 


o4 o 


4 


US-09-925-065A-2 69 90 6 


bequence Zbyyub, 


c 


oo 


16 


.4 


71 


.3 


/* /l o 

o4o 


5 


US-09-925-065A-2 69906 


sequence Zbyyub, 


c 


9 C 

o b 


16 


.4 


71 


.3 


1 IOC 

1 1Z 0 


2 


US-08-911-824-51 


Sequence 51, Appl 




9 9 
O / 


16 


.4 


71 


.3 


1 by b 


10 


US-10-750-185-58729 


CQniior\/-'Q CQ7TQ 7\ 

bequence 00 /zy, a 




9 Q 


16 


.4 


71 


.3 


1 by b 


10 


US-10-750-623-58729 


bequence 00 /zy, A 


c 


O Q 

o y 


16 


.4 


71 


.3 


1 o bU 


2 


US-08-911-824-53 


Sequence 53, Appl 




/i a 

4 0 


16 


.4 


71 


.3 


*7 C A A 

/ oUU 


8 


US-10-468-027-1 


Sequence 1, Appli 




4 1 


16 


.4 


71 


.3 


/ oU b 


3 


US-09-815-379-7 


Sequence 7, Appli 




A 9 
4 Z 


16 


.4 


71 


.3 


i jUO 


16 


US-11-285-818-7 


bequence / , Appxi 




A 9 
fl O 


16 


.2 


70 


.4 


9 £ 9 

Z bo 


9 


US-10-425-115-120427 


bequence izuftz/, 


c 


4 4 


16 


.2 


70 


.4 


R d £ 
O 4 D 


4 


US-09-925-065A-282231 


C qmi 1 onr 1 0 9 P 9 9 9 1 

sequence £0££3± f 


c 


45 


16 


.2 


70 


.4 


546 


4 


US-09-925-065A-282232 


Sequence 282232, 


c 


46 


16 


.2 


70 


.4 


546 


5 


US-09-925-065A-282231 


Sequence 282231, 


c 


47 


16 


.2 


70 


.4 


546 


5 


US-09-925-065A-282232 


Sequence 282232, 


c 


48 


16 


.2 


70 


.4 


554 


12 


US-10-301-480-359156 


Sequence 359156, 


c 


49 


16 


.2 


70 


.4 


554 


12 


US-10-301-480-359157 


Sequence 359157, 


c 


50 


16 


.2 


70 


.4 


554 


12 


US-10-301-480-972 565 


Sequence 972565, 


c 


51 


16 


.2 


70 


.4 


554 


12 


US-10-301 -480-972 566 


Sequence 972566, 




52 


16 


.2 - 


70 


.4 


- -559 


8 


US- 10- 7 67 -1 01 -31 6 " 


" Sequence 316, App 




53 


16 


.2 


70 


.4 


590 


3 


US-09-925-298-194 


Sequence 194, App 




54 


16 


.2 


70 


.4 


590 


6 


US-10-102-806-194 


Sequence 194, App 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536-6.rn 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 

6.rnpbn. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:39:12 ; Search time 23.8804 Seconds 

(without alignments) 
1138.902 Million cell updates/sec 

US-10-630-536-6 
23 

1 cgtcgatgactttctgacggcac 23 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



809770 seqs, 591248006 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database 



1619540 



Published_Applications_NA_New: * 

1 : /EMC_CelerraJSIDS3/ptodata/2/pubpna/US09_NEW_PUB.seq:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US06_NEW_PUB.seq:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB . seq: * 

4 : /EMC__Celerra_SIDS3/ptodata/2/pubpna/US08_NEW_PUB.seq:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/PCT_NEW_PUB.seq:* 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10JtfEW_PUB.seq:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USll_NEW_PUB . seq : * 

8 : /EMC_Celerra_SIDS 3 /ptodata 12 /pubpna /US 60_NEW_PUB .seq:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No . Score Match Length DB ID- 



Description 
Sequence 9967, Ap 



17.4 75.7 



1432 6 US-10-449-902-9967 
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9 

Z 


X D 


. D 


7 9 
/ z 


9 
. z 


on 
o U 


O 


T T Q 


• xu- 


t; a p 
0 4 o 


4 R 4 - 4 7 
• 4 O 4 4 / 


oequence 


47 T\v~\v-\ 1 
4 / i Appi 


c 


9 

O 


1 6 
X D 


A 
. 4 


7 1 
/ X 


. o 


1UUU 


7 


TTC 


XX 


9 66 
'Z DO 


74 P7i— 1 Q74 7P 
■ / 4 OjHl 1 37 / 4 o 0 


o equence 


1 0 7 4 7 P 
1 37 1 H JO t 




4 


1 6 
X O 


9 
. c. 


7D 


. 4 


R Q Q 
j 


7 


TTQ- 


ii- 

XX 


-9 66- 
Z D 0 


• 74R7A-1 77 c iR 
1 4 On 1 J / JO 


o equence 


1 7 7 ^ fl 7A 
1 0 / O O f A 




t; 

o 


1 6 
X O 


9 


7n 


A 
. 4 


R Q Q 
cj v y 


7 


TTO _ 


11- 

XX 


-9 66- 
Z D D 


• 74 RZi- 1 7 6R q 1 

/ nOn X/O037X 


o equence 


1 7 6 A 0 1 
1 f DO 371 f 




6 


16 


9 
• z. 


7D 


4 

* 4 


S Q Q 
•j z? y 


7 


u o 


11- 

X X 


-9 66- 


74RA-94 QQ1 7 

/lOn Z43737X/ 


C oniionpo 
O cvJUcJlLc 


9 4 qq 1 7 

Z 4 37 37 1 / f 


c 


7 


1 6 

X O 


9 


7D 


A 
• 4 


q q q 


7 
i 




11- 

XX 


-9 66- 
Z D D 


• 7 4 RZX— 71 04 74 
/ 4 o/\— o X U 4 >5 4 


C ^ /~Y 1 1 A W n 

o ecjuence 


71 n4 7 4 
o 1U4 O 4 , 




A 
o 


1 6 

X o 


9 
« z. 


7D 


4 

• 4 


D Z O 


7 


Tie;- 


11- 

X X 


-9 66- 

Z D U 


• 74 RZ\-R94R0 

/ 4 Ori 0Z4 0U 


o e que nee 


R94 An Zi 
0 Z 4 O U f A 


c 


Q 
y 


1 6 
X o 


9 




. 4 


^9 7 

DZ >5 


7 


TTC!_ 
U O 


11- 
XX 


-9 6 6- 
Z D D 


• 74R7A— 1 7CL9qi 
/ 4 Oi-i X o 0 Z 37 X 


C ^ y-^f 1 1 y-\ /-i f~\ 

o equencc 


1 7 d 9 q 1 
1 OOZ 37l r 




i n 

J. u 


1 6 

X o 


9 


7D 


A 
. 4 


7 


7 

f 


T TO _ 
UO 


11- 

X X 


-9 6 6- 

Z D D 


■ 74R7A-9R 64 ^fl 


o equenCc 


9 A 64 c; A 
Z O 04 O 0 / 


c 


1 1 
X X 


1 6 

X D 


9 
. Z, 


7 n 


4 
. 4 


7 


7 


UO 


11- 

XX 


-9 6 6- 
Z D 0- 


.74R7A — 777PP7 
/Ion" OO / OO / 


S equence 


9 97 A A 7 
33 too f t 




1 9 

X Z 


1 6 
X D 


9 


7D 


4 
. 4 


7 


7 


UO 


11- 

XX 


-9 66- 
Z D D 


.7 4 P7A — 7 q 60 1 7 
/ 4 OA— O 37 0 37 X / 


S equence 


O 37 D37 1 / / 


c 


1 7 


1 6 

X O 


9 
■ z. 


7D 


A 
. 4 


7 


7 


uo 


11- 

X X 


-9 66- 


■ 74flZi-4 67 0 67 
/ 4 0/-V 4 O / 37 O >5 


o equence 


4 67067 
4 0 / 37 D 3 f 


Q 


14 


1 6 

X u 


9 
• <c 


7D 


4 


X DO 


7 


u o 


11- 

X X 


-917- 
z x / 


.c;oq_i 79R 

-J Z 37 X / Z O 


ocquciiLc 


1 7 9 A 7Ar\ 
1 / ZD, Ap 




1 5 

X U 


1 6 

X O 


9 
. c. 


7n 


. 4 


S fi49 

D D 4 Z 


7 


UO 


11- 

X X 


-9 66- 

Z D D — 


• 74 flri-9fl 40 1 
/ 4 OA - Z 0 4 U X 


o equence 


9 A4 n 1 7\ 
Z O 4 U 1 ^ A 




1 6 

X o 


1 5 
X O 


p 


DO 


7 


1 7Q R 1 ^ 


7 


UO" 


11- 

XX 


9 66- 

• Z D D — 


• 74RTA- R049 R 
/ 4 OH O 3? 4 Z 0 


o equence 


C, 04 9 t; n 
0 374 Z 0 , A 




1 7 
X / 


1 5 
X D 




fi7 


Q 

. o 


O Dj 


D 


UO"" 


1 0- 
X u 


-4 4 Q- 

4 4 y 


. q09 - 7 4 00 

37UZ /43?U 


C ^ y^f 1 1 ^ vi /-i £i 

o equence 


/ 4 37 U f Ap 


c 


1 R 
X o 


1 5 
X -J 




fi7 


Q 
. O 


1 1 1 R 
X X X O 


7 


UO 


11- 

XX 


.9 66- 
Z D 0 


• 74P7A-1 71 91 7 
/ 4 0-M. X / X Z X / 


o equence 


171 9 1 7 
1 / 1 Z 1 / , 




x y 


1 5 

X o 




^7 


O 

. o 


i 4 n ^ 

X 4 U D 


D 


UO 


1 fl- 
X u 


. 4 4 q - 
4 4 3? 


. q 09 — 704 4 
37 UZ JU4 4 


oequence 


9 n /I /I 7\ vn 
O U 4 4 f Ap 




9 n 
z u 


1 5 
X o 




^7 


p 




D 


UO 


i n~ 

X u 


• 4 4 Q- 
4 4 y — 


.009-1 41 P9 
37UZ X4XOZ 


o equence 


1 4 T A 9 7A 
14 1 O Z f A 




Z X 


1 5 
X o 




o / 


p 


i q 4 n 
x y 4 u 


O 


Uo 


i n 
X u 


A A q 
4 4 y - 


on9 o/i/ict; 
yuz — Z H H oo 


Sequence 


Z 4i fi DO ^ A 




9 9 
z z 


1 5 
X o 


. D 


fi7 


p 


9 R 74 
Z O O 4 


D 


UO 


i n~ 
x u 


. 4 4 q- 
4 4 y — 


qn9 — 9n4 p p 

37UZ ZU40O 


S equence 


9 n 4 A A n 
Z U4 O O / A 




9 7 
Z O 


1 5 
X 0 


. D 


^7 


p 


4 n i p 

4 U X O 


O 


T TC 

Uo 


i n 
x u 


zi zi q 
4 4 y 


q n 9 1 CTOQ 

!?Uz - lo / U y 


Sequence 


id / u y f a 


c 


Z 4 


i 5 
x o 


A 
. 4 


f;7 
D / 


. u 


£ £4 
DD4 


/ 


TTC 

Uo - 


i i 
11 


9 6 6 
Z DD 


/ 4 OA- 1 D J / J 


S equence 


1 DO / 0 , A 


c 


9 5 
Z 0 


i 5 
x o 


. 4 


o / 


n 


7 P fl 
/ O U 


/ 


TTC 
UO 


i 1 
11 


9 6 6 
ZOO 


74P7A R1 OC1 

/ 4 oA- jiZbj 


S equence 


c i 9 <r 9 7\ 
Olz DO, A 


c 


Z D 


i 5 
X o 


. 4 


£7 


. u 


P 7 Q 


7 


TTC — 


Ti- 
ll 


9 6 6 
ZOO 


74P7A R^l QC; 
/ 4 OA J jIo J 


S eque nee 


c 9 1 Q C 7\ 

Ool o 0 , A 




9 7 
Z / 


1 5 
X o 


. 4 


D / 


. u 


Q 1 1 
X X 


7 


T TC _ 


Ti- 
ll 


9 6 6 
ZOO 


74P7A 1 64049 
/ 4 OA 1 0 4 37 4 Z 


S equence 


1 C A Q /l 9 

i ofj y 4 Z / 


c 


9 fl 
Z 0 


1 5 

X o 


A 
. 4 


£7 


n 


y x .7 


7 


TTC — 

UO 


Ti- 
ll 


9 6 6- 
Z 0 O 


74Pn-^q7P 
/ 4 OA O 3? / O 


O ^ i i o v> t^i 

o equence 


C Q7 p 7\v> 
O 37 / 0 , Ap 


c 


9 9 
z y 


1 5 

X J 


A 
. 4 


^7 


n 


i 9 q i 
x z .? X 


7 

l 


TTC — 


11. 
11 


9 66- 
Z O O - 


7 4 R2\ - 9 9 67 7 
/ 4 OA ZZ O / / O 


o equence 


9 9 677^ 
ZZ 0 / / 0 / 


c 


7n 
■j u 


1 5 
X o 


. 4 


fi7 


n 
. u 


9 77R 


7 


TTC — 

UO 


Ti- 
ll 


9 66- 
Z DO 


74R2i-76^q6 
/ 4 OA / DD 3? 0 


o equence 


7 6 1; q 6 n 
/ do y D , A 




7 1 

O X 


1 5 

X o 


A 
. 4 


67 




9 7 7 fl 
z o / o 


7 
i 


TTC _ 
UO 


11- 
1 1 


• 9 66- 
z o o 


7 4 R2\— 1 904n7 
/ 4 OA X Z 37 4 U / 


o equence 


t 9 q 4 m 

1 Z 37 4 U / / 




7 9 
o Z 


1 5 
X o 


9 


D D 


1 

. X 


9 R 
z o 


7 

i 


TTC — 
UO 


11- 
1 1 


917- 

Z X / 


coq_i c;761 R 
OZ 37 — X O /DXO 


O ^ y^r l 1 ^ ^ 

o equence 


10 / Dl O / 




o o 


1 5 

X J 


9 


D D 


1 

. X 


7R 7 
o O o 


7 


TTC — 
UO 


11- 
1 1 


• 9 66- 
z o o — 


74fln-4 1 001 ^ 

f 4 OA 4 X 37 U X O 


o equence 


4 T qn T R 
4 1 37 U 1 O / 


c 


7 4 

O 4 


1 5 
X o 


o 
. z. 


D D 


. X 


4 4 fi 
4 4 U 


D 


TTC — 
UO 


1 0- 
1 u 


• q R 7 - 


740—^qi 7 
o4j — 3y± f 


oequence 


t; q i 7 t\ >^ 

o y i / , Ap 




7 5 
O J 


1 5 

X o 


9 


D D 


1 

• X 


4 RO 
4 0 U 


7 
i 


TTC — 
UO 


11. 
XX 


9 66- 
z o o — 


74R21-9 71 09R 
/ 4 OA Z 0 1 UZ O 


o equence 


971 n9fl 
Z olUZ 0 , 




7 6 

o o 


1 5 

X o 


9 


O O 


1 

. X 


D U 


7 
i 


TTC — 
UO 


11- 

XX 


917- 

Z X / 


c:9q-P9097 
3Z 37 — 0 Z UZ / 


O /fl i ^ v-i y^v 

oequeiice 


A 9 n 9 7 n 
0 Z U Z / , A 






1 5 

X O 


9 


D D 


1 

. X 


R 9 9 
o z z 


c. 

D 


TTC — 
UO 


1 0- 

1U 


• 471 - 
4 / X 


^71 7A — 9 74 
D f In Z O 4 D 


o equence 


9 7 4 ^ 7ir> 
Z O 4 O , Ap 




7 fl 
O o 


1 5 
X o 


9 


D D 


. X 


Q7 7 

y i i 


O 


TTC — 
UO 


1 0- 
1U 




74P—7PQ66 
o4 37 — OO 37 DO 


oequence 


7 A q 6 6 n 
3 o y D D , A 


C 


7 Q 

J 37 


i 5 

X 0 


o 
. Z 


O D 


. X 


x uuu 


7 


TTC 

Uo 


1 T 
11 


9 6 C 
Z DD- 


74Q7A IQQQtXQ 
/ H O A - 1 37 0 37 D 0 


Sequence 


1 QCQCO 

i y o y o o t 




a n 

4 U 


X o 


9 


D D 


. X 


i nnn 
x u u u 


7 
1 


TTC — 
UO 


11. 
11 


9 66- 

z o o — 


74Pj& — 40P997 
/ 4 OA 4 U 0 Z Z O 


Sequence 


A n A 9 9 7 
4 UOZ Z o / 


c 


4 X 


1 ^ 

X D 


9 


D D 


1 

. X 


i nnn 

X u u u 


7 


TTC — 
UO 


Ti- 
ll 


9 66- 
z o o 


74P21 — 47096q 
/ 4 OA 4 / y Z D 37 


o equence 


4 7 0960 
4 / 37Z D 37 / 


c 


4 9 

4 Z 


X J 


9 


D D 


1 

. X 


1 n 9 q 

X U Z _7 


D 


TTC — 
UO 


1 0- 
1 u 


4 4 q- 

4 4 3/ 


009-4^4^ 
37UZ 4040 


oequence 


4 t^4 R Z\r\ 
4 O 4 O / Ap 




4 7 
4 O 


X J 


9 


D D 


1 

. X 


1 9 R9 
X z oz 


D 


TTC — 
UO 


1 0- 
X u 


4 4 q- 

4 4 3? — 


Q09-1 ^761 

37UZ Ijj DX 


oequence 


T R761 7A 
1 OO Dl , A 


c 


4 4 
4 4 


X 0 


9 


D D 


1 

. X 


1 7 1 q 


D 


TTC — 

Uo 


i n- 
x u 


4 4 q_ 

4 4 3? — 


009—1 7741 
37UZ — X Oo4 X 


Sequence 


1 7 7 4 1 7A 
1 O O 4 1 / A 


c 


4 5 
4 O 


X <J 


9 




1 

• X 


1 J JO 


7 


u o 


11- 

X X 


917- 
z x / 


£;9q_77E;i i 

JZ37 //JXX 


C a /^f 1 1 a v\ ^ a 

oequence 


7 7 511 Zi 
//Oil/ A 




4 6 
4 D 


X D 


9 
• Z 


O D 


. X 


i 4 7 n 


0 


TTC — 
Uo 


1 n _ 
x u 


4 4 q - 
4 4 3? — 


q09 — 9P071 
37UZ Z OUJl 


oequence 


9 A n 7 T 7A 
Z O U O 1 , A 


c 


4 7 
4 / 


X 0 


9 


O D 


1 

. 1 


Z U D / 


7 
1 


TTO 

Uo - 


11 


z 1 / - 


con 1 7 Q n 

oz y- 1 / oU 


Sequence 


1 7 Q n 7\ v\ 

1 / o U , Ap 




4 fl 
4 O 


X D 


9 


D D 


1 

. 1 


9 7 7 n 
Z O / U 


7 


T TC 

Uo - 


T 1 
11 


9 17 

z 1 / - 


OZ37-j4oU 


Sequence 


9 A 9 n 7\ vn 

J 4 O U , Ap 




4 Q 
4 37 


15 


.2 


D O 


1 

. X 


9 7 9 1 
Z / Z X 


D 


TTC 
UO 


t n 
1 u 


4 4 q _ 

4 4 37 — 


qn9 ot;QTn 

37UZ Z037 / U 


Sequence 


z oy / u , a 




0 U 


15 


.2 


D O 


1 

. 1 


j z x y 


7 


TTC 

Uo- 


T T 
11- 


9 17 

Z 1 / - 


c 9 Q 7 Q 

Oz y - 1 y 


Sequence 


7 Q 7\ vxv\ 1 

fy, Appi 


c 


5 i 


15 


.2 


D D 


. X 


T C /] /J 
J JTT 


7 

1 


T TC 

Uo — 


T T 
11- 


z oo- 


/ 4 oA- ou^ U / 


S equence 


oUfi U / , A 


c 


5 9 
D £ 


15 


.2 


D D 


1 

. 1 




7 


TTC — 

Uo 


T T — 
11 


9 66 — 
Z DD 


74P7i_97P7P 
/ 4 OA Z o 0 oo 


o equence 


9 7 A 7 A 7\ 
Z jo jo , A 


\- 


5 7 
J o 


15 


.2 


D D 


1 

. X 


1 69 7 ^4 
X DZ j Ji 


7 


TTC — 
UO 


T T - 
XX 


9 66- 

z o o — 


74RZ1-97477 
/ 4 OA Z O 4 0/ 


o equence 


9 7477 Zl 
Z 04 O / , A 


(~< 


5 4 

J 4 


15 


O -J 


9 
. z 


JU1 


7 


TTC — 

UO 


11- 
X X 


9 66- 
z o o 


74R7A-77 7q4 6 

/ 4 OA O / O 37 4 D 


oequence 


77 7 q 4 6 

O / O 37 4 D / 




5 5 

o o 


15 


o o 


9 

. z 


^01 
jUI 


7 

f 


TTC — 

uo — 


11- 

XX 


9 66 — 
ZOO 


74RZi-4^779^ 
f 4 OA 4 O / O Z O 


o equence 


4 5 7 7 9 5 
4 0 / O Z O / 


c 


5 6 

O D 


15 


Dj 


9 
. Z 


667 
DO / 


D 


TTC — 

UO 


1 n~ 

1 u 


q c o _ 
37 Do — 


740-901 PR 
o437-Z37lOO 


oequence 


9 Q 1 A A 7A 
z y 1 0 O / A 




57 


15 


65 


9 
♦ ti. 


781 




TJS- 


10- 


449- 


907-74QS 


C a m i a n r* ^ 
o ci^ucnuc 


74 9 5 An 


c 


58 


15 


65 


.2 


1113 


7 


us- 


11- 


217- 


529-2143 


Sequence 


2143, Ap 




59 


15 


65 


.2 


1200 


6 


US- 


10- 


513- 


951-1 


Sequence 


1, Appli 


c . 


60 . 


15 


65 


.2 


126-3 


6 


US- 


10- 


953- 


349-24782 


Sequence 


24782, A 


c 


61 


15 


65 


.2 


1342 


6 


US- 


10- 


449- 


902-13269 


Sequence 


13269, A 


c 


62 


15 


65 


.2 


1351 


6 


us- 


10- 


449- 


902-15822 


Sequence 


15822, A 
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SCORE Search Results Details for Application 
I 10630536 and Search Result us-10-630-536- 
| 6-rst, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-6. rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:17:07 ; Search time 834.328 Seconds 

(without alignments) 
1541.534 Million cell updates/sec 

US-10-630-536-6 
23 

1 cgtcgatgactttctgacggcac 23 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 48236798 seqs, 27959665780 residues 

Total number of hits satisfying chosen parameters: 



96473596 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing : 



Minimum Match 
Maximum Match 
Listing first 



0% 

100% 

150 summaries 



Database : EST:* 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc: * 


7 




gb_est2 : * 


8 




gb est7:* 


9 




gb_est8 : * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gs s4 : •*- 



Pred. No. is the number of results predicted by chance to have a 



http://es/ScoreAccessWeb/GetItem.action?AppId=10630536&seqId=551560&ItemName=us-... 8/2/06 



SCORE Search Results Details for Application 10630536 and Search Result us-10-630-5... Page 2 of 98 



score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 


Score 


Match 


Length DB 


ID 


Description 


c 


1 


18 


.8 


81 


.7 


843 


2 


D±ODZ 4 bZ 


Blboz4b2 bU3iyblb2 


c 


Z 


18 


.4 


80 


.0 


828 


13 


r»TSf~) A 1 O O A 
C W / U 1 0 3 4 


A"T»T "7 A 1 O O /I 7\ "T 7\ TV — — _ "T 

CW/01834 AIAA-aaa7 


c 


3 


18 


.2 


79 


.1 


584 


3 


BM610 33b 


Oiv/rC 7 A O O C 7*7AAA/TO'77 

BM6 10335 1/00068/1 




A 

H 


18 


.2 


79 


.1 


659 


8 


/ fi y y do 


PUT /I QQCO OTTO noc 

CV/4iyybo bJLZ — UUb 


c 


r 

b 


18 


. 2 


79 


.1 


683 


3 


BMb 9 b 0 9 b 


DX>rCACAAC TOAAACOO/I 

BMb 9 b 0 9 b 1 /00068 /4 


c 


r 

0 


18 


.2 


79 


.1 


763 


4 


t>\7 a a c n n a 
BX dUddoU 


nv c a c c c a dvcaccca 
BXoOdodO BX 60 66 60 


c 


-7 


18 


.2 


79 


.1 


806 


13 


LL / 4 UUb fl 


PT l/inr\C/l AiT3 D D -, A A "7 

CL/flUUbfl UK bbaUU / 




Q 

0 


18 


. 2 


79 


.1 


924 


8 


LV^I jjUId 


uvfiobuib Lb i yuoy^o 




Q 




18 


78 


.3 


667 


10 


U 1 1Z 3 bbl 


UllZobbl Ubl AJnNUo 




1 n 
1 U 


17 


.8 


77 


.4 


516 


13 


pa/rn -71 n r 

CZ b / / l/ b 


LZo / /l/b UiYl bauzo 


c 


1 1 


17 


. 8 


77 


.4 


525 


13 


CZUbo /bo 


CZUbo /bo OM BaUUb 




12 


17 


.8 


77 


.4 


597 


11 


t\ m con 

AQy y loyu 


aq yyioyu Ricuzbob 




1 0 
13 


17 


. 8 


77 


.4 


658 


3 


dQh 14 yju 


By4i<iy3U ga bauuy 


c 


7 ^ 

1 4 


17 


.8 


77 


.4 


669 


9 


T>> T O Q O *7 O O 

DN3oZ /Zo 


DN3oZ /Zo LIB3ob3^ 




lb 


17 


.8 


77 


.4 


672 


3 


da/i 1 c a o o 
BQ41bUoz 


BQ^lbUoz GA hiaUUy 


c 


1 c 

1 6 


17 


. 8 


77 


.4 


68 9 


13 


CZ084 /0o 


CZUo^/Ub OM BaUUo 


c 


1 / 


17 


.8 


77 


.4 


810 


10 


DTzU /yz3 


UlZU/yZJ Jbl CAAbl 




1 O 

lo 


17 


.8 


77 


.4 


826 


10 


Din bby bfl 


L)14ibbyb4 Gn UnXiyK 




1 y 


17 


. 8 


77 


.4 


869 


14 




AGo3y<334 oryza sat 




O A 

20 


17 


. 6 


76 


.5 


1012 


4 


BX398870 


BX 3 98 8 7 0 BX 3 988 / 0 




2 1 


17 


. 4 


75 


.7 


774 


12 


CG178031 


CGI /oUol PUIMGyzTB 




22 


17 


. 4 


75 


.7 


862 


12 


CG145737 


CG14b/3/ PUIr 13 /TD 


c 


2 3 


17 


.2 


74 


.8 


234 


5 


CK744115 


PV7 )1 /I 1 1 C 1 4.,,A1 ITw. 

CK/4411b ItUUl-l /Itl 




24 


17 


.2 


74 


.8 


398 


9 


CX61974 6 


CX6197 4 6 GABR1 4 7 


c 


25 


17 


.2 


74 


.8 


507 


2 


BI377699 


T^TOTT/^AA T~> T~» T t~* ^ A A "1 

BI377699 BFLG3 001 




O /C 

2 6 


17 


.2 


74 


.8 


532 


10 


DWb 67 64 6 


DWbb/b4b EST ssal 




O "7 

27 


17 


.2 


74 


.8 


542 


10 


DT7 10673 


DT/lUb/3 Sl3aFA4UE 


c 


28 


17 


.2 


74 


.8 


573 


2 


BI380338 


BI380338 BFLG1 001 




29 


17 


.2 


74 


.8 


583 


10 


nmT 1 ATI A 

DT710719 


T\m*7T ATT A _ 1 T J C7\ T QT5 

DT710719 Sl3aFA39B 


c 


30 


17 


.2 


74 


.8 


585 


4 


CA02 0194 


CA02019 4 HV14J2 0r 


c 


31 


17 


.2 


74 


.8 


624 


5 


CF3y b / 4 3 


CF3yb/43 KTDSz Z4 


c 


32 


17 


.2 


74 


.8 


629 


12 


CE / / h blU 


CE//^blU uigr-gss- 




33 


17 


.2 


74 


.8 


640 


10 


DT /U314 / 


DT/U314/ S130.FA34E 




o a 

3 4 


17 


.2 


74 


.8 


666 


14 


7\p A /] /| 1 -7/1 

AG 9 4 4174 


AGy^^l/^ Drosopnil 




o c 
3 0 


17 


.2 


74 


.8 


684 


8 


pnQI "7 Q A O 

COol / oUz 


COol/oUz rA bbauui 


c 


J b 


17 


.2 


74 


.8 


741 


4 


C AU jdjUd 


lauodoUd ssairgobu 


c 


37 


17 


.2 


74 


.8 


744 


10 


nrnO A /T 1 CO 

DT806162 


nmo AC1 co uv> --.p AC 

DToUblbz Hn eiUG Ub 


c 


38 


17 


.2 


74 


.8 


776 


14 


AG0b3Ub / 


AGUb3Ub/ Pan crogx 




3 9 


17 


.2 


74 


.8 


795 


5 


t~* -rr 1 *7 *7 A "7 O 

CK1 / / y / 3 


CKl//y/o ESI/b/zy3 


c 


/» a 
4 0 


17 


.2 


74 


.8 


797 


12 


bZ y / o4 bo 


D7Q7C/I CQ t-)T Tn TTTC Qriin 

B^y/bfibo PUrJUbyiU 


c 


4 1 


17 


.2 


74 


.8 


829 


5 


cki / / y / z 


cj\i//y/z Ebi/b/zyz 




42 


17 


.2 


74 


.8 


836 


14 


DU870542 


DU870542 98858 Tom 


c 


43 


17 


.2 


74 


.8 


859 


14 


CR245554 


CR245554 Forward s 


c 


44 


17 


.2 


74 


.8 


870 


8 


CN168957 


CN1 68957 AGENCOURT 


c 


45 


17 


.2 


74 


.8 


905 


11 


BH401834 


BH401834 AG-ND-149 


c 


46 


17 


.2 


74 


.8 


930 


7 


BE270919 


BE270919 600943796 




47 


17 


.2 


74 


.8 


953 


3 


BQ070370 


BQ070370 AGENCOURT 




48 


17 


.2 


74 


.8 


968 


14 


DU859776 


DU859776 65066 Tom 




49 


17 


.2 


74 


.8 


1021 


4 


BX339220 


BX339220 BX339220 




50 


17 


.2 


74 


.8 


1365 


14 


AJ858811 


AJ858811 Brassica 




51 


17 


.2 


-74 


.8 


1593 


7 


BF664382 


BF664382 602146044 


c 


52 


17 


.2 


74 


.8 


1998 


6 


CNS0AE0I 


BX815525 Arabidops 




53 


17 


73 


.9 


560 


9 


DB277756 


DB277756 DB277756 



http://es/ScoreAccessWeb/GetItem.action?AppId=10630536&seqId=551560&ItemName=us-... 8/2/06 



SCORE Search Results Details for Application 10630536 and Search Result us- 10-63 0-5... Page 1 of 165 



| SCORE Search Results Details for Application 10 
| 630-536-7 M rge, 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 
start I next page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: July 1, 2006, 03:55:42 ; Search time 491.763 Seconds 

(without alignments) 
4291.222 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-630-536-7 
33 

1 cgagatagccctgataacgcttcacagtatggc 33 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 6366136 seqs, 31973710525 residues 

Total number of hits satisfying chosen parameters: 



12732272 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : GenEmbl:* 



1 




gb_env : 


* 


2 




gb_pat : 


* 


3 




gb_ph : * 




4 




gb_pl : * 




5 




gb_pr : * 




6 




gb_ro : * 




7 




gb sts : 


★ 


8 




gb_sy : * 




9 




gb_un : * 




10 


gb vi : 




11 


gb_o v : 


★ 


12 


gb_htg 




13 


gb_in: 


★ 


14 


gb_om : 


* 


15 


gb_ba : 


★ 



Pred. No. is the number of results predicted by chance to have a . 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SUMMARIES 
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ALIGNMENTS 



RESULT 1 
CS001826 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 

FEATURES 

source 



CS001826 
Sequence 7 
CS001826 
CS001826. 1 



33 bp DNA 
from Patent WO2004106553 . 

GI:58424081 



linear PAT 01-FEB-2005 



Yersinia pestis 
Yersinia pestis 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

Enterobacteriaceae; Yersinia. 

1 

McCready, P.M. , Radnedge,L., Andersen, G . L . , Ott,L.L., Slezak,T.R., 
Kuczmarski, T . A. and Motin,V.L. 

Nucleotide sequences specific to Yersinia pestis and methods for 

the detection of Yersinia pestis 

Patent: WO 2004106553-A 7 09-DEC-2004; 

The Regents of The University of California (US) 

Location/Qualifiers 

1. .33 

. /organism="Yersinia pestis" 
/mol_type="unassigned DNA" 
/db xref="taxon:632" 
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SCORE Search Results Details for Application 106 
Search Result us-10-630-536-7.rng. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6: 
start 

Gc 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 03:53:57 



Search time 198.947 Seconds 
(without alignments) 
1156.508 Million cell updates/sec 



US-10-630-536-7 
33 

1 cgagatagccctgataacgcttcacagtatggc 33 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 5244920 seqs, 3486124231 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



10489840 



Post-processing : 



Database : 



Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 

N_Geneseq_8 : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl990s : * 
geneseqn2000s : * 
genes eqn2 00 las : * 
geneseqn2001bs : * 
geneseqn2002as : * 
geneseqn2002bs : * 
geneseqn2003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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No. Score Match Length DB ID Description 
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c 


b / 


1 O 1 
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2 
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2 


T» T> f\ O O O f\ 
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c 
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bo 


TO O 
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2 
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2 
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4 
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c 
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a 

2 
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13 


ADT1 692 9 


Adtl6929 Plant cDN 




7 2 


18.2 
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2 
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4 


AAS 5 9 719 


Aas59719 Propionib 




7 3 


18.2 
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2 


1417 


8 


TV /**< /~ A A ft 

ACF64 64 8 


Acf64648 Propionib 
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1 4 


TO O 

18.2 


55 . 


2 
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t a 

10 


7v r\/^« T A O "T "1 

ADC3 08 7 7 


Adc30877 Human nov 
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18.2 


55 . 


2 


2 8 64 


10 


TV T> TV C O ^ O T 

ADA5 342 7 


Ada53427 Human cod 
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18 . 2 


55 . 


2 


3030 


4 


AAS59 658 


Aas59658 Propionib 




7 7 


18 . 2 


55 . 


2 


3030 


8 


ACF64 58 7 


Acf64587 Propionib 




7 8 


18.2 


55 . 


2 


4 053 


10 


ACF6800 6 


Acf68006 Pnotornab 
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18.2 


55 . 


2 


6308 


13 
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ADT0 5508 
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80 


18.2 
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2 
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A 

9 
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c 
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18.2 
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2 
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10 


ACF67 3 67 0 6 


Continuation (7 of 


c 


82 


18.2 
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2 
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10 
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2 
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10 
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c 
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2 
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10 
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c 


85 


18 . 2 


55 . 


2 
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13 
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18 
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5 
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10 
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Acf67765 Pnotornab 
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18 
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5 
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10 


ADC9 30 97 
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c 


88 


18 
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5 


4870 


6 


ABQ71017 


Abq71017 Listeria 


c 
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18 


54 . 


5 
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4 
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90 


18 


54 . 


5 
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13 
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c 


91 


18 
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5 
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11 
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18 
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5 
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6 
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93 


18 
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5 
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Continuation (10 o 
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9 
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97 
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9 


160 


6 
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c 


98 


17 . 8 


53 . 


9 
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5 
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c 


99 
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53 . 


9 
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13 
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17 . 8 


53 . 


9 
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2 
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53 . 


9 
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2 
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c 


102 
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9 
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13 
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17 . 8 
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9 
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13 
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c 
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17.8 
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9 
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13 
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c 
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17 . 8 
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9 
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13 
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TvJ.-AA^TA n 1 ^ ^ -i- -P • , T 

Adx09418 Plant rul 
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1 "1 o 

17.8 


53 . 


9 
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2 


Ti TiTrO A OTT 

AAV2 4 871 


Aav24871 H. pylori 
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17 . 8 
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9 
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2 


tv tv m O O 1 C *1 

AAT88157 


Aat88157 H. pylori 


c 


108 


17 . 8 


53 . 


9 
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6 


ABK74 858 


Abk74858 Bacillus 


c 
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17 . 8 


53 . 


9 


1195 


13 


-r\ n i, f~ 1 /"AC 
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t\ j ., r 1 /"AC T^T ^. , -i— .C..T 

Adx51605 Plant rul 
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17 . 8 


53 . 


9 


1248 


6 


TV T*V V t O Pi 1 1 

ABN68 911 


Abn68 91 1 Streptoco 
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17.8 


53 . 


9 
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14 


7inr?T OTIC 

ADZ38635 


Adz38 635 Group A S 


c 
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1 / . O 


5o . 


A 

y 


i o4 y 


1 o 
12 




Au0j/4iu/ u teurago 


c 


113 


17.8 


53. 


9 


1364 


13 


ADX12861 


Adxl28 61 Plant ful 




114 


17.8 


53. 


9 


1555 


13 


ADX09668 


Adx09668 Plant ful 


c 


115 


17.8 


53. 


9 


- 164 6 


13 


ADT19108 


Adtl910"8 Plant cDN 




116 


17.8 


53. 


9 


2010 


4 


ABL09595 


Abl09595 Drosophil 




117 


17.8 


53. 


9 


2147 


4 


ABL09589 


Abl09589 Drosophil 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 

7.rni. 

start 

Go Back to previc 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:28:37 



Search time 40.5 Seconds 
(without alignments) 
1524.607 Million cell updates/sec 



US-10-630-536-7 
33 

1 cgagatagccctgataacgcttcacagtatggc 33 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched : 



1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



2807332 



Database : 



Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7 : /EMC_Celerra_SIDS3 

8 : /EMC_Celerra_SIDS3 

9 : /EMC_Celerra_SIDS3 
10: /EMC Celerra SIDS 



/ptodata/2/ina/l_COMB.seq: * 
/ptodata/2/ina/5_COMB. seq: * 
/ptodata/2/ina/6A_COMB. seq: * 
/ptodata/2/ina/6B_COMB. seq: * 
/ptodata/2/ina/7_COMB.seq: * 
/ptodata/2/ina/H_COMB.seq: * 
/ptodata/2/ina/PCTUS_COMB.seq:* 
/ptodata/2/ina/PP_COMB. seq: * 
/ptodata/2/ina/RE_COMB. seq: * 
3/ptodata/2/ina/backfilesl . seq: 4 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 
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Sequence 
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o 


1 9 


. 2 
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bo . 


z 
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Z 
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-7 97-5 


Sequence 
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y 


19 
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c o 


2 


ft ft A A 
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2 
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A A C TV O 
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Sequence 


3, Appli 




10 
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. 2 


58 . 


2 
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2 


us- 
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Sequence 


3, Appli 




1 1 


19 


. 2 


c o 

58 . 


2 


ft ft A A 

2200 


3 
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08- 


943 


-956A-3 


Sequence 


3, Appli 




12 


19 


. 2 


58 . 


2 


2200 


3 


us- 


09- 
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Sequence 


1, Appli 




13 


19 
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2200 


7 


PCT 


'-US95- 
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Sequence 


5, Appli 
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18 
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3 
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Sequence 


8 3 , Appl 




1 c 
1 5 


18 
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-> 
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us- 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 


34, Appl 
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Sequence 


34, Appl 
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Sequence 
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c 


28 


18 


. 2 


55 . 


2 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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c 
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Sequence 


107, App 
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Sequence 
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Sequence 
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c 
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Sequence 


1, Appli 


c 
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Sequence 


13226, A 
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. 4 


oz 


7 


9 R 9 
ZOO 


9 
0 


TTQ — 


A Q _ 


. m 9 - 
010 


Q Q Qr 1 — 1 9 9/11 
j?3j?U — 10041 


S equence 


19 9/11 7A 

lo o4 1 , A 


c 


£ Q 
fo J* 


1 7 
1 / 


A 


C, 9 
OZ 


. / 


£n 1 


9 
0 


TTC 
Uo 


n q 
u y 


QAQ 

y4 y 


H1C P717H 

Ul b — 0 /I / U 


Sequence 


O 9 1 9 A TV 

o / 1 /U , A 


c 


/ U 


1 7 
1 / 


. 4 


t; 9 
oz 


9 


bui 


9 
0 


TTC 


u y- 


Q A Q 

y h y- 


niC P7171 

Ul b— 0 / 1 / 1 


Sequence 


Q 9 1 9 1 TV 
O / 1 / 1 , A 




9 1 
/ 1 


T -7 
1 / 


A 
. 4 


t; 9 
oz 


9 


124 / 


9 
0 


TTC 

Ub- 


u y- 


9 "7 n 
z / U - 


9 C7 1 9 C 1 

/b/-lool 


Sequence 


1 9 C 1 TV 

1 o 0 1 , Ap 




7 9 
1 z 


1 7 
1 / 


A 
. 4 


Q 9 
OZ 


n 
. 1 


19/17 
1 Z 4 / 


9 
0 


TTC 

Ub — 


n q 
u y- 


9 *7 n 
z / u- 


9C9 1CC99 

/of — 1 bboo 


Sequence 


i a a 9 9 tv 
1 bb oo , A 




7 ^ 
/ O 


1 7 
1 / 


A 
. 4 


Gi9 
OZ 


9 


0 / 4 Z 


9 
0 


T TC — 
Ub 


A Q_ 

u y 


7 C9 _ 

/ bz — 


1 Q/l —7 

1 y 4 — / 


Sequence 


1, Appli 


c 


I 4 


1 7 
1 / 


A 
, 4 


9 
OZ 


9 


OQC7 

0 y 0 / 


9 
0 


TTC — 
Ub 


A A_ 

u y — 


07 C- 

y / b — 


t; Q/i — 1 nn c. 
0 y 4 — 1 uu 0 


Sequence 


T A A C tv „ 

1005, Ap 


c 


9 Q 

/ O 


1 9 
1 / 


A 

. 4 


c; 9 
oZ 


9 


/l CI A 

4 blU 


9 
0 


TTC 

us- 


A Q 

u y- 


A 1 9 

41/- 


Q 9 9 A 

oZz-4 


Sequence 


4, Appli 


c 


"7 C 
/ fo 


1 7 
1 / 


A 

. 4 


t; 9 
oz 


9 


a £. 1 n 
<J blU 


9 
0 


TTC 

Ub — 


n q 
u y- 


y 0 / - 


Q 9 9 TV /» 
OO/ A - fi 


Sequence 


4 , Appli 


c 


7 7 


1 7 
1 f 


A 
. 4 


Ci9 
OZ 


9 


4 OO 1 


9 
0 


TTC — 

Uo 


A Q _ 

u y — 


A 1 7 - 
4 1/ 


P 9 9 _ 9 
OZZ 0 


Sequence 


3, Appli 


c 


7 P 
/ O 


1 "7 
1 / 


. 4 


C.9 
OZ 


9 


4 bO 1 


9 
0 


TTC 
Ub~ 


u y- 


A 1 9 
41/- 


P 9 9 c. 
oZZ - 0 


Sequence 


C TV 1 ^ 

Of Appli 


c 


9 o 

/ y 


i 9 
1 / 


/I 
. 4 


£ 9 
OZ 


9 


A C CL 1 

4 bo 1 


9 
0 


T TC 

Uo- 


A Q 

u y- 


Q C 9 

y 0 / - 


Q 9 9 7\ 9 

00 /A-o 


Sequence 


3, Appli 


c 


0 U 


T O 
1 / 


. 4 


52 


. 1 


4 651 


0 


us- 


A A 

0 9- 


ACT 

95 / - 


O O 9 7\ C 

83 /A- 5 


Sequence 


5, Appli 


c 


P 1 

0 1 


1 7 
1 / 




c; 9 
OZ 


9 


p p 9 p 


9 
0 


T TC 
Ub - 


u y- 


A 1 9 

41/- 


p 9 9 i 
oZZ — 1 


Sequence 


1, Appli 


c 


Q 9 
0 Z 


1 9 
1 / 


, 4 


£ 9 

oZ 


9 


0 0 9 0 
0000 


0 


us - 


A A 

u y- 


Q C 9 

y 0 / - 


Q 9 9 T\ T 

00 /A-l 


Sequence 


1, Appli 




o 9 


T 1 
1 / 


A 

. 4 


OZ 


—> 
. 1 


O T T T A 
21119 


3 


us- 


A A 

09- 


/ICO 

4 53- 


"7 A O D T T T 

/ 02B-111 


Sequence 


111, App 




Q A 
O 4 


1 9 
1 / 


A 

. 4 


c; 9 
OZ 


9 


9 1 1 1 Q 

2 1 1 1 y 


9 
0 


T TO 

Ub - 


1 A 

iu- 


ii/i 
114 - 


1 9 A 111 

1 /u-111 


Sequence 


111, App 


c 


Q c 
O O 


1 9 
1 / 


A 

. 4 


R 9 
OZ 


9 


C Q Q a c 

bo y bb 


9 

0 


T TO 

Ub - 


A Q 

0 y- 


Q/l ft 

y 4 y- 


Ai f 191C9 

Ulb-1 / 152 


Sequence 


TOT CO tv 

17152, A 


c 


8 6 


17 


. 4 


52 


. 7 


66933 


3 


us- 


A A 

09- 


C A A 

54 4- 


9 ft O Tt T T 

398B-11 


Sequence 


11, Appl 


c 


O "7 

87 


T O 

17 


. 4 


C A 

52 


-7 


c a o 9 u 

66933 


3 


us- 


A A 

09- 


C A O 

54 3- 


tt 1 n T T 

771B-11 


Sequence 


11, Appl 


c 


8 8 


T 9 

17 


. 4 


r o 

52 


. 1 


69 924 


3 


us- 


A A 

09- 


94 9- 


016-15367 


Sequence 


15367, A 


c 


8 9 


T 9 

17 


. 4 


52 


. / 


H A A A A 

72049 


3 


us- 


A A 

09- 


C /I A 

54 4- 


9 ft O n ft 

398B- 9 


Sequence 


9, Appli 


c 


A A 

y o 


T 9 
1 / 


. 4 


C 9 
OZ 


9 


9 9 A A A 

/ 2 U4 y 


0 


us - 


A A 

u y- 


C A O 

54 0- 


9 9 1 O A 

/ / IB- y 


Sequence 


9, Appli 


c 


A 1 

y 1 


T 9 
1 / 


. 4 


C 9 

OZ 


9 


O r 0 A A 

y 0 0 y u 


0 


us - 


A A 

u y- 


A /I A 

y4 y- 


ft T C TC/llO 

01 b-1 b41z 


Sequence 


T C A T O TV 

16412, A 


c 


ft O 

y 2 


T 9 
1 / 


. 4 


5z 


9 


O O 9 A 9 

y ooU2 


0 
0 


us - 


A A 

u y- 


y 4 y- 


ATC 1 CO/11 

Ulb-lbo4 / 


Sequence 


16847, A 


c 


A 9 


T 9 

17 


. 4 


52 


-7 
. / 


T /I A O A A 

140844 


3 


US- 


A A 

09- 


A A A 

94 9- 


AT£ T/1TAA 

016-1419 9 


Sequence 


1 A 1 A A TV 

141 yy , a 




A /l 


T O 

17 


. 4 


52 


. / 


T /IT A C A 

141454 


3 


US - 


A A 

09- 


A /l A 

94 9- 


m C TOACC 

016-12055 


Sequence 


1 once; 7A 
1Z U 00 , A 




A C 

95 


T "7 

17 


. 4 


52 


•7 


T /IT /ICC 

141455 


3 


US- 


A A 

09- 


A /I A 

94 9- 


ATC TOTAA 

016-17190 


Sequence 


19 1 on tv 

i/i yu , A 


c 


A £ 

9 6 


T 9 

17 


. 4 


52 


9 

. 7 


T ATT OI 
19 / 131 


3 


US - 


A A 

09- 


A /I A 

94 9- 


AT£ TOCTC 

016-12675 


Sequence 


1 9 a 9 C TV 

lz b / 0 , A 


c 


A "J 

97 


T "7 
1 / 


. 4 


52 


. / 


T ATT AO 
19 /132 


3 


US- 


A A 

09- 


A A A 

94 9- 


016-1 /I/O 


Sequence 


1 9 1 9 A 7\ 
1 / 1 /U , A 


c 


98 


17 


. 2 


52 


. 1 


32 6 


3 


US- 


09- 


270- 


OCT OCOCO 

7 67-2 6852 


Sequence 


OCOCO TV 

Z fob oZ , A 


c 


Q Q 

y y 


1 7 
1 / 


. Z 


9 
OZ 


. 1 


9 9 Q 

00 y 


9 
0 


T TO 

Ub — 


A Q 

u y — 


m 9 
olo — 


qqqp 9PH9Q 

yyyo— zouoy 


Sequence 


9 O A 9 A TV 

2 oU3 y , A 




inn 

1UU 


1 7 
1 / 


o 
. Z 


c; 9 
OZ 


. 1 


bUl 


9 
0 


T TO 

Ub — 


n q 

u y 


Q/l Q 

y 4 y- 


mc c/itcq 
Ulb— 0 4 / bo 


Sequence 


C A 9 CP TV 

0 4 / bo , A 


c 


1U 1 


1 *7 
1 / 


9 
. Z 


c; 9 

OZ 


. 1 


C Q c 

by b 


9 
0 


TTC 

Ub- 


A Q 

u y- 


9 9 n 
Z / u — 


9C9 1 1 one 

/b /-iizyb 


Sequence 


1 1 9 A C TV 

liz yfo, A 


c 


1 no 

1UZ 


1 "7 
1 / 


9 
. Z 


t^9 
OZ 


. 1 


Q 9 9 
000 


9 
0 


TTC 

Ub- 


u y- 


1 Q Q 

lo 0- 


A 9 A 9/19 

y ou-z 4 / 


Sequence 


O A O x\ „ „ 

24/, App 


c 




1 7 
1 / 


9 
. Z 


t; 9 
oz 


T 

. 1 


P 9 9 
COO 


9 
0 


T TC 

Ub 


u y 


9 19 

olZ- 


OQOP 9/19 
Z O OO — Z 4 / 


Sequence 


9/19 Tv -^.v^ 

2 4/, App 


c 




1 7 
1 / 


. Z 


c; 9 
OZ 


T 

. 1 


P A Q 

0 '1 y 


9 
0 


T TO — 

Ub 


A Q _ 

u y- 


lo 0 — 


ft 9 A _ O ft 

y ou — z y 


Sequence 


OA tv 1 

2 9 , App 1 


c 


1 A C 

lUo 


T 9 
1 / 


. Z 


5z 


T 

. 1 


0 4 y 


3 


US- 


A A 

uy- 


9 19 
OI2- 


9 O 9 r* 9 A 

2o3C-z y 


Sequence 


29, Appl 




1 A C 

IU b 


i 9 
1 / 


9 
. Z 


9 
oZ 


. 1 


1 1 9 p 

1 1Z 0 


O 


T TO 

Ub~ 


u y- 


C P 9 
000- 


1 1 n i 1 9 c 
11U-11 / b 


Sequence 


117 6, Ap 




1 A 9 

IU / 


T 9 
1 / 


. Z 


C 9 

5z 


. 1 


1 1 9 A 

1134 


3 


US- 


A A 

uy- 


1 A 9 

iu /- 


A 9 9 /IOC 
433-40O 


Sequence 


4 85, App 




1 A O 

lUo 


T 9 
1 / 


. Z 


C 9 

OZ 


T 

. 1 


9 A /I O 

2 04 0 


3 


us - 


A A 

u y- 


C 9 A 

634 - 


9 9 O IOI 

23o-lol 


Sequence 


181, App 


c 


1 A Q 

iu y 


T 9 
1 / 


. Z 


OZ 


. 1 


/line 

410o 


3 


US- 


A A 

u y- 


C 9 A 

634 - 


990 109 
23o-loZ 


Sequence 


182, App 




i t A 

110 


T 9 

17 


. Z 


52 


. 1 


4 761 


3 


US- 


A A 

0 9- 


C /l 0 

54 3- 


eOTTV TTC9 

681A-1157 


Sequence 


1 1 C 9 tv „ 

1 1 o / , Ap 




ITT 
111 


T "7 

1 7 


. Z 


52 


. 1 


/l *7 O A 

4 7 8 4 


3 


US- 


A A 

u y- 


/C 9 /l 

634 - 


990 0 /i 
238-24 


Sequence 


24, Appl 




T 7 9 
112 


T 9 

17 


. Z 


52 


. 1 


6412 


3 


us - 


A O 

0o- 


602- 


Q99 T 9 
O / /"I / 


Sequence 


17, Appl 




ITU 
11 J 


t 9 
1 / 


. Z 


52 


. 1 


6412 


3 


us - 


A O 

08- 


/I 0 c 

4 / 6- 


C T C 7V T 9 

515A-1 / 


Sequence 


17, Appl 


c 


T T A 
114 


T 9 
1 / 


. Z 


52 


. 1 


T T O /l A 

11340 


3 


US- 


A O 

0b- 


y bi- 


COO T A 9 

02 / -14 / 


Sequence 


147, App 




TTC 

115 


T "7 

17 


. 2 


52 


. 1 


14042 


3 


US- 


A O 

08- 


r c 0 

652- 


0 o 0 0 c 

877-85 


Sequence 


85, Appl 




1 1 c 

lib 


1 7 
1 / 


9 
. Z 


t; 9 
OZ 


. 1 


1 A C\A A 
14 04 4 


9 
0 


TTC 
Ub 


Uo 


boz - 


0 / / — 0 y 


Sequence 


89, Appl 




117 


17 


.2 


52 


.1 


14080 


3 


us- 


08- 


652- 


877-87 


Sequence 


87, Appl 




118 


17 


.2 


52 


.1 


14083 


3 


us- 


08- 


476- 


515A-83 


Sequence 


83, Appl 




119 


17 


.2 


52- 


.1 


14086 


3 


us- 


08- 


652- 


877-83 • 


Sequence 


83, Appl 




120 


17 


.2 


52 


.1 


24942 


3 


us- 


09- 


949- 


016-13318 


Sequence 


13318, A 


c 


121 


17 


.2 


52 


.1 


34422 


3 


us- 


09- 


949- 


016-12701 


Sequence 


12701, A 
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SCORE Search Results Details for Applicatior 
1 10630536 and Search Result us-10-630-536-7.m 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 
7.rnpbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 1, 2006, 04:38:10 ; Search time 459.395 Seconds 

(without alignments) 
882.666 Million cell updates/sec 

US-10-630-536-7 
33 

1 cgagatagccctgataacgcttcacagtatggc 33 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



37784340 



Post-processing : 



Database : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 150 summaries 

Published_Applications_NA_Main: " 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB. s 

/EMC_CelerraJSIDS3/ptodata/2/pubpna/US08_PUBCOMB.s 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C__PUBCOMB. 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB 
/EMC Celerra SIDS3/ptodata/2/pubpna/USllD PUBCOMB 



eq: * 
eq: * 
seq: * 
seq: * 
seq: * 
seq : * 
seq: * 
seq: * 
seq: * 
. seq: 1 
. seq : 1 
. seq: 1 
. seq: 1 
. seq : 1 
. seq : 1 
. seq: 1 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
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and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 





1 

1 




3 3 


inn 
1 UU 


. u 


O T 
OJ 


11 


TTO 1 ft COft CL O C 1 

US-lU-boU-b3b- / 


Sequence 1, Appli 




z 




Q O 

o o 


1 UU 


. U 


1 /IT 

14/ 


i i 
1 1 




Sequence 8/ Appli 


c 


o 


1 Q 

i y 


Q 

. o 


cn 
bU 


, U 


o /i n 
2 4 U 


i i 
11 


TTO 1ft QOO 10O7\ QIOft/1 

Ub-lU-y32-lo 2 A- o 1 o U 4 


sequence oloU4, A 


c 


4 


1 Q 


Q 


bU 


. U 


bib 


1U 


TTO 1ft AQH Qftl TCI 

US-lU-4o /-yUl-3bl 


Sequence 351, App 




b 


i y 


c 
. D 


by 


A 

. 4 


63 / 


A 

4 


US -09-92b-06 b A- 5167 9 8 


Sequence 516798, 




b 


1 Q 

i y 


. D 


b y 


A 
. 4 


DO / 


b 


tto ftQ qoc nccn ci ctoo 

US-Uy-y2b-UbbA-blb / y o 


sequence bib/yy, 




/ 


19 


c 
. D 


by 


A 

. 4 


3437 


3 


TTO ftft Clft 0"3O 

US - 09-bl0-332-lb6 


Sequence 156/ App 




Q 

o 


1 Q 

i y 


. b 


c; q 

o y 


. 4 


3 4 3/ 


y 


tto i ft Tin 1 on i c: c 
Ub-lU— / / U — 12 / — lb b 


Sequence 156, App 




Q 

y 


i y 


. b 


by 


. 4 


343 / 


i ft 

1U 


TTO 1ft O^O O/TC 1C^ 

US- 1U- 9 b2 -3 bb-lbb 


Sequence 156, App 




i n 
1U 


1 ft 

i y 


. 4 


bo 


. 8 


1803 


7 


nn -| r\ ir\^ ft/11 i /| o ^ 

US-1 0-104 -047-1436 


Sequence 1436, Ap 




i i 
11 


19 


. 4 


58 


. 8 


1803 


16 


US -11-072-512-1436 


Sequence 1436, Ap 




1 ft 

12 


19 


. 4 


58 


. 8 


62 61 


13 


TT/-i ii /*\ /^i »n i/l«"» i ft "i 1 P 

US -11-097-143-19175 


Sequence 19175, A 




i o 
1 3 


19 


. 4 


58 


. 8 


10200 


13 


US -11-097-143-19174 


Sequence 19174, A 


c 


1 4 


1 o 

19 


. 4 


c o 

bo 


. 8 


149480 


3 


TTO ftft OTO 1 r OO/I 

US-0 9-8 7 3-3 67C-2 8 4 


Sequence 284, App 


c 


15 


19 


.4 


58 


. 8 


1 a r\ a r\ ft 

149480 


3 


US-09-873-367C-285 


Sequence 285, App 


c 


1 6 


19 


.4 


58 


. 8 


i a ft a o ft 

149480 


3 


US- 0 9- 9 68-007A-2 32 


Sequence 2 32, App 


c 


17 


19 


.4 


58 


. 8 


1 A ft /I ft ft 

149480 


10 


US -10-843-64 1A-284 


Sequence 284, App 


c 


1 o 


19 


.4 


bo 


o 
. O 


1 A ft A Q ft 

149480 


i ft 
10 


irn 1ft O/IO r /! i "n OOC 

US -10-843-64 1A- 2 8 5 


Sequence 28 5, App 


c 


1 9 


19 


.4 


58 


. 8 


1 /t ft /I O ft 

149480 


10 


US -10- 8 4 3- 64 1A- 6702 


Sequence 6702, Ap 




2 0 


19 


.2 


58 


. 2 


2200 


6 


US-10-339-936-1 


Sequence 1, Appli 


c 


2 1 


19 


.2 


58 


. 2 


2 306 


4 


TTC ftft ftftC A/"CT\ "7ft/""Oft1 

US-09-925-065A-706227 


Sequence 706227, 


c 


22 


19 


.2 


58 


. 2 


2 306 


5 


US-09-92 5-065A-70 622 7 


Sequence 706227, 


c 


2 3 


19 


.2 


c o 

bo 


. 2 


334 / 


6 


TTO 1ft ftftT dOO 1 1 ^Ot C 

US- 10-027-632-1162 6 6 


Sequence 116266, 


c 


2 4 


19 


.2 


58 


. 2 


3347 


7 


US-10-027-632-1162 66 


Sequence 116266, 


c 


2 b 


19 


.2 


58 


. 2 


58 65 


o 

o 


US-10-437-963-7 6215 


Sequence 76215, A 


c 


2 6 


19 


.2 


58 


. 2 


<r a ft ft 

6409 


o 

o 


TTO 1ft /111 ft^*5 T/'ftOO 

US-10-437-963-7 6223 


Sequence 76223, A 




2 / 


19 


b / 


. b 


413 


y 


TTO 1ft /IOC 11C OTftIT 

US- 10- 4 2b- lib- 9 /91 / 


Sequence 97917, A 


c 


2 o 


19 


57 


. 6 


C 1 /I A A 

62 44 4 


11 


up nft o*5ft ccn 

US-10-330-7 73-551 


Sequence 551, App 
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Sequence 84174, A 




30 


18 


.8 


57 


. 0 


484 


9 


tto n a ^ ft c iic ort/iftft 

US -10-425-115-98489 


Sequence 98489, A 
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Sequence 204648, 
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Sequence 292762, 
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Sequence 906171, 
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Sequence 379079, 
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Sequence 448355, 
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Sequence 1061764, 
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Sequence 23659, A 
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Sequence 174581, 
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Sequence 174581, 
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sequence yi422, a 
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Sequence 2823, Ap 
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Sequence 22526, A 
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US-09-924-256A-83 


Sequence 83, Appl 
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Sequence 24148, A 
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Sequence 6874, Ap 
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Sequence 25055, A 
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Sequence 22530, A 
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Sequence 205, App 
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Sequence 494611, 
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Sequence 494611, 
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US-10-437-963-69314 


Sequence 69314, A 
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Sequence 10249, A 
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Sequence 516799, 
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b4 


1 o 
lo . 


A 
4 


55 


o 
. 8 


Z4 515 


lo 


TTC 17 nQ"7 1 /I 7 O. G 7 n 

us-n-uy /-i4o-yyiu 
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Sequence 9364, Ap 
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Sequence 37, Appl 
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Sequence 1, Appli 


c 


1 9 
/ Z 


1 R 
1 0 . 


9 
Z 


3 3 


9 

. z 


9 n i 

Z U 1 


y 


TTC* in 71 Q QQO 1 Q 1 Q A 

US- 1 U- /iy-9yo-19194 


Corfiianr'Q 1 Q 1 Q A 7A 

bequence iyiy<j, a 




"7 9 
/ O 


1 Q 
lo . 


9 

Z 


35 


9 
. Z 


9 n 1 
Z Ul 


y 


us- iu- / iy-yyo-zy / lo 


bequence zy//o, A 


c 


1 A 

f 4 


7 O 

lo . 


Z 


55 


. 2 


o n t 
201 


9 


US- 10-741- 600-3902 9 
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sequence 44ooby, 
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Sequence 44ooby, 
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Sequence 333114, 
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Sequence 503807, 
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Sequence 1117216, 
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sequence zy5yby, 
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Sequence 295969, 
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Sequence 86062, A 
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sequence b84uyy, 
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sequence lbyiuy, 
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Sequence 169109, 
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sequence y4b4o5, 
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sequence buiuui, 
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Sequence 1Z1441U, 




i a t 
lUi 


18 . 


o 
Z 


55 


. Z 


1 U5o 


9 


US-10-425-115-34097 
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Sequence 62641, A 




i a c 
IU b 


1 o 

lo . 


Z 


55 


o 
. Z 


O O £T A 

Z 8 b4 


7 


US-10-094-749-995 


Sequence 995, App 
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Sequence 544, App 
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Sequence 6842, Ap 
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Sequence 17713, A 
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Sequence 1, Appli 
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Sequence 1, Appli 
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Sequence" 6815, Ap 
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Sequence 17676, A 
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Sequence 123985, 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
7.rnpbn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10630536 and Search Result us-10-61 

536-7. rnpbn. 

start 

Go Back to previoi 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM nucleic - nucleic search, using sw model 



Run on: 



Title: 



July 1, 2006, 04:39:12 ; Search time 34.2632 Seconds 

(without alignments) 
1138.902 Million cell updates/sec 



US-10-630-536-7 
Perfect score: 33 

Sequence: 1 cgagatagccctgataacgcttcacagtatggc 33 

Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



809770 seqs, 591248006 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database 



1619540 



Published_ApplicationsJNA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09_NEW_PUB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US06_NEW_PUB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_NEW_PUB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/PCTJ4EW_PUB. seq: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10_NEW_PUB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USll_NEW_PUB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US60_NEW_PUB.seq:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 



Query 
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No. Score Match Length DB ID Description 
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1 1 
11 


9 17 
-21 /- 


COQ 7C9Q9 

3Z y - / bz y 0 


Sequence 


7 £9 Q 9 7A 

/ bz y 0 , a 


c 


1 Q 
1 O 


1 7 
1 / . 


Q 

0 


3 J 


Q 

. y 


4U3 


O 

/ 


TTC 

Ub- 


1 1 
11 


- Z b b- 


9/1Q7A 9 7 1 7 fi Q 
/ 4 b A— J / I / Uo 


S equence 


9 7 1 7 H Q 
O /I / Ub , 




1 O 

1 y 


1 7 
1 / . 


0 
0 


3 3 


. y 


A f\C 

4U3 


7 

/ 


T TC 

Ub- 


1 1 
11 


-Z b b- 


/ 4 b A— 4 33Ub / 


Sequence 


A CCAQ1 
4 33Ub / , 


c 


9 A 

z u 


1 / . 


Q 
b 


3 3 


. y 


/1 9 7 
4Z / 


/ 


T TC 

Ub - 


1 1 
11 


9 a a 
- Z bb- 


7/1QTV /I9Q979 

/ 4 b a— 4Z yz / z 


Sequence 


A 9 Q 9 7 9 

4 z yz / z , 




0 1 

z 1 


1 / . 


O 
b 


33 


. y 


r yi Q 

34 y 


o 

/ 


US- 


1 1 
11 


0 c a 
-Z bb- 


7/l07\ /IOOI/IC 

/ 4bA-4Z314 3 


Sequence 


/I O O 1 /I c 

4Z31 4 3 , 


c 


2 z 


1 n 
1 / . 


O 

0 


33 


. y 


0 n 0. 

b / y 


0 

/ 


US- 


1 1 
11 


-21b- 


343-11 bZ 


Sequence 


1 1 b Z , Ap 




9 9 
Z O 


1 7 
1 / . 


Q 
b 


3 O 


. y 


bb b 


1 


T TC 

Ub - 


1 1 
11 


9 c a 
- Z bb- 


/ 4 b A - 4 1 b 3 b 3 


S equence 


/ll ccQt; 
4 1 b3 b 3 , 


c 


9 /l 

z 4 


1 "7 
1 / . 


Q 
b 


3 3 


. y 


1 CA C 
1 D4 3 


-7 

/ 


TTC 

Ub - 


1 1 
11 


-z 1 0- 


cyi: Q 9 9 
343~y33 


Sequence 


Q 9 9 7\ 

y 3 3 , App 




2 5 


1 "7 
1 / . 


O 
b 


33 


. y 


O £ 1 TOO 

2 bl /by 


-7 

/ 


US - 


1 1 
11 


9 £A 

-2 6U- 


O A 9 1 

b42-l 


Sequence 


1, Appli 




2 6 


17 . 


6 


53 


. 3 


310 


o 

7 


US- 


11 


O <c 

-266- 


"7/l07\ O/^A^AA 

/48A-2 6940 0 


Sequence 


O C. A A A A 

2 694 00, 


c 


O "7 

2 7 


1 / . 


r 

0 


33 


. 3 


31U 


0 

/ 


T TC 

Ub- 


1 1 
11 


-2 bb- 


7/IQ7\ 99QQ17 

/ 4 bA- 32 yyi / 


Sequence 


9 9 Q Q 1 7 

3zyy 1 / , 


c 


Z O 


1 "7 
1 / . 


£T 
O 


3 0 


. 3 


Q 9 Q 

oz y 


b 


T TC 

Ub — 


1 n 

1U 


Q ^ 9 
"J J J 


Olj-O /b43 


Sequence 


O / b 4 3 , A 




2 y 


1 9 
1 / . 


c 

O 


33 


. 3 


1 9 O Q 

1228 


a 
O 


US- 


1 A 

10 


-4 4 y- 


OA9 1 C7Q1 

yoz-13 /yi 


Sequence 


1 C7Q1 t\ 

13 / y 1 , a 


c 


30 


1 "7 

17 . 


6 


53 


. 3 


1/101 
1481 


o 

7 


US- 


11 


-216- 


c a c n c o n 
545- /59 / 


Sequence 


O C A O 7\ ~t 

/ 5 9 / , Ap 




31 


i 7 
1 / . 


c 

0 


33 


. 3 


1 "7 O O 

1 /22 


-7 

/ 


T TC 

Ub- 


1 1 

11 


-2 bb- 


7/1QTV 9C9Q91 

/4bA-332bZ 1 


Sequence 


9 C 9 Q 9 1 

33Zb Zl , 




9 0 
3Z 


1 1 
1 / . 


O 


3 3 


. 3 


17 9 9 

1 7ZZ 


7 
/ 


T TC 

Ub - 


1 1 
11 


9 c c 
- Z b b - 


7/)Q7\ 9Q/19G.1 
/ 4 b A— 3 b 4 Z 3 1 


S equence 


OQ/IO CI 

3 b 4 Z 31 , 


c 


33 


1 7 . 


6 


33 


. 3 


1 "7 O O 

1 722 


"7 

/ 


US- 


1 1 

11 


-2 6b- 


*7/107\ /IOCOAA 

/48A-43b2U0 


Sequence 


/1 0 a 0 a a 
4 3bZ OU , 




O A 

34 


1 / . 


6 


3 3 


. 3 


2 2 51 


O 
/ 


US- 


11 


-2 1 b- 


r/l c r 1 ci 
343-bl3l 


Sequence 


C 1 C 1 7\ „ 

b 1 3 1 , Ap 




0 c 
35 


1 n 
1 / . 


D 


33 


. 3 


0 a T n 
Zh. 1 3 


b 


US - 


*i A 

10 


-1 y b- 


7/1 ft C C Q 

/ 4 y-33 y 


Sequence 


559, App 




3 6 


1 "7 
1 / . 


r 
D 


33 


. 3 


0/100 

2 488 


9 
/ 


US- 


11 


0 c c 
-2 bb- 


/4 8A-2 /4y4 


Sequence 


0 n a a a 7\ 

Z / 4 y 4 , A 




3 / 


1 / . 


6 


53 


. 3 


2 488 


O 


US - 


11 


0 c c 
-2 bb- 


0/t07\ C7C1 C 

/4bA-3 / bl3 


Sequence 


3 / bl 3 , A 




0 0 
3 0 


1 O 

17 . 


6 


53 


. 3 


2739 


O 

7 


US- 


11 


^ c a 

-2 66- 


7 4 8A-5 610 0 


Sequence 


C £T 1 A A TV 

5blUU, A 


c 


0 0 
3 9 


17 . 


4 


52 


. / 


coo 

52 3 


6 


US- 


T A 
10 


/i 0 0 
-488- 


(1 1 A O C O O 

619-2592 


Sequence 


O C A O 7\ 

2 59 2, Ap 




a a 
4 0 


1 O 

17 . 


4 


52 


-7 


C O 

53 6 


-7 


us- 


1 1 
11 


o C r 

-2 66- 


"7/107V OOOCAO 

7 4 8A-228 502 


Sequence 


OOOCAO 

ZZb 3 UZ , 




A 1 

4 1 


1 "7 
1 / . 


4 


3Z 


. / 


3b4 


-7 
/ 


US - 


1 1 
11 


-Z bb- 


7/iqt\ /I771 C 

/ 4 bA-4 /31b 


Sequence 


A 7 9 1 C 7\ 

4 / 3 1 b , A 




/1 9 
4 Z 


1 1 
. 1 / . 


4 


3Z 


-7 


1 n n n 
1 UUU 


-7 

/ 


TTC 

us- 


1 1 
11 


-Z bb- 


/ 4 bA-Z b 4 Ub U 


Sequence 


O Q A A Q A 

Z b4 UbU , 


c 


/1 0 
4 3 


1 O 

17 . 


4 


c 0 

52 


-7 
. 7 


1000 


-7 

7 


US- 


1 1 
11 


0 c c 
-Z bb- 


"7/1QTV OOCCAQ 

/ 4bA-3333Uy 


Sequence 


O O C C A Q 

3333Uy , 




4 4 


1 "7 

17 . 


4 


52 


*7 


1UUU 


o 
/ 


US - 


1 1 
11 


-Z bb- 


/ 4bA-3y3y 4 / 


Sequence 


7Q7Q/I7 

3 y3y 4 / , 


c 


A C 

4 5 


n *7 

1 7 . 


4 


52 


. 7 


1 a a n 
1000 


0 
/ 


US- 


1 1 
11 


0 ^ <r 
-2 66- 


/48A-464993 


Sequence 


/l £ A O A 9 

4 b4 y y3 , 




4 b 


i 7 
1 / . 


4 


3Z 




13/1 


1 


T TC 

Ub- 


1 1 
11 


Z b b - 


"7/lQ7\ CC19 
/ 4 b A— 3 312 


S equence 


C C T O TVy-. 

331Z , Ap 




/I 7 

4 / 


1 9 
1 / . 


/I 

4 


c: 0 
3Z 


. / 


1 A 9 O 

14 3b 


/ 


US- 


1 1 
11 


-Z bb- 


7/IQ7X 1CQ917 

/ 4 b A— lbb31 / 


Sequence 


1 con 7 
1 bb 3 1 / , 




4 8 


1 / . 


4 


52 


-7 


1000 

1 02 y 


0 
/ 


US- 


1 1 
11 


^ c c 
-Zbb- 


7 /IOT\ TOOQCO 

/4bA-lbby b3 


Sequence 


Ibb y b3 , 




/1 a 

4 9 


1 / . 


4 


c 0 

52 


. 7 


1000 
182 9 


o 
/ 


US- 


1 1 
11 


^ c c 
-2 66- 


/ 4oA-194o 33 


Sequence 


194 8 55, 




c n 
3 U 


1 "7 
1 / . 


/I 

4 


32 


-7 
. / 


1 O C\ 9 

1 y U3 


/ 


T TC 

Ub- 


1 1 
11 


-2 bb- 


/ 4 b A— byz b3 


Sequence 


byz b 3 , A 


c 


C 1 


1 7 . 


4 


52 


-7 
. 7 


1 O A O 

1 y 03 


o 
/ 


US- 


1 1 
11 


H tl 

-Z bb- 


7 /I O71 100A9C 

/ 4 8A-122U / b 


Sequence 


122U / b, 


c 


^ 9 
0 z 


1 7 


4 


3 Z 


. / 


9 9 C.Z1 
Z O 3 fl 


7 


TTC _ 


X J. 


z ± 0 


3433534 


Q a f~l 1 lonr 0 

oequence 


3 -? 3 4 , ■rt.p 




53 


17. 


4 


52 


.7 


755217 


1 


US- 


11 


-266- 


748A-29045 


Sequence 


29045, A 


c 


54 


17. 


2 


52 


.1 


282 


1 


us- 


11 


-266- 


748A-229685 


Sequence 


229685, 


c 


55 


17. 


2 


52 


.1 


345 


1 


us- 


11 


-266- 


748A-298659 


Sequence 


298659, 


c 


56 


17. 


2 


52 


.1 


592 


1 


us- 


11 


-266- 


748A-53182 


Sequence 


53182, A 


c 


57 


17. 


2 


52 


.1 


632 


7" 


us- 


11 


-266- 


748A-8 6987 


~ Sequence 


86987, A 




58 


17. 


2 


52 


.1 


632 


7 


us- 


11 


-266- 


748A-139798 


Sequence 


139798, 




59 


17. 


2 


52 


.1 


647 


7 


us- 


11 


-266- 


748A-209862 


Sequence 


209862, 
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c 


r A 

60 


11 a 

17 . 2 


52 . 


1 


/z c ez 

656 


7 


us- 


11 


-2 66- 


"7/107\ ACT A O O 

748A-2 513 9 8 


Sequence 


A C 1 A A O 

2513 98 , 


c 


61 


17 . 2 


52 . 


1 


656 


7 


us- 


11 


-2 66- 


T it ft * OTP/IA1 

748A-275431 


Sequence 


2754 31, 




ei A 
62 


i t a 
1 / . 2 


c a 
52 . 


1 


ez c ez 
b5b 


/ 


US- 


11 


0 c c 

-2 66- 


7 4 8A-31iyi 5 


Sequence 


A 1 1 A 1 C 

311915, 




c: a 

b 3 


IT A 
1 / . 2 


c a 
52 . 


1 


T O C 

/do 


1 


US- 


1 1 

11 


0 c c 

-2 66- 


7 4 8A-1153b / 


Sequence 


1 1 COCl 

1153 67, 


c 




1 "7 A 

1 / . 2 


c a 
02 . 


7 
1 


T O C 
1 O 0 


/ 


US- 


1 1 

11 


o c ez 

-2 6b- 


/ 4 8 A- lo / 031 


Sequence 


1 C T C A 1 

157531 , 




DO 


IT A 

1 / . 2 


c a 
02 . 


1 


/oO 


"7 

/ 


US- 


1 1 

11 


A C C 

-2 bb- 


T/107\ AAATTC 

/48A-22 0 / / o 


Sequence 


A A A T T C 

2207 7 5 , 




0 D 


IT 0 

1 / . 2 


c. a 
02 . 


1 


"7QC 

/ o 0 


7 


T TO 


1 1 
1 1 


0 a a 
-2 bb- 


/ H 0 A- 3 y 4 4 4 3 


Sequence 


O Q A A A O 

3 y 4 4 4 3 , 


c 


D / 


1 / . Z 


CO 

OZ . 


1 
1 


/ o 0 


T 

I 


TTO 


1 1 
1 1 


0 £ C 
- £ OD 


/ ^oA-fl D0*io y 


S equence 


h bo 4 o y , 


c 


C Q 
DO 


IT O 

1 / . 2 


c o 
52 . 


1 


O /I A 

840 


-7 


US- 


1 1 

11 


-2 bb- 


/4 8A-8U0ob 


Sequence 


O A a o ez T\ 

80086, A 




ei a 

6 9 


IT A 

17 . 2 


c a 

52 . 


1 


O A A 

840 


T 

7 


US- 


11 


a a r 

-266- 


7 yi Q7\ 1 A A O A A 

748A-132897 


Sequence 


1 A A A A A 

132897 , 


c 


T A 


ii a 
17 . 2 


52 . 


1 


i a n c 

1035 


7 


US- 


1 1 

11 


A "1 T 

-217- 


CAA A A A T A 

529-82312 


Sequence 


A A A 1 A T\ 

82312, A 


c 


T 1 


IT A 

1 / . 2 


c a 

52 . 


1 


T A A T 

2yu / 


/ 


US- 


1 1 

11 


O 1 T 

-21 1 - 


CAA 1A11AO 

529-191128 


Sequence 


191128 , 


c 


T 9 
/ 2 


IT O 

1 / . 2 


02 . 


1 


1 1 O O Q G 

iioo y y 


T 


US- 


1 1 

11 


1 Q Q 

-lb y- 


A T Q el A 

2 / y-b4 


Sequence 


A T\ 7 

64, Appl 




T A 
/ 3 


IT A 

1 / . 2 


52 . 


1 


1 /II C A A 

141540 


/ 


US- 


11 


0 c c 

-2 66- 


7 4 8A-59424 


Sequence 


C A yi A A T\ 

59424, A 


c 


T /I 
/ 4 


1 T 
1 / 


C 1 

51 . 


5 


336 


/ 


US- 


1 1 

11 


A C C 

-2 66- 


7 48A-171450 


Sequence 


1 A 1 /I C A 

171450, 




T C 
/ 0 


1 T 
1 / 


C 1 

51 . 


r 
O 


o o ^ 

336 


/ 


US- 


1 1 

11 


A C C 

-2 66- 


7 /I OH A^CAAT 

7 48A-24 5337 


Sequence 


A /I C A A T 

245337 , 


c 


T C 

/ b 


1 7 
1 / 


c. i 
01 . 


c 

0 


/I c r 

4 0b 


"7 


T TO 

us- 


1 1 

11 


-2 bb- 


T /l O 7\ A A A A A C 

/ 4 8A-23UU2 b 


Sequence 


A A A A A £T 

230U2 b , 


c 


t "7 

/ / 


1 7 
1 / 


C 1 

01 . 


c 
O 


COT 

oo / 


-7 


T TO 

us- 


1 1 

11 


O 1 T 

-21 /- 


COO A Q 1 T 

02 y-z yi / 


Sequence 


A Q 1 T tv _ 

2 y i / , Ap 




7 Q 
/ 0 


1 7 
1 / 


c i 
01 . 


c 
0 


T 1 Q 
/ 1 O 


T 

1 


TTO 


1 1 
1 1 


-2 bb- 


7/1Q7A yinn^.7 
/ 41oA-4UU03 


S equence 


/I A A C A 7\ 

4 UUO 3 , A 




t n 

7 9 


1 T 

17 


C 1 

51 . 


5 


713 


1 


US- 


11 


-266- 


n /|OT\ AAAOA1 

7 4 8A-208821 


Sequence 


A A O A A 1 

208821 , 


c 


o a 
8 0 


1 T 

17 


C 1 

51 . 


5 


T O 1 

7 91 


/ 


US- 


1 1 

11 


0 a tz 

-2 66- 


T/107\ OATA1 

7 4 8A-80 7 01 


Sequence 


O A T A 1 TV 

80701, A 


c 


8 1 


1 T 

17 


C 1 

51 . 


r 
0 


tot 

7 91 


/ 


US- 


1 1 

11 


A d d 

-2 66- 


H A OT\ 11AAA1 

7 4 8A-110901 


Sequence 


110901 , 




o a 

82 


1 T 

17 


51 . 


r 

5 


T n i 

7 91 


/ 


US- 


11 


-2 66- 


1 A O T\ 1AAC1A 

7 4 8A-13 3 512 


Sequence 


133512 , 




8 3 


17 


51 . 


5 


951 


7 


us- 


11 


-217- 


529-196 


Sequence 


196, App 


c 


8 4 


17 


51 . 


5 


9 97 


7 


us- 


11 


-266- 


748A-187022 


Sequence 


187022 , 


c 


8 5 


17 


51 . 


5 


1000 


7 


US- 


11 


-2 66- 


A /l O T\ AACACA 

7 4 8A-2057 52 


Sequence 


A A C A C A 

2057 52, 




8 6 


1 7 


51 . 


5 


1000 


7 


us - 


11 


-2 66- 


7 y( O 71 AAAAOC 

748A-292985 


Sequence 


AAAAOC 

2 92985, 


c 


87 


17 


51 . 


5 


1000 


7 


us- 


11 


-266- 


748A-34 4414 


Sequence 


A A A 1 A 

344414 , 




8 8 


17 


51 . 


5 


1000 


7 


US- 


11 


-266- 


AylATV A A /l O ^ A 

748A-4 04 8 69 


Sequence 


4048 69, 


c 


o a 


1 T 
1 / 


C 1 

51 . 


r 

D 


1000 


/ 


US- 


11 


0 a a 
-2 bb- 


/ 4 8A-4 / 0 9 lo 


Sequence 


yi T C A 1 c 

4 / oy 15 , 




a a 

y o 


1 T 
1 / 


C 1 

51 . 


5 


1 A O £ 

108 6 


"7 


US- 


1 1 

11 


-2 66- 


M8A-18 813 0 


Sequence 


1 O O 1 A A 

188130, 


c 


A 1 

y l 


1 T 
1 / 


51 . 


5 


1 A O C 

108 6 


1 


US- 


1 1 

11 


o c ei 

-2 66- 


T/107X O /I A A A A 

/48A-24 222 3 


Sequence 


A /I A A A A 

242223 , 




a a 

92 


n A 

17 


C 7 

51 . 


5 


i n a a 

1329 


-7 

7 


us- 


1 1 

11 


A e~ el 

-266- 


A/1A7\ aaaaca 

748A-228253 


Sequence 


A A O A C A 

228253 , 


c 


a a 
9 J 


1 T 
1 / 


C 1 

51 . 


r 
0 


i A ez O 

14 68 


T 


US- 


1 1 

11 


A el el 

-2 66- 


/48A-1 /2 64 0 


Sequence 


1 /2 64 U , 




A A 

y ^ 


1 T 

17 


51 . 


r 

5 


1 c c o 

1553 


6 


US- 


1 A 

10 


A A A 

-44 9- 


AAA A A A A 

902-2904 


Sequence 


A A A /l TV ~~ 

2 y 0 4 , Ap 




9 5 


17 


c 1 

51 . 


5 


1655 


6 


US- 


10 


-44 9- 


n AO AA1TA 

902-20113 


Sequence 


20113, A 


c 


A £ 

y b 


1 T 

17 


C 1 

51 . 


r 

5 


18 61 


-7 


US- 


1 1 

11 


-216- 


c a c 0/1 c>i 
545-2454 


Sequence 


A /I C A 7\ *^ 

2 4 5 4, Ap 




97 


17 


51 . 


5 


1929 


7 


us- 


11 


-216- 


545-6501 


Sequence 


6501, Ap 




a o 

y o 


1 T 
1 / 


C 1 

51 . 


r 

b 


A A C O 

24 68 


T 
/ 


US- 


1 1 

11 


A A A 

-2 y 3- 


CAT 1 A A A 

by / -1U4 3 


Sequence 


1 A /I A 7\ *-» 

1 U 4 3 , Ap 




y y 


1 T 
1 / 


C 1 

51 . 


r 

5 


2 4 y y 


1 


US- 


1 1 

11 


a ei ei 
-2 bb- 


/ 4oA-3 0 3b4 3 


Sequence 


A C A C A A 

30364 3 , 


c 


inn 
1UU 


1 T 
1 / 


C 1 

51 . 


r 
0 


O /I A A 

2499 


/ 


US- 


1 1 

11 


a ei a 
-2 bb- 


T/107X A A T A A A 

/48A-43 /U22 


Sequence 


/I A T A A A 

43 /U22 , 




i a i 


1 T 

17 


C 1 

51 . 


r 

5 


o c o o 

2 528 


/ 


US- 


1 1 

11 


A A A 

-2 93- 


CAT O /l A 

697-84 9 


Sequence 


8 4 9, App 


c 


102 


1 T 

17 


C 1 

51 . 


r 

5 


O C A A 

2590 


■■7 


US- 


11 


A ei ei 

-2 66- 


T/IOTV aaaac 

7 4 8A-22 925 


Sequence 


AAAAC T\ 

22925, A 




i a a 

10 3 


1 T 

17 


C 1 

51 . 


r 

5 


O O A A 

2 822 


6 


US- 


1 A 

10 


A A A 

-44 9- 


AAA 1AAT1 

902-13071 


Sequence 


1 A A A 1 7\ 

13071, A 




104 


i a 
17 


51 . 


r 

5 


A C A T 

3597 


-7 

7 


US- 


11 


A ei ei 

-2 66- 


T/107\ C O A A O 

7 4 8A-58 4 48 


Sequence 


C. O A A O TV 

58448, A 


c 


i a c 

105 


1 T 

17 


C 1 

51 . 


r 

5 


3831 


7 


us- 


11 


A el ei 

-266- 


T/1071 AAAC/1 

748A-22964 


Sequence 


A A A C A TV 
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I SCORE Search Results Details for Application 
I 10630536 and Search Result us-10-630-536- 
I 7,rst, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-7.rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: July 1, 2006, 04:17:07 ; Search time 1197.08 Seconds 

(without alignments) 
1541.534 Million cell updates/sec 

Title: US-10- 630-53 6-7 

Perfect score: 33 

Sequence: 1 cgagatagccctgataacgcttcacagtatggc 33 

Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 48236798 seqs, 27959665780 residues 

Total number of hits satisfying chosen parameters: 96473596 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : EST:* 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb est4:* 


4 




gb_es t5 : * 


5 




gb_est6: * 


6 




gb htc:* 


7 




gb_est2 :* 


8 




gb_est7 : * 


9 




gb_est8 :* 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12 : 


gb_gss2 : * 


13: 


gb_gss3 : * 


14 : 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 
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Match Length 
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1U 


Description 




1 
1 


9 9 
Z O 


69 


.7 


762 


1 A 
X H 
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.6 
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c 
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c 
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SCORE Search Results Details for Application 10 
630-536-8.rge. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 
start I next page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



July 1, 2006, 03:55:42 



Search time 2190.58 Seconds 
{without alignments) 
4291.222 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



US-10-630-536-8 
147 

1 atttgtcggaaggtcgcagt ccgtcagaaagtcatcgacg 147 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



12732272 



Database 



GenEmbl 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



gb_env: * 
gb_pat : * 
gb_ph : * 
gb_pl : * 
gbjpr : * 
gb_ro : * 
gb_sts : * 
gb_sy : * 
gb_un : * 
gb_vi : * 
gb_ov: * 
gb_htg : * 
gb_in : * 
gb_om : * 
gb_ba : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the "score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application : 
| Search Result us-10-630-536-8.rn 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6! 
start 



GenCore version 5.1.9 
Copyright <c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



July 1, 2006, 03:53:57 



US-10-630-536-8 
147 

1 atttgtcggaaggtcgcagt . 



Search time 886.22 Seconds 
{without alignments) 
1156.508 Million cell updates/sec 



. ccgtcagaaagtcatcgacg 147 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 5244920 seqs, 3486124231 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



10489840 



Database : 



N_Geneseq_8 : 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl 990s : * 
geneseqn2000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2002as : * 
geneseqn2002bs : * 
geneseqn2003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance^ to_ have a ... 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-8. rni. 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence : 



July 1, 2006, 04:28:37 ; Search time 180.409 Seconds 

(without alignments) 
1524.607 Million cell updates/sec 

US-10-630-536-8 
147 

1 atttgtcggaaggtcgcagt ccgtcagaaagtcatcgacg 147 



Scoring table: IDENTTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2807332 



Post-processing: 



Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database 



Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7 : /EMC_Celerra_SIDS3 

8 : /EMC_Celerra_SIDS3 

9 : /EMC_Celerra_SIDS3 
10: /EMC Celerra SIDS 



/ptodata/2/ina/l_COMB. seq:* 
/ptodata/2/ina/5_COMB.seq:* 
/ptodata/2/ina/6A_COMB. seq: * 
/ptodata/2/ina/6B_COMB. seq: * 
/ptodata/2/ina/7_COMB.seq: * 
/ptodata/2/ina/H_COMB . seq: * 
/ptodata/2/ina/PCTUS_COMB.seq: * 
/ptodata/2/ina/PP_COMB. seq: * 
/ptodata/2/ina/RE_COMB . seq : * 
3/ptodata/2/ina/backf ilesl . seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and" is derived by analysis of the total score distribution. 
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X 1 bbo 


Z 


TTO 
Ub~ 


08- 


446- 


932-1 


Sequence 


1, Appli 




/I "7 
4 1 


9 £ 

Z b 


17 


.7 


1 1 ceo 

XX bbo 


o 
Z 


T TO 

Ub- 


08- 


801- 


2 63A-1 


Sequence 


1, Appli 




A Q 
4 O 


9 ft 

Z b 


17 


.7 


1 1 ftft9 
XX OOJ 


Z 


TTO — 
Ub 


08- 


801- 


263A-7 


Sequence 


7, Appli 




4 y 


o e 
Z b 


17 


.7 


I 1 ceo 

II bbo 


o 
o 


TTO 

Ub- 


09- 


102- 


248-1 


Sequence 


1, Appli 




0 u 


9 ft 


17 


.7 


1 1 ftft9 


o 


TTO — 


09- 


102- 


248-7 


Sequence 


7, Appli 




51 


26 


17 


.7 


11663 


3 


US- 


09- 


367- 


764-1 


Sequence 


1, Appli 




52 


26 


17 


.7 


11663 


3 


us- 


09- 


367- 


764-7 


Sequence 


7, Appli 




53 


26 


17 


.7 


11717 


2 


us- 


08- 


801- 


263A-4 


Sequence 


4, Appli 




54 


26 


17 


.7 


11717 


3 


us- 


09- 


102- 


248-4 


Sequence 


4, Appli 




-55 


2 6- 


17 


.-7 


11717 


3 


us- 


09- 


367- 


7 64-4 


Sequence 


4, Appli 


c 


56 


26 


17 


.7 


246444 


3 


us- 


09- 


949- 


016-13113 


Sequence 


13113, A 




57 


25.8 


17 


.6 


123863 


3 


us- 


09- 


949- 


016-14202 


Sequence 


14202, A 
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c 


0 0 


9 t: 
Z 0 




1 *7 


A 
. H 


7 9 9 


3 


T TO 

Ub- 


n q 
u y- 


9 *7 A 

z / u- 


7C7 1 OQ7 

• / b / - xz o / 


Sequence 


1 9 P 9 7A r-N 

X Z o / , Ap 


c 


c: q 

o y 


9 R 
Z 0 


cz 
. b 


1 / 


A 

. H 


"7 9 9 
/ 33 


3 


T TO 


uy- 


A 9 A 

z / u- 


9C9 1 CCCQ 

/b /-XbOby 


Sequence 


7 C C C A T\ 

X bO b y , A 




c n 
D u 


Z 0 


(Z 

. b 


1 / 


A 
. 4 


PCI 

o bX 


0 


T TO 
Ub~ 


u y- 


Q1 A 

y / 4 - 


9AA—C1 AC 

oUU— bXUb 


Sequence 


C 1 A C 7\r> 

DlUO, Ap 




c i 

D X 


z o 


ez 
. o 


1 7 
X / 


/l 


A 9 9 A 
4 o J 4 


9 
Z 




uo 


0 / u — 


7 n77A- 9fl 


b equence 


9P TAiAtAl 
0 O , AppX 




C9 
0 z 


9 a 

z o 


. D 


1 1 


• 1 


4 O s3 4 


o 


T TQ — 


HQ. 

u y — 


A97- 


cm _ 9 q 

DUl JO 


bequence 


O 0 / App X 




C 9 


9 a 
Z 0 


(Z 


1 7 


/I 


4 9 94 

4 <j -J 4 




TTQ — 

Ub 


A Q_ 

u y 




1 7 Q_ 9 P 
X / 3 0 0 


bequence 


9P TA y>*-\ 1 




C 4 
D 4 


9 

Z 0 


. 0 


1 7 
X / 


/I 


4 9 9 4 
4 O J 4 


c 
O 


TTQ — 
Ub 


x u 


1 Q7- 


9 1 Q_ 9 P 

«j x y j o 


b equence 


9P 7A rn^ 1 
jo, AppX 




C ^ 
0 0 


9 

Z O 


ez 
. 0 


1 7 
X / 


A 
. 4 


4 9 9 4 
4 O O 4 


O 


TTO — 
Ub" 


1 n_ 
x u 




1 A7\ _ 9 P 


b equence 


9 P 7\ »^-r> 1 

o o t AppX 




C £ 


9 

Z 0 


. 0 


1 7 
X / 


. 4 


4 4 C\A 
H 4 U4 


3 


TTC — 

Ub 


A Q_ 

u y 


OZ o- 


bob— J / 


Sequence 


9 9 7\ nv\ 1 

o / , AppX 




C "7 


9 t; 

zo 


. b 


1 "7 
X / 


. 4 


c /i n 9 
b4 UZ 


A 

Z 


T TO 

Ub- 


A Q 

u o- 


c "7 A 

b / U- 


9 A 9 TV 9 C 

1 U /A- 3 b 


S equence 


AC 7\-rv»^1 

3 b , AppX 




bo 


ZO 


C 


17 


. 4 


64 Uz 


3 


US- 


A A 

09- 


A A A 

03 /- 


C A 1 O C 

601-36 


Sequence 


36, Appl 




C Q 

o y 


9 ^ 
Z 0 


C 

. 0 


1 7 
X / 


. 4 


c a n 9 

D4 UZ 


o 
o 


T TO 
Ub 


A Q 

u y 


91^ 
3X0- 


1 7 Q 9 C 

x / y — J D 


S equence 


3 b , -^PP 1 




"7 n 
/ U 


Z 0 


C 

. b 


1 / 


A 

. 4 


b4UZ 


A 

3 


US- 


A Q 

uy- 


C A O 

OZ 3- 


CC.cZ AG 

bOb-Zy 


Sequence 


2 9, Appl 




9 i 
/ 1 


9 c; 
ZO 


. b 


1 / 


. 4 


a A C\ 9 

b4UZ 


0 


T TO 

Ub- 


1 A 

10- 


7 Q 9 

Xo 1 - 


9 7 Q 9 C 

3iy-3b 


Sequence 


3b, Appl 




/ Z 


9 c: 
ZO 


. b 


X / 


. 4 


b4 UZ 


0 


US- 


7 r\ 

iu- 


7 O 1 

X3 1 - 


C 1 A7\ A £T 

0 1 OA- 3 b 


S equence 


3 b , Appl 




"7 9 
/ 3 


ZO 


. b 


X / 


. 4 


X4XZ40 


A 

3 


US- 


A Q 

u y- 


Q A A 

y 4 y- 


A1£T 7AA717 

UX b — XZZ4X 


Sequence 


1 A A A 7 7\ 
1ZZ 41 , A 




/ 4 


9 c: 

Zo 


/i 


X / 


. o 


3 y y 


A 
Z 


us - 


A O 

Uo- 


A *7 A 

4 / U- 


7 T Q 7 T A 

x / y — X / U 


Sequence 


1 9 A 7\ *-n « 

1 / U , App 




9 c: 


9 c: 
ZO 


A 

. 4 


X / 




bU X 


A 

3 


TTO 

Ub- 


A Q 

u y- 


Q A Q 

y 4 y- 


A 7 C QCOOC 

UXb— y033b 


Sequence 


Q C A A C 7\ 

y 03 3 b , A 




9 c 
1 b 


9 C 

ZO 


. 4 


1 T 
1 / 


. 3 


bUl 


A 

3 


T TO 

US- 


u y- 


A A Q 

y 4 y- 


A7C QCC7/1 

Ul b-yo014 


Sequence 


Q C C 7 /I 7\ 

y 00 14 , A 




I 1 


25 


. 4 


17 


. 3 


601 


3 


US - 


A A 

09- 


A A A 

94 9- 


A7C ACCAA 

016-95692 


Sequence 


A C C A A 7\ 

95692, A 




9 Q 


Z 0 


/i 

. H 


X / 


. 3 


bU 1 


3 


us - 


A Q 

u y - 


Q A Q 

y 4 y- 


A7C A C O "7 A 

uib-yoo / U 


Sequence 


Q C O 9 A TV 

y Oo / u , a 




"7 A 

/ y 


a c 
ZO 


A 

. q 


1 / 


. 3 


bUl 


3 


US- 


A A 

uy- 


A A A 

y 4 y- 


Ai c 7A7/TAA 

oib-iyibz y 


Sequence 


7 A 1 C A O 

i y i bz y , 




o U 


a c 
ZO 


A 

. H 


1 / 


. 3 


<T A 7 

bUl 


A 

3 


US - 


A A 

u y- 


A A A 

y 4 y- 


A7£ 7A7QAA 

oi b-i y lO 0 / 


Sequence 


1 A 7 AAA 

i y i yu / , 




O 1 

o I 


a c; 
ZO 


A 

. H 


1 / 


. 3 


bUl 


A 

3 


US - 


A A 

uy- 


A A A 

y 4 y - 


A 7 C 1Q7AOC 

oib-iyiyy o 


Sequence 


1 A 1 A A C 

i y i y y o , 




o a 
oZ 


ZO 


A 

. H 


1 / 


. 3 


CAT 

bUl • 


A 

3 


us - 


A Q 

u y- 


y 4 y- 


A7£T 1 Q01 

01b-iyZlb3 


Sequence 


1 A A 7 C O 

1 yZ lb3 , 


c 


o a 
o 3 


a c 
ZO 


A 

. H 


1 / 


. 3 


O T O O 

Z /o3 


A 

3 


US- 


A Q 

uy- 


A A 7 

zz x- 


A 1 9 O Q A 7 

ui /D-yui 


S equence 


Q ft 7 7\ 

y u i , App 




O /I 

O 4 


a c 
ZO 


A 

. H 


1 / 


. 3 


/Z400 


A 

3 


US - 


A Q 

u y - 


Q A A 

y 4 y- 


Ul b- 1 3 / y 3 


Sequence 


7 9 9 Q A T\ 

X 3 / y 3 , A 




0 5 


a c 
ZO 


. 4 


1 / 


. 3 


7 A A A 1 C 
1U4 4 / O 


3 


us - 


A A 

u y - 


A A A 

y 4 y- 


fti it 7A77C 

Ulb-lZ 110 


Sequence 


7 A 1 1 C TV 

XZXX0, A 




o c 
0 D 


A c 

Zo 


A 

. H 


1 / 


. 3 


7 1 7 O O O 

lllz oZ 


A 

3 


US- 


A Q 

uy- 


T C /I 

/ 04- 


A C A A 

ZOU-3 


Sequence 


A TV r\« 7 -» 

3, AppXl 




P "7 


9 £ 
ZO 


A 

. H 


1 / 


. 3 


1 1 1 9 Q 9 

111Z oZ 


A 

3 


T TO 

Ub - 


1 A 

x u - 


A Q A 

u y 4 - 


Q P Q 9 

y o y- 3 


Sequence 


3, Appli 




P Q 
O 0 


9 c: 
ZO 


A 

. 4 


1 / 


. 3 


9 Pi 9 A 1 R 

ZU34 / 0 


A 

3 


TTO 

Ub - 


A Q 

u y - 


o yi q 

y 4 y- 


A1C 1 A C 1 C 

UX b- X 4 OX b 


Sequence 


1 K1 f T\ 

X4 0 X b , A 




P Q 

o y 


9 t 

ZO 


A 

. H 


1 / 


. 3 


9 n 9 /I 9 R 

ZU34 / 0 


A 

3 


TTO 

Ub- 


A Q 

u y - 


Q A Q 

y 4 y- 


A1C 1 /IC1 7 

UX b- X 4 OX / 


Sequence 


UC17 T\ 

X4 0 X / , A 




A A 

y u 


a c 
ZO 


A 

. H 


1 / 


. 3 


O A O /I T C 

ZU34 / 0 


A 

3 


us - 


A A. 

u y- 


y 4 y- 


UXb-X4 OXo 


Sequence 


7 /l C 7 O T\ 

X4 0 Xo , A 




O 7 

y i 


a c 
ZO 


A 

. H 


17 


. 3 


O A O A T C 

ZU34 /o 


A 

3 


us - 


A A 

u y - 


A /l A 

y 4 y- 


A i c 1 A C 1 Q 

uxb-x4 oxy 


Sequence 


7 A C 7 Q TV 

X40Xy , A 




Q A 

92 


a c 
ZO 


A 

. H 


17 


. 3 


O A O /I T C 

2 034 7 5 


A 

3 


US- 


A A 

u y - 


A /I A 

y 4 y- 


ni t 7 A A A C 

UXb-X /ZZ b 


Sequence 


1 9 A A C TV 

X /ZZ b, A 




A "0 

y 3 


a c 
ZO 


A 

• 4 


1 "7 
1 / 


. 3 


203475 


A 

3 


US- 


A Q 

u y- 


A A A 

y 4 y- 


Ai C 1 A A A A 

UX b-X /ZZ / 


Sequence 


7 9 A A 9 TV 
X /ZZ / , A 




A /» 

y 4 


a c 
ZO 


A 

. 4 


n *7 
1 / 


. 3 


O A O /l T C 

2034 7 5 


A 

3 


US- 


A A 

u y- 


A /I A 

y 4 y- 


m C 1AAAO 

UXb-X /ZZo 


Sequence 


7 9 A 9 O Tv 

X /Zzo , A 




a c 

y o 


a c 

25 


. 4 


17 


. 3 


2034 7 5 


A 

3 


US- 


A A 

09- 


A /l A 

949- 


Olb-1 /ZZ9 


Sequence 


1 "7 A A A Tv 

17229, A 




A C 

y b 


a c 

Zo 


A 

. 4 


1 / 


. 3 


A COCOQ 

4 bz Oo y 


3 


US- 


A A 

u y- 


y 4 y - 


fti r 1AQAA 

ui b- iz y uu 


Sequence 


7 9 Q A A Tv 

xzyuu, A 




Q 9 

y / 


9 R 

ZO 


A 

. 4 


1 / 


. 3 


/I 9 c n A A 
4 / bU 4 4 


A 

3 


T TO 

Ub- 


A Q 

uy- 


Q A Q 

y 4 y- 


fti f 19/119 

UX b— XZ 4 XZ 


Sequence 


12412, A 


c 


y o 


9 R 

ZO 


. Z 


1 / 


. 1 


Q A Q 

o 4 y 


A 

3 


TTO 

Ub - 


A Q 

u y- 


9^9 

z oz - 


QQ17A 111AA 

y y xa-xxxuu 


Sequence 


11100, A 




Q Q 

y y 


25 


.2 


1 H 
1 / 


7 

. 1 


o 0Z 


A 

3 


TTO 

Ub- 


A Q 

uy- 


9 R 9 

zoz- 


AQi7\ 1AQC/1 

y yxA-xuy b4 


Sequence 


10964, A 


c 


inn 
1 U U 


25 


.2 


1 / 


. 1 


AH 1 Q A 

4 / lo 4 


A 

3 


us - 


A Q 

u y- 


y 4 y- 


A1C 7AC/I9 

U 1 b- IZ b4 / 


Sequence 


12647, A 


c 


1U X 


25 


.2 


1 / 


. 1 


/I 9 1 O A 

4 / Xo 4 


A 

3 


US- 


A A 

u y- 


y 4 y- 


A7C 7CCA1 

Ulb-10031 


Sequence 


15531, A 




i n a 
1UZ 


25 


.2 


1 / 


7 

. 1 


/I /1A77CC 

4 4 U 3 / b5 


3 


US 


A Q 

- u y 


1 A A 

-1U3 


Q /I A 7\ A 

- o 4 UA- Z 


Sequence 2, Appl: 




i a o 

103 


25 


.2 


7 T 

17 


• 1 


A A -l 1 C A A 

4411529 


3 


us 


A A 

-09 


7 A A 

-103 


O /I A 7\ 7 

-84 OA- 1 


Sequence 1, Appl: 


c 


104 


25 


17 


. 0 


n a c 

3 95 


3 


us- 


A A 

09- 


AAA 

270- 


A/*A AA/"AC 

7 67-3067 5 


Sequence 


30675, A 


c 


105 


25 


17 


. 0 


520 


3 


us- 


09- 


2 70- 


"7C"7 1 >1 /I Q C 

767-14496 


Sequence 


14496, A 


c 


10 6 


25 


17 


. 0 


833 


4 


us- 


09- 


880- 


107-3038 


Sequence 


3038, Ap 




7 A A 

107 


25 


1 *7 

17 


. 0 


1 A /" O 

1068 


3 


us- 


A A 

09- 


A C A 

2 52 - 


AA77\ CACC 

y yiA-o /05 


Sequence 


5755, Ap 


c 


108 


25 


17 


. 0 


2136 


3 


us- 


A A 

09- 


252- 


9 91A-568 8 


Sequence 


5688, Ap 




10 9 


25 


7 "7 

17 


. 0 


2 988 


3 


us- 


A A 

09- 


A C A 

252- 


9 91A-572 6 


Sequence 


5726, Ap 




inn 
110 


25 


1 / 


. U 


O C A 7 

3001 


A 
Z 


us - 


A O 

U o - 


5Z4 - 


9 C 9 C 

/ 0 / -0 


Sequence 


5, Appli 


c 


Til 
111 


25 


1 / 


. U 


A A *7 A C 

zu / y o 


A 

3 


TTO 

Ub - 


A Q 

u y- 


Q A Q 

y 4 y- 


A 1 C 1 71 CC 

UXb — X / X bb 


Sequence 


17166, A 




1 1 9 

11Z 


25 




♦ U 


1 50 Z bb 


A 

3 


TTO 

Ub - 


A Q 

uy- 


y 4 y- 


a i c 19P9A 

UX b — X3o / U 


Sequence 


13870, A 


c 




24 


.8 


x b 


Q 

. y 


9 m 


A 


TTQ — 
Ub 


A A _ 

u y 




Q QQP_1 C9 Q4 

y y y k^ — x do ^ 4 


Sequence 


16394, A 


c 


114 


24 


. 8 


16 


.9 


655 


3 


US- 


09- 


533- 


559-2087 


Sequence 


2087, Ap 


c 


115 


24 


. 8 


16 


.9 


777 


3 


US- 


09- 


902- 


540-6756 


Sequence 


6756, Ap 




11 6 


24 


.8 


16 


.9 


906 


3 


US- 


09- 


107- 


532A-3422 " 


Sequence 


3422, Ap 


c 


117 


24 


.8 


16 


.9 


2382 


3 


us- 


09- 


489- 


039A-278 


Sequence 


278, App 


c 


118 


24 


.8 


16 


.9 


3707 


3 


us- 


09- 


902- 


540-549 


Sequence 


549, App 
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SCORE Search Results Details for Applicatior 
10630536 and Search Result us-10-630-536-8.rn 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10-61 

8.rnpbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic 
Run on: 

Title : 



nucleic search, using sw model 
July 1, 2006, 04:38:10 



Search time 2046.39 Seconds 
(without alignments) 
882.666 Million cell updates/sec 



US-10-630-536-8 



Perfect score: 147 

Sequence: 1 atttgtcggaaggtcgcagt ccgtcagaaagtcatcgacg 147 

Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 18892170 seqs, 6143817638 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 150 summaries 



37784340 



Database 



Published_Applications_NA_Main: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB. s 
/EMC_CelerrajSIDS3/ptodata/2/pubpna/US08_PUBCOMB. s 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB 
/EMC_CelerraJ3IDS3/ptodata/2/pubpna/US10G_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB 
/EMC Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB 



eq: * 
eq: * 
seq: * 
seq : * 
seq : * 
seq : * 
seq : * 
seq : * 
seq: * 
seq: i 
seq: i 
seq: H 
seq: i 
seq: i 
seq: i 
seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
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and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





No . 


Score 


Match 


Length 


DB 


ID 


Description 




1 


147 


100. 


0 


1 A *7 

14 7 


11 


US -10- 63 0-5 3 6-0 


Sequence 8, Appli 




z 






22. 


4 


O O 

33 


11 


US -10- 63 0-5 3 6- 7 


Sequence 1, Appli 


c 


O 

3 


o. n 


. z 


20. 


5 


1 A 1 A 

1414 


1 A 

10 


HP TA "7CA TOC OAIT^ 

US- 10-7 50- 18 5-3013 6 


Sequence 30136, A 


c 


4 


o a 

30 


. Z 


20. 


5 


1 A 1 A 
1414 


1 A 

10 


US-J.U- / bU- 6Z 3-3013 o 


Sequence 30136, A 








o a 


20. 


4 


1 11 Q 

i i i y 


Q 

o 


TTC 1 fl OCA OQQ 1 CO 

Ub-lU— Zbu— ZJo-lbZ 


Sequence 162, App 




D 




o a 


20. 


4 


1 1 1 Q 

1 1 1 y 


Q 
O 


ttc in /i 0 "7 qco q 0 a n c 

ub-iu— 40 / — ybo-yz4uo 


sequence yz4Uo, a 


c 


1 


z y 


Q 

. o 


20. 


3 


1 O O A 

loZH 


o 

0 


TIC 7A OOO 1 O O 7\ OOTyiC 

US-lU-ZoZ-iZZA-Zo /4 0 


Sequence 23745, A 




Q 

0 


z y 


A 

. 4 


20. 


0 


O A "7 O 

Z 4 1 o 




TTC? 71 AQT 1 /I O 1 Of|QC 

us-i±-uy / /uyb 


sequence 1 /uyb, A 




Q 

y 


z y 


A 

. 4 


20. 


0 


C. 0 C A 
D Z OH 


1 "2 


TTC 11 AQ*7 1Z1T ITAQCL 


C a /-<ri ^A**\^n 1"7AQC TV 

bequence i/uyo, a 


c 


i n 


O Q 

z y 


o 

. z 


19. 


9 


z o y b 


Q 

y 


TTC IA /IOC; 1 1 C QC7/I7 


Sequence 95747, A 




1 1 


Zo 


Q 


' 19. 


6 


bUb 


A 

4 


ttc no qoc nccT\ iQnmn 

ub-uy— yzo-ub o a- / y u u / u 


C n r+\ y nt-^ n "7QAATA 

bequence /yuu/u, 




1 0 

1Z 


o o 


o 
. 0 


19. 


6 


c a c 
bUb 


r 
0 


TTC? AQ QOC nCC7\ T Q A A "7 A 

us-uy-yzo-uboA- /yuu /u 


bequence /yuu /u, 


c 


1 O 

1 o 


o o 
Zo 


o 

. o 


19. 


6 


/ Lh 


c 
o 


TTC 1A AOT COO 1A1"7A1 


Sequence 101701, 


c 


1 A 

1 4 


o o 
2o 


o 
. o 


19. 


6 


"7 1 A 
1 14 


1 


TTC? 1A AOT COO 1A1TA1 

Ub-lU — UZ / — bJZ-lUl /Ul 


C y-N n>< < r-v v\ n 1A1TA1 

bequence iui /ui, 






28 


o 
. o 


19. 


6 


1 OTC 
1 Z 1 D 


Q 

0 


T TO 1A /IOC 11/1 01 Ol 

Uo- 1U— 4Z 3 — 114 -Z 1Z / 


bequence ziz/, Ap 




1 c 

1 6 


o o 
Z o 


o 
. o 


19. 


6 


1 C A "7 

154 / 


o 
o 


TTC? 1A 0*7/1 TOA7\ 1 "7 A A 

US-1U-3 /4- /oOA-1 /0U 


Sequence 1700, Ap 




1 "7 

1 / 


o o 
28 


o 

. 8 


19. 


6 


1 O /C o 

1862 


9 


Tin 1 A /IOC 11C 1AA/1/1 

US-1 0-425-115-19044 


Sequence 19044, A 


c 


1 O 


28 


. 8 


19. 


6 


O O "7 /I 

ZZ /fi 




TTC? AQ QOC r\r C7\ QA1AO 

us-uy- yz o-uboA-yuiuz 


sequence yuiuz, A 


c 


1 Q 

i y 


28 


. 8 


19. 


6 


ZZ 1 H 


A 

4 


Tip AQ QOC A C C 7\ QA1 AO 

Uo— uy— yzo— ub da- y u 1 u s 


C ^-i t y-v ^ QA1AO TV 

sequence yuiuj, a 


c 


o a 

ZU 


28 


. 8 


19. 


6 


O O "7 /I 

Z Z 1 H 


r 
t) 


TTC? AQ QOC ACC7\ QA1AO 

us-uy- yz o-uboA-yuiuz 


Sequence 9010Z, A 


c 


21 


28 


. 8 


19. 


6 


2274 


5 


US-09-925-065A-90103 


Sequence 90103, A 


c 


22 


28 


.8 


19. 


6 


2274 


12 


US -10-301-480-191343 


Sequence 191343, 


c 


23 


28 


. 8 


19. 


6 


221 A 


12 


Tin -1 r\ ^ O 1 O 1 O il il 

US -10-301-480-191344 


Sequence 191344, 


c 


O A 

24 


28 


.8 


19. 


6 


O O *7 /I 

ZZ /4 


12 


TTC 1A OA1 ^OA OA/1TCO 

US-10-301-4o0-oU4 /5Z 


OA/ITCO 

Sequence 804 /5Z, 


c 


o c 


28 


.8 


19. 


6 


O O *7 /l 

2274 


12 


Tin 1A *7A1 /inn OA/11CO 

US -10-301-480-804753 


Sequence 804753, 


c 


O iC 

2 6 


28 


.8 


19. 


6 


2940917 


6 


Tin IO AO"! /TOO 1"7/!"7/"0 

US-10-027-632-1747 63 


Sequence 174763, 


c 


Z 1 


28 


.8 


19. 


6 


O Q A A O 1 "7 

z y 4i u y i / 


-7 
/ 


TTC 1A AO"7 /TOO 1 741C3 

US- 1U-UZ / -biZ-1 /4 106 


Sequence 1 /4 /bo, 


c 


o o 
Z o 


28 


. 6 


19. 


5 


i o r /i 1 o 

12 6413 


6 


TTC 1A AO"7 1QO lOOl 

US- lU-Uo / -iyz-io3i 


Sequence 1831, Ap 




O Q 

z y 


28 


.4 


19. 


3 


4 69 


8 


TTC" 1A ^Ol QA1 IIO 

us- iu-bzi-yui-iio 


Sequence 118, App 




o a 


28 


.2 


19. 


2 


o o c 

385 


0 


Ttc ia /110 rnon 1 co/i 

US- 10- 4 12-69 9B- 168 4 


Sequence 1684, Ap 




O 1 

31 


28 


.2 


19. 


2 


1 O "7 O 

1278 


/ 


TTC 1A O/TO /IQO /lOQT^T 

US- 10-36y-4y3-4Zy /6 


Sequence 42976, A 




O O 

oZ 


28 


19. 


0 


1 C 1 Q 

lolo 


"7 


TTC 1A ICC TCI CAQQ 

US-1U— lob- /bi-ouyo 


Sequence 5098, Ap 


c 


o. o 
Os5 


28 


19. 


0 


loUZ y o 


1 A 


t tp in Q01 on co 

us-iu-yoi-z / /-oz 


Sequence 52, Appl 


c 


o /I 


28 


19. 


0 


1 C A Q i n 


1U 


TTC 1A QOI OTfO CO 

us-iu-yoi-z / /-o3 


Sequence 53, Appl 


c 


o c 
35 


28 


19. 


0 


±y bioi 


7 A 
1U 


TTC 1A QOI 0"7T CI 

us-iu-yoi-z / /-oi 


Sequence 51, Appl 


c 


o c 
3 D 


28 


19. 


0 


Z4UUU1 


1 A 
1U 


TTC 1A QOCT 070 OO 

US-lU-y3b-Z /3-3Z 


sequence 3Z, Appl 




3 / 


28 


19. 


0 


yuz obuo 


1 


TTC 1 A 1 C£ 1 C"\ 1 

US-lU-lob- /bl-1 


Sequence 1, Appli 


c 


O o 
JO 


27 


.8 


18. 


9 


3 1 Z 


1Z 


TTC 1A OA1 /.OA OTOQIO 

US-lU-oUl-fioU-o/oy 1 z 


sequence o/oy/z, 


c 


3 9 


27 


.8 


18. 


9 


572 


12 


Tip IO OA1 A Q A AAOOOl 

US -10-301-480-992381 


Sequence 992381, 


c 


4 0 


27 


.8 


18. 


9 


578 


4 


ttp r\ c\ 00c acct\ t n 0 t 0 /i 

US-09-925-0 65A-30278 4 


Sequence 302784, 


c 


A 1 

4 1 


27 


.8 


18. 


9 


578 


r 
0 


TTC AQ QOC A /C C 7\ O A O T O /t 

US-Q9-y2 5-0 65A-302 /8 4 


Sequence JUZ/o4, 


c 


42 


27 


.8 


18. 


9 


608 


12 


TTC IA OOI /I A n /> O O O ^ 

US -10-301-480-42286 


Sequence 42286, A 


c 


43 


27 


.8 


18. 


9 


608 


12 


US -10-301-480- 655695 


Sequence 655695, 


c 


A A 


27 


.8 


18. 


9 


oSh 


c 
0 


TTC IA noi COO lOATIO 

US-1U — UZ / — bJZ-loU /lo 


Ca-»«i»^v-i«>-x 1 OAT1 O 

sequence lou/io, 


c 


45 


27 


.8 


18. 


9 


634 


1 


US-10-027-632-180713 


Sequence 180713, 


c 


46 


27 


.8 


18. 


9 


1098 


1 


US-10-369-493-44310 


Sequence 44310, A 


c 


47 


27 


. 8 


18. 


9 


1342 


8 


US-10-767-701-11891 


Sequence 11891, A 




48 


27 


. 8 


18. 


9 


1578 


3 


US-09-815-242-7644 


Sequence 7644, Ap 




49 


27 


. 6 


18. 


8 


2340 


9 


US-10-425-115-166962 


Sequence 166962, 


c 


50 


27 


. 4 


18. 


6 


296 


9 


US-10-653-047-2425 


Sequence 2425, Ap 




51 


27 


. 4 


18. 


6 


324 


10 


US-10-755-415-100 


Sequence 100, App 




52 


27 


.4. 


18. 


6 


409 


9 


-US - 10-42 5-115-1575 50 


"Sequence 157550, 




53 


27 


.4 


18. 


6 


808 


9 


US-10-425-115-21178 


Sequence 21178, A 


c 


54 


27 


. 4 


18. 


6 


906 


8 


US-10-2 82-122A-28369 


Sequence 28369, A 
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c 


0 3 


9 7 A 

Z / . 4 


i ft 
x o 


. b 


1 777 


1 £. 

x b 


tic _ 1 1 _ nQ£-c:rp7\ — 9flf;c;9 


Sequence 20653, A 




0 D 


97 9 


i Q 
Xo 


. 3 


Ann 


4 


ub- uy- yz3 — ub da 3 4 x 0 u 0 




qzi i ft no 

3 4 X O U O 1 




3 / 


97 9 
£ / . Z 


1 ft 
J. o 


t; 
. 3 


All 


4 


TTQ_nQ— Q9S — n^SZi — ^41 ftDQ 
Uo uy yz3 uo 3/\ 3 4 x 0 u ^ 




c.a-1 ft n q 




R ft 
0 o 


9 7 9 

Z / . Z 


1 ft 
J. o 


c. 
. 3 


All 


3 


Uo U_7 _?Z3 UDOH 3 4 X 0 U 0 




od 1 ft nft 

3 1 X O VJ O f 






9 7 9 

Z / . Z 


1 ft 

-L 0 


c. 
. 3 


All 
Hit 


C. 
3 


TTQ— HQ— 09^ — n^^n — Ci^T ftno 

uo uy yz3 Ub jh 3 4 x 0 u y 




1 ft HQ 
3 4 X O U -? / 


c 


D U 


9 7 9 

Z / . Z 


1 ft 


c. 
. 3 


^ Q7 

3 y / 


O 
0 


ttc _ 1 n_7t;7_7ni —iini 
u 0 x u /b r iui / / u / 


oequence 


7 7 n 7 n-r^ 
/ / U / , Ap 




D X 


9 7 9 
Z / . Z 


1 ft 
X 0 


c 
. 3 


9 A Q ft 
Z H 3 0 


p 
O 


TTQ— in 1 C, 9 91Q7A 1 A CL 1 
Uo XU X3Z~oX y/\ X 4 3 X 




1/1^1 7ir\ 
X 4 3 X / Ap 




bZ 


9 7 9 
Z / . Z 


1 ft 
1 o 


. 3 


9 A ^ ft 
Z H 3 O 


X b 


ttq 11 nor ior 1 /I ci 
Ub-XX— UJD-13D- 143X 


Sequence 


1 JIM Tky^ 

X 4 3 1 , Ap 




D O 


9 7 9 
Z / . Z 


1 ft 
1 0 


. 3 


1 n 1 9 A 1 
XUXZ4 1 


r 
b 


TTC in nQ7 1 QO 199Q 

ub-xu-uo /-lyz-iooy 




1 9 9 Q 7\i-, 
X 0 0 y , Ap 


c 


D 4 


9 7 9 
Z / . Z 


1 ft 

X 0 


c: 
. 3 


JJOIDj 


o 


TTQ — n Q — Q 9 Q Q£A 1 

ub— uy- yjy— yb4— x 


oequence 


1 , App 1 i 




03 


9 7 
Z / 


1 ft 
1 O 


. ft 


A 97 


o 


TTC nQ QQ7 ftQQ OnQ 

ub— uy- yo /— oyy— ouy 


oequence 


Q n Q TV 

0 u y t -^PP 




D D 


9 7 
Z / 


1 ft 
X 0 


A 
. H 


1 £H 1 
X bU X 


p 

0 


ttq— in_zi9c, 11/1 inno/i 

Ub— XU — 4Z3 XX4 XUUy4 


CQ/fll ^ y*\ /-1 

oequciioc 


1 nn q a n 
x uu y 4 f a 




£7 


9 7 

z / 


1 ft 


A 
. H 


1 ft Q7 

x o y / 


p 


TTC— 1 n_ A 9 A — Q Q C3Q9Q7 

ubxu— 4Z43yyoyzy / 


oequeiiLc 


ft qo qo n 
0 J Z -? 1 f A 


c 


£ft 
D 0 


9 7 
Z / 


1 ft 
X o 


A 
. *i 




p 
o 


TTC— 1 fl - 9Q9 1 997A 9 9 C 4 £ 
Ub— XU ZOZ XZ ZA O O 3 4 b 


C 0 ni 1 0 n 0 

0 equeiiLc 


99qzt 0 Zi 
0 0 3 4 0^ /a 




b y 


9 7 

z / 


1 ft 
X 0 




i n 9 n 
x u z u b 


Q 

y 


TTC— 1 n_ Zlftft ft9Zl_1 
Ub X U — 400 — OZ4 X 


Sequence 


1 , App 1 i 


c 


"7 n 


9 7 
Z / 


1 ft 
1 0 


A 

. H 


i none 
1 U Z U b 


y 


TTC in AQQ QOA 9 

Ub-lU-4oo-oZ4-z 


b equence 


Z / App X X 




/ 1 


9 7 

z / 


1 Q 

X o 


A 

. H 


i n 9 a 9 

1 UZ DO 


Q 

y 


TTC in A Q ft Q 9 /I 7 

Ub-lU-4oo-oZ4- / 


b equence 


7 , Appli 


c 


7 o 
1 z 


9 7 
Z / 


1 Q 

X o 


A 

. H 


i noco 
lUZb J 


y 


TTC in A ft Q ft 9 A Q 

Ub-lU-4oo-oZ4-o 


Sequence 


0 7\ nrt 1 -i 

0 / App XI 




1 o 

/ o 


O "7 
Z / 


1 o 

lo 


A 

. H 


iu 4 y 3 


y 


ttc in a o q oo/i in 
Ub-lU-4 0O-OZ4-1U 


Sequence 


in 7\ i 
X u , App X 


c 


"7 A 


O H 
Z / 


1 o 

lo 


A 


i n A Q c 

iu 4 y 3 


y 


ttc in /ioo oo/i no 
US- 1U-4 00-0Z4 - 11 


Sequence 


1 1 7\r-\v>i 1 

X x , App X 


c 


7 R 
/ 3 


Z b . o 


1 ft 
1 O 


. Z 


9 n i 
ZU1 


y 


ttc in 7/ii rnn 79C91 
Ub- 1U- / 41-bUU - / ZO-31 


Conn OTir'a 

b equence 


7 9 c: 0 1 n 
1 Z 3 O X / A 




/ b 


Z b . o 


1 ft 

X o 


o 
. Z 


£9 £ 

bZ b 


4 


ttc no Q9C necn oot;i po 
Ub — uy— yz3-ub3A— o 03x0 z 


O d n n r\ n r 1 d 

b equence 


0 0 c: 1 po 
0 0 3 X O Z f 




/ / 


ZD. O 


1 ft 
X o 


o 
. Z 


£9 c 
bZ b 


A 

4 


TTC nQ Q9R n^CTA 0(3^109 

ub — uy — yz3-ub3A— o o 3x00 


S equence 


00:1 p 0 
O 0 3X 0 0 , 




1 0 


or o 
z b . o 


1 o 
lo 


o 
. Z 


r o r 
bz b 


c; 
3 


ttc no qoc nrC7\ qocioo 
Ub-Uy-yZ3-Ub3A-o 0 bio z 


b equence 


ft ft m r 9 
O 0 3 x 0 z f 




7 Q 

/ y 


Z b . o 


1 ft 

X O 


9 
. Z 


ror 

bZ b 


c 

3 


ttc — no. — Q9C_ n^C,7\_ppC0 po 

ub uy — yz3 — ub 3 a 0 0 3 x 0 0 


C 0 rf 1 lpnpp 
0 cquciiL.c 






ft n 
o u 


9 £ ft 

z b . o 


1 ft 
X o 


9 
. Z 


1 9ft A 
1 jOD 


7 


TTC— 1 n— 1 ^ £— 7^1 — 97 ft 1 
UOXUX3D /DXo /OX 


Q prti 1 prifp 




c 


ft i 

0 X 


9 £ ft 

z b . o 


1 ft 
X 0 


9 
. Z 


occ r 
Z 3 3 b 


7 


TTC— 1 H- 1 ^ ^ — 7 — 1 ftl 
Ub XU — X3D— fbX XOX 


C 0 m 1 0 n /*• 0 
0 cquciioc 


1 ft 1 ZXri-n 




ft 9 
0 Z 


9 £ ft 

z b . o 


1 ft 
X O 


9 
. Z 


9 9/19 
O OH Z 


o 


TTC — nQ — 7^C._ 991 7\_99 

ub— uy- / dj-zo x a— 0 z 


0 equence 


9 9 TArM^I 
OZ ^ AppX 


c 


Q 9 
0 O 


9 C Q 

Z b . o 


1 ft 
X o 


9 
. Z 


XZ33bU 


y 


ttc in 7/11 rnn 1 ftnn9 
Ub— 1U— /4X — bUU — XoUUZ 


bequence 


1 ft n n 9 7\ 
XoUUZ/ A 


c 


O /I 

o 4 


o r o 
z b . o 


1 o 
1 o 


o 

. z 


y Uz 3 bUo 


/ 


ttc in icr ori n 
Ub _ lU-l3b- /bl-1 


b equence 


X/ App XX 


c 


Q C 
O 3 


o £ r 
z b . b 


1 o 

lo 


. 1 


3U / 




ttc no 0 yi a nor7\ c 
Ub-Uy-0 4 4-UobA-3 


S equence 


5, Appli 


c 


o b 


9 £ £ 

Z b . b 


1 Q 

lo 


. 1 


cm 

3U / 


Q 
O 


ttc 1 n coo i 00 c; 
Ub-lU-boo-lzo-3 


bequence 


5 1 App 1 i 




Q "7 
O / 


or a 
z b . b 


1 Q 

lo 


. 1 


c/i r 
341 b 


O 


ttc no 0/1/1 norn c 
Ub-Uy-0 4 4-UobA-b 


b equence 


6 / App 1 i 




Q Q 
0 0 


OC r 

Z b . b 


1 ft 
1 O 


. 1 


EL A d 

34 b 


P 
O 


ttc in roo 190 r 
Ub— XU— boo — IZo — b 


bequence 


6 , App 1 i 


c 


Q Q 

o y 


or r 

z b . b 


1 Q 
1 O 


. 1 


7 yi r 
/ h b 


y 


ttc in oro o/icn oonno 
Ub— 1U — obo — o4 3 A— Z 0 U U y 


C a r^n 1 a >1 

iD cquciiLc 


9ftnn q 21 

z 0 U U j t A 




q n 


Z b . b 


1 ft 
X O 


1 

. 1 


/4b 


y 


ttc in 9 c 9 9/ic,7\ 9pmn 
Ub— 1U- Jbo — oh 3 A— ZoUlU 


0 e que nee 


9 ftni n n 

z 0 U X U , J-\ 


c 


y l 


Z b . b 


1 ft 

X o 


. 1 


1 A a 
/4b 


i n 

x u 


ttc in 9C9 /1Q97\ — 9ftnno 
Ub-XU-obo-4o 0 A— Z 0 U u y 


b equence 


, 9 ft n n q ta 
! zouuy f a 




O O 

y z 


or r 
z b . b 


1 o 

lo 


. 1 


/ 4 b 


1 n 
1U 


ttc in oro /ioo7\ oonin 
Ub-lU-o bo- 40 oA-ZoUlU 


C A /"M 1 VI /" ^ 

b equence 


, 9ftni n 21 
; z 0 u x u / a 




Q 9 

y o 


r 

Z b . b 


1 ft 
lo 


. 1 


q i n 
olu 


p 
0 


ttc i n_ 9 7 c_ 7 7 /i _ 1 n 9 a 
Ub— XU — Z/b— / / 4 — XUo 4 


oequence 


1 094 zirj 




Q A 

y 4 


Z b . b 


0 Q 

1 o 


. 1 


o 3 y 


0 
0 


TTc_nQ_ 7c/i — ftQi — 1 ni ft 
ub — uy— /b4 — oyxxuxo 


oequence 


1 ni ft 7\rx 

± U J. O / "P 


c 


y 3 


9 £ £ 

Z b . b 


1 ft 
1 o 


. 1 


X U 4 b 


0 
0 


TTC — nQ — ft/1 /l — n9C2i — 9 

ubuyo44 — u 0 bA— z 


C a /"Y 1 1 d y^i 

b equence 


Z / AppXX 


c 


y b 


9 C C 

Z b . b 


1 ft 
X o 


. 1 


X U4 b 


Q 
O 


ttc in roo 19ft 9 
Ub-lU— boo — XZo-Z 


Sequence 


2 , Appl i 


c 


y / 


or r 
z b . b 


1 o 

lo 


. 1 


1U4 / 


O 
0 


ttc in 000 ioo7\ ziooon 
Ub- lU-zoZ-lZzA-4 ZzZ U 


b equence 


4 9 9 9 0 7\ 
4 Z Z Z U / A 


c 


Q Q 

y o 


9 C C 

Z b . b 


1 ft 

X o 


. 1 


1 U 4 y 


O 
O 


ttc no Q91 oor 1 c. 

ub— uy — yjx — bob— f o 


b equence 


/ 3 / App X 


c 


Q Q 

y y 


9 C £ 

Z b . b 


1 ft 
X o 


. 1 


i n /i q 

i U4 y 


r 

b 


TTC in n9C 9/19 7 
Ub— XU — Uob— o4Z — / 3 


bequence 


/ 3 / App X 


c 


inn 
1 U U 


r 

Z b . b 


1 Q 

lo 


. 1 


i U4 y 


b 


ttc in noc n /1 1 it; 
Ub-XU-Uob-U4X - /3 


S equence 


/ 3 / App X 


c 


i n i 
101 


or r 
z b . b 


lo 


. 1 


i n /i q 

i (J4 y 


r 
b 


ttc in noc a c c *ic 
Ub-lU-U J3-033- /3 


S equence 


7 ^ TV v>« 1 

/ 3 , App X 


c 


i n o 
1 U Z 


or r 
Z b . b 


lo 


. 1 


i n /i q 
1 1)4 y 


r 
b 


ttc in n9c 91/1 ic 
Ub— 1U — Uob — Z 14 - /3 


oequence 


/ 3 i r\pp X 


c 


XU O 


or r 
Z b . b 


1 Q 

1 o 


. 1 


i n a q 
i U4 y 


r 
b 


ttc in n 9 c. 7iQ 7 c 

ub — xu— U03 — / xy — / 3 


oequence 


/ 3 / App X 


c 


i n /i 

1U 4 


9 £ C 

Z b . b 


1 ft 

1 o 


. 1 


i n a q 
i U4 y 


r 
b 


ttc in n9C 1 en 7c. 
Ub— x u — u 3 b — X bU — /3 


bequence 


/ 3 / App X 


c 


1U3 


or r 
Z b . b 


lo 


. 1 


i n/io 

i U4 y 


r 
b 


ttc in not; QCQ n c 
Ub-XU-U33 — y3o - ID 


Com ' n.m i-< r\ 

bequence 


/ 3 / App X 


c 


i n c 
1U b 


9 £ C 


1 ft 
1 o 


. 1 


i U4 y 


r 

b 


ttc in n9C 1 t;n 
Ub— XU — Uo b — X 3U- (D 


bequence 


ID, App X 


c 


i n n 
1U / 


or r 
ZD. D 


1 o 

lo 


1 

. 1 


i n a q 

i U4 y 


r 

b 


ttc in nor nro oc 
Ub- lU-Uo b-U bo- /3 


C a /~ti i on p q 

oequence 


7 ^ rinrv 1 
/ 3 f r\pp X 


c 


i n ft 
iuo 


or r 

Z b . b 


1 ft 

lo 


. 1 


1 n Zl Q 

x U4 y 


r 

b 


ttc in 999 nftc. 9iq 
ubxu— zzouo30xy 


C 0 m < o m 

bequence 


9 1 Q TArvi^v 
0 X J t App 


c 


i n q 
iu y 


or r 
Z b . b 


1 ft 
lo 


. 1 


x U4 y 


r 
b 


TTC in 999 nft/l 91Q 

Ub — XU — ZZo — Uo4-oXy 


C 0 m lprirp 
oequence 


91 q Ann 


c 


1 1 A 
11U 


9 6 £ 
z b . b 


1 ft 
X 0 


1 

. X 


1 CiA Q 

x U4 y 


r 
b 


TTC— 1 0-999 — nftft-91 Q 

ubxuzzouoooxy 


Sequence 


319, App 


c 


ill 


26.6 


18 


.1 


1049 


6 


US-10-223-090-319 


Sequence 


319, App 


c 


112 


26.6 


18 


.1 


1049 


6 


US-10-223-087-319 


Sequence 


319, App 


c 


113 


2 6 . 6 


18. 


.1 


104 9 - 


7 


US- 10-2 2 3-08 3 -31 9 


Sequence 


319, App 


c 


114 


26.6 


18 


.1 


1049 


7 


US-10-223-089-319 


Sequence 


319, App 


c 


115 


26.6 


18 


.1 


1049 


7 


US-10-035-977-75 


Sequence 


75, Appl 
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SCORE Search Results Details for Application 
10630536 and Search Result us-10-630-536- 
8,rnpbn, 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10630536 and Search Result us-10-6; 

536-8. rnpbn. 

start 

Go Back to previoi 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



July 1, 2006, 04:39:12 



US-10-630-536-8 
147 

1 atttgtcggaaggtcgcagt . 



Search time 152.627 Seconds 
(without alignments) 
1138.902 Million cell updates/sec 



. ccgtcagaaagtcatcgacg 147 



IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

809770 seqs, 591248006 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database 



1619540 



Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09_NEW_PUB.seq:* 

2 : /EMC_Celerra_JSIDS3/ptodata/2/pubpna/US06_NEW_PUB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_NEW_PUB.seq:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/PCT_NEW_PUB . seq : * 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10_NEW_PUB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USll_NEW_PUB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US60_NEW_PUB.seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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No. Score Match Length DB ID Description 





1 

-L 




?n 


90 


4 


1 QCt 

x y D D 


c. 

D 


u 0 


1 0- 


• 4 4 Q- 

*4 *a -7 


Rn9-9fi^R9 


Sequence 


26382, A 


c 


9 
Z 


9 a 


£ 


± j 


c: 

. D 


1 1 OQ 

x x o y 


7 




XX 


Z DD 


74R7A-947n^4 

/TOri Z4/U04 


Sequence 


247034, 


c 


9 
o 


Z / 


O 

* o 


1 R 


q 


•70 c 
/ jo 


D 




1 n~ 
x u 


JOU 


£44- 9 c. q 

04 4 -j O j 


Sequence 


359, App 






97 
z / 


£ 


1 R 


O 

. 0 


1 1 no 
x x u y 


D 


TTC _ 

uo 


1 0- 
X u 


,q Q9_ 




Sequence 


32969, A 




c. 
•J 


9 £ 
z o 


o 
• o 


1 R 


9 
• z 


4 y ox 


9 

1 


T TO _ 
U O 


X X 


Z DO 


7 4RZX-997n7 

f 4 OI\ OZ / U / 


Sequence 


32707, A 




0 


9 £ 
Z D 


p 


1 R 


9 
. Z 


4 y b4 


7 


TTC — 


11- 
XX 


Z DO" 


/ 4 o.h 0 0 y y 4 


Sequence 


58994, A 




1 


9 £ 
Z 0 


p 
. 0 


1 R 
X O 


9 
. Z 


y / boU 


7 


TTC — 


11- 
XX 


.9 (Z£- 
Z DO 


74R7A_9qn9^ 

/4oi\ zyuzo 


Sequence 


29025, A 




p 


9 £ 
Z 0 


p 
. 0 


1 R 
XO 


9 
. Z 


xu / X DOU 


1 


TTC 

Uo 


— 11 

— 11 


-9 

, — z b 0 


-7Z1R7A — 99 ££Z1 
- /40/\— ZZ004 


Sequence 22664, A 


c 


Q 


9 £ 
Z 0 


. 0 


1 R 
X O 


1 

. X 


x u u u 


7 


TTC — 
Uo 


11- 
XX 


.9 

z 00 


7Z1R7A — 99Z1 Zl 1 9 
/ 4 OA Z Z 4 4 X 0 


Sequence 


9 9 Zl Zl 1 9 
ZZ 4 H 1 o , 


c 


X u 


9 £ 
Z O 


£ 


1 R 
X O 


1 

. X 


1 nnn 

1UUU 


7 


TTC! — 
UO 


11- 
XX 


z 00 


7 4 R7A — 4n R94 9 
/ 4 0I\ 4 U O %3 4 Z 


S equence 


a n 9 Zl 9 
4 U 0 o 4 Z , 




X X 


9 £ 
Z O 


£ 


1 R 
X 0 


1 

. X 


1 nnn 


7 


TTQ. — 
UO 


11- 
XX 


.9 fifi- 
z 00 


74R7A — 47 £9R R 


Sequence 


A *7 c 9 Q Q 
H 1 bo 0 O , 


c 


1 9 
1 z 


9 £ 
Z 0 


. 0 


1 R 
X 0 


1 

• X 


1 m t; 

X U X D 


7 

1 


TTC 

Uo 


11- 
XX 


9 ^t; 
z bb- 


7Z1R7A — 91 Z17£ 
/ 4 OA - OX4 / 0 


Sequence 


9 1 Zl 9 £ 7\ 

o 1 4 / b , A 


c 


1 o 


9 £ 
Z 0 


. t> 


1 R 
X 0 


1 

. X 


i &a n 

X b4U 


b 


TTC 
UO ~ 


1 n 
x u - 


a a q - 
4 4 y- 


qn9 izinR9 

yUZ— X4U0Z 


Sequence 


1 zi n O 9 7\ 
IflUoZ, A 


c 


1 4 
X 4 


9 £ 
Z D 


9 
. Z 


1 7 
X 1 


p 


1 7nR 
X / u 0 


7 


TTC — 
UO 


ii- 

XX 


Z O 0 


7 4 RZi- 9 £9 9 9 
/ 4 o/\ O O Z 0 0 


o equence 


9 £9 9 9 7A 
o OZ O o , A 


c 


X 0 




9 £ 
Z 0 


1 7 
X / 


. / 


X Z 4 Z 


7 
1 


TTC 
UO 


1 1 
XX 


9 ^ 
ZOO 


7Z1R7A QQOQC; 

/ 4 oi\ y y z 0 0 


S equence 


y y z o o , a 




i £ 

1 0 




9 £ 
Z D 


1 7 


9 


1 9 Zl 9 
X Z 4 Z 


7 
1 


TTC 

Uo- 


1 1 
XX 


z b b- 


7Z1R7A i^9nq£ 
/ 4oA-xozuy 0 


S equence 


i oz u y b, 




l / 




9 £ 

Z b 


1 7 


9 


1 A R 1 
1 4 O X 


b 


TTC 

Uo — 


i n 

lU- 


4 4 y — 


qao 1 m9q 
y uz xu / z y 


Sequence 


1 n 9 9 Q 7\ 

i u / z y , a 


c 


1 P 

1 o 




9 £ 

Z b 


1 "7 
X / 


n 
. 1 


9 n 1 9 
Z U X 0 


-7 
1 


TTC 
Uo _ 


11 
11 


9 c c 

Z 00- 


7Z1R7A 99Ziq9 
/ 4 OH oZ 4 y 0 


Sequence 


9 9 /l Q 9 7\ 

oZ fi y o , A 




1 Q 

i y 


9 ^ 

Z O 


. b 


1 7 
X / 


A 
. 4 


1 a n q 
1 4 U 0 


b 


TTC 

Uo - 


1 n 
X U - 


Zl /l Q 

4 4 y 


qn9 i QtroQ 
yuz-xoooy 


' Sequence 


i o o o y , a 




9 n 
z u 


9 C. 
Z 0 


. b 


1 7 
X / 


. 4 


1/19 9 

X 4 J / 


-7 


TTC 

Uo - 


i i 
11 


zoo- 


7Z1P7\ ipnzi99 
/ 4 OA— X 0 U 4 Z Z 


bequence 


1 r n Zl 9 9 
X 0 U 4 Z Z , 




0 1 

Z 1 


9 c: 


A 

. 4 


1 9 
X / 


Q 


1 n n n 
1 UUU 


/ 


T TO 

Uo- 


11- 


0 CZ£Z 

Z bb- 


9Z!P7\ 9nQ99Q 

/ 4oA-zuo 0 / y 


Sequence 


9 n P 9 9 Q 

z uo o / y , 




zz 


9 

Z 3 


A 
. 4 


1 7 
X / 


. o 


1 nnn 
X UUU 


7 


TTC 

Uo 


i i 
11 


9 £ £ 

zoo 


7Z1R7A TQOCCC 
/ 4 OA 0 y Z 0 0 O 


Sequence 


9 Q 9 £ £ £ 

oyz bbb, 


c 


Z o 


9 c, 
Z j 


. 4 


1 7 
X / 


. o 


i n n n 
1 UUU 


7 


TTC 

Uo 


i i 
XX 


9 £ £ 
ZOO 


7Z1R7A Z1R99RZ1 
/ 4 OA 4 0 0 0 0 4 


Sequence 


Zl P 9 9 R Zl 
4 O o o 0 4 , 




9 Zl 

Z 4 


9 c; 
Z j 


A 
. 4 


1 7 
X / 


o 
. o 


1 n n 9 
X u U 3 


7 


TTC 

Uo 


i 1 

XX 


9 £ £ — 
ZOO 


7Z1R7A — 79R7 ^ 
/ 4 OA /ZO / J 


Sequence 


7 9 p 7 c 7\ 
/ Z 0 / 0 , A 


c 


9 ^ 
Z O 


9 

Z o 


. 4 


1 7 
X / 


•a 
. o 


1 UU J 


1 


TTC 

Uo - 


1 1 

xx- 


9 C C 

Z bb- 


7/lP7\ 1 OCCOC 

/ 4 0 A- IZoOoO 


oequence 


1 9 t; £ p £ 

xz o b o b , 


c 


9 £ 
Z O 


9 t; 
Z O 


A 

. 4 


1 9 
1 / 


Q 
. O 


1 onn 
1 oUU 


1 


TTC 

Uo- 


1 1 
11 


Z bb- 


7Z1P7A Z11C.99q 

/ 4 0 A— 4 x o z z y 


Sequence 


Zl 1 tOOQ 

4iozz y , 


c 


9 "7 
Z / 


9 c; 
Z o 


A 
. 4 


1 7 
X / 


Q 
. O 


iyy b 


b 


TTC 

Uo- 


i n 
xu- 


zi zi q 

4 4 y- 


ono 9 £9 1 7 

y uz — z bz x / 


oequence 


9 £9 1 7 7A 
Z bZ X / , A 


c 


9 R 

z o 


9 ^ 

z o 


/I 

. 4 


1 7 
X / 


9 


1 OQC 


D 


uo 


1 n~ 
x u 


4 4 Q- 

4 4-7 


Qn9 — 9fl *3R9 

-3UZ ZOOOZ 


O ^ 1 1 d /^i t 

occjuence 


9 R 9 R 9 Zi 
Z O o O Z , A 




9 Q 

z y 


9 R 
Z 0 


. 4 


1 7 
X / 


o 
. o 


1 R OR 

x c5 y O 


7 


T TC _ 

Uo 


ii_ 

XX 


Z x 0- 


c i4 c i_c;97/i 
Jl j-jZ / 4 


o equence 


R974 Z\r^ 
OZ / 4 , Ap 


c 


9 n 
oU 


9 c; 
Z O 


. z 


1 9 
1 / 


1 

. 1 


1 nnn 
1 UUU 


7 

1 


TTC 

Uo _ 


1 1 
xx- 


9 £ £ 

Z bb- 


7Z1R7A OGOiTOn 

/ 4 0 a— z y 0 b 0 u 


oequence 


9 0 9 £R n 
Z y oOo U , 




9 1 


9 t; 
ZO 


. Z 


1 9 


1 

. 1 


1 nnn 
1 UUU 


-7 
1 


T TC 

Uo- 


1 1 
11 


9 C C 

Z bb- 


7Z1R7A 9zi m no 
/ 4 OA— 0 4 D 1 u y 


Sequence 


o4oiuy , 


c 


9 9 
oZ 


9 t; 
Z o 


9 

. z 


1 7 
X / 


. X 


1 nnn 

X UUU 


7 
1 


TTC — 
UO 


11- 
11 


,9 

z 0 0— 


74R7A-4n c .77 9 
/ 4 OA 4 U O / / 0 


o equence 


zi n t; 7 7 9 

4 U 0 / / o , 




9 9 
o o 


9 t; 
Z 0 


9 
. Z 


1 7 
X / 


1 

. X 


i nnn 

X UUU 


7 

1 


T TC — 
UO 


11 — 
XX 


ZOO" 


7 4 R7A — 4 7 £fl 1 0 
/ 4 OA 4 / 0 0 x y 


S equence 


Zl 7 £ R i q 

4 / b o x y , 


c 


9 /l 
O 4 




9 

Z 0 


1 9 


. U 


0 y b 


*7 


TTC 

Uo- 


1 1 
11 


Z bb- 


7ziRn 1 CQQt;yi 
/ 4 0 A— X b y 0 O 4 


Sequence 


1 £ Q P C. A 

1 by o 04 , 


c 


9 c; 

O 0 




9 R 
Z O 


1 7 
X / 


. u 


7 £ 1 

/ bX 


7 
1 


TTC — 

U 0 — 


11- 
11 


Z 00- 


7 4 Rn- 9 £7 nn q 

/ 4 OA 0 0 / u u y 


Sequence 


9 £ 9 n n o 

oo /uuy , 




9 £ 
O O 




9 

Z O 


1 7 
X / 




7 £ 1 
/ bX 


7 
1 


T TC _ 

UO 


11 — 
XX 


.9 

ZOO" 


74R7A — 4 c in9RR 
/ 4 OA 4 0 U 0 O 0 


Sequence 


/l C A O O O 

4 oUo oo , 




9 7 
o / 




9 

Z O 


1 7 
X / 


n 


1 n 9 1 

X U O X 


7 


TTQ — 
UO 


11- 
XX 


z 0 0 — 


7 4 RZi- 1 fl 7 1 4 ^ 
/ 4 On X O / X 4 D 


S equence 


1 Q 9 1 Zl C 
1 O / 1 H O , 




9 R 
O 0 




9 

Z 0 


1 7 
X / 


. u 


1 1 

x x o b 


b 


T TC _ 

UO 


1 n _ 
x u 


ZL 4 q- 
4 4 y 


009—9 19 9 9 
y U z — Z X oZ 0 


Sequence 


9 1 9 9 9 7\ 

ZloZ O , A 


c 


9 Q 

o y 




Z O 


1 9 


n 

. u 


1 9 9 n 
1Z JU 


/ 


US- 


11- 


Z bb- 


9ziP7\ penzip 
/ 4 0A-0 bU4 0 


Sequence 


o bUfl o , A 




4 U 




9 c; 
Z o 


1 9 


. U 


1 9 9 n 
X Z oU 


7 


TTC 
UO - 


1 i 
11 


9 ^ ^ 
z 00- 


7Z1R7A 19RRt;0 

/ 4 OA- X 00 0 o y 


Sequence 


i oo o o y , 




4 1 
4 1 




9 c; 
z o 


1 7 
X / 




1 7 A R 
X / 4 O 


b 


TTC — 
U O 


1 n _ 
x u — 


4 4 q- 
4 4 y — 


009-1 R1 09 

yuzxoxuo 


Sequence 


1 Q i n 9 7\ 

1 o 1 U o , A 




Zl 9 
4 Z 




9 c; 
Z 0 


1 9 
X / 


. U 


9 n /l Q 

z u 4 y 


b 


TTC 
Uo 


1 n 
x u — 


zi zi q 
4 4 y — 


0 0 9 q £n q 
yuzyouy 


Sequence 


Q £ n Q 7\ 

y b u y , Ap 


c 


/I 9 
3 O 




9 C 

Z 0 


1 9 
X / 


. U 


9 n Q 9 
Z Do 0 


b 


T TO 

Uo - 


1 n 
1 U - 


/l /l Q 

4 4 y - 


Q O 9 CQQO 

y uz -jooz 


Sequence 


jjoZ, Ap 




/l /l 




Z 0 


1 1 
X / 


. u 


o c 0 0 
Z OZZ 


c 
D 


US - 


1 n 
1 U- 




q n 9 OQCQ 

yuz-zyby 


o equence 


9 q £ q 7Ar>i 
Z 2 O 2 , Ap 




H 0 




Z 0 


1 9 


n 
. U 


z boo 


b 


tip 

Uo- 


i n 

1 u- 


/l /l Q 

4 4 y- 


on9 99£nt 

yuz-zzbuo 


Sequence 


22605, A 




a <z 
H b 




9 t; 
Z 0 


1 9 

X / 


n 
. U 


9 9 1 ^ 


b 


T TC 

U 0 - 


i n 
1 u - 


Zl Zl Q 

4 4 y - 


Q09 otneo 
y UZ -Z OU bZ 


Sequence 


25062, A 


c 


A 9 

4 / 


9 /I 
Z 4 


Q 

. o 


X b 


Q 

. y 


P A 9 
o4 / 


1 


TTC 

Uo - 


i 1 
11 


z 0 0 — 


7Z1R7A l^nzlR 
/ 4 OA— X O U 4 0 


Sequence 


15048, A 


c 


A P 
4 O 


9 /I 
Z 4 


Q 
. O 


X b 


. y 


Q A 9 
04 / 


1 


TTC 

Uo — 


1 i 

xx- 


9 £ C 
Z 0 b- 


7Z1R7A 17£107 

/ 4 OA x / ox y / 


Sequence 


176197, 


c 


A Q 

h y 


9 /I 

Z4 


Q 
. 0 


lb 


. y 


O A 9 


1 


TTC 

Uo- 


11- 


Z b 0- 


9 Zl Q A 

/ 4oA- oozo bb 


Sequence 


362866, 


c 


0 U 


9 A 
Z 4 


P 


1 £ 
x b 


. y 


R A 7 
D4 / 


1 


TTC — 
UO~ 


11- 

XX 


9 £- 
ZOO 


74Rn-9RR0ni 
/ 4 OA 0 0 0 U U X 


Sequence 


388001, 




0 1 


9 Zl 
Z 4 


p 


X D 


. y 


R A 7 
0 4/ 


7 


TTQ — 
UO 


ii- 

XX 


zoo 


74R2i — 44 £94 ^ 
/ 4 OA 4 4 OZ 4 O 


Sequence 


446245, 


c 


o Z 


94 

Z 4 


p 


1 

-L U 


q 


R4R 
O 4 O 


7 


u 0 






74RR-9 ^9 fift 4 


Sequence 


252684, 


c 


53 


24 


.8 


16 


.9 


848 


7 


us- 


11- 


266- 


748A-275965 


Sequence 


275965, 




54 


24 


.8 


16 


.9 


848 


7 


us- 


11- 


266- 


748A-313201 


Sequence 


313201, 


c 


55 


24 


.8 


16 


.9 


905 


7 


us- 


11- 


266- 


748A-74067 


Sequence 


74067, A 


c 


56 


24 


. 8 


16 


.9 


905 


7 


us- 


11- 


266- 


748A-108165 


Sequence 


108165, 




57 


24 


.8 


16 


.9 


905 


7 


us- 


11- 


2-66- 


748A-12 687 8 


Sequence 


12 6878, 


c 


58 " 


* "24 


.8 


16 


.9 


151830 


6 


us- 


10- 


519- 


335-37 


Sequence 


37, Appl 




59 


24 


. 6 


16 


.7 


447 


7 


us- 


11- 


266- 


748A-354592 


Sequence 


354592, 
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fin 
0 u 


9 4 
Z 4 


CZ 


i ^ 

1 D . 


/ 


Zl Zl 7 
4 4/ 


7 
/ 




XX 


9 

z b b 


9zlftn-9ftzlQzizl 

/ 4 0/\ 0 0 4 y 4 4 


0 equence 


9 ft Zl Q ZJ Zl 

004 y 4 4 , 


c 


0 1 


9 ZJ 
Z 4 


(Z 


1 d 
1 O . 


1 


Zl Zl 7 
fi fi / 


7 
/ 


T TC 


1 1 
XX- 


■Z bb- 


7ZlQ7\ Z199Q71 

• / 4 OA— 4 0 / y / X 


S equence 


Zl 9 9 Q 9 1 

4 0 / y 11, 


c 


fi 9 
OZ 


9 ZJ 
Z 4 


CZ 


1 o , 


7 


Zl 7 9 
4/0 


7 
/ 


T TC 

Uo - 


1 1 

xx- 


9 

z bb 


7zift7\ onzi^i 

/ 40/\ yU40X 


Sequence 


q n /J C 1 7\ 

y U4 0 1 , A 




£ 9 


9 /I 
Z 4 


CZ 


1 0 . 


7 


Zl 7 9 
4 / Z> 


7 
1 


TTC 
Uo 


1 i 

XX 


z bb 


7Z1Q7A TZ199fi9 
/40/\ X4oZbZ 


Sequence 


1 Zl 9 9 fi9 

14oZ bZ , 




fiZJ 
0 4 


9 /I 
Z 4 


(Z 
. D 


i ^ 

1 D . 


7 


7 Zl t; 
/ 4 O 


7 


TTC 
Uo — 


1 1 
XX 


9 czcz 
z b b- 


7Zlft7A 9T11fi7 

/ 4 OA.-Z 111b/ 


Sequence 


9 1 1 1 C 9 

Z 11 1 b / , 


c 




9 /l 
Z 4 


c 

. D 


1 C 

1 b . 


7 
/ 


7 A tz 


9 

1 


TTC 

Uo- 


1 1 
XX - 


■Z b b- 


/ 4 oA-Z 0 4 O y 0 


Sequence 


O O A O O O 

z J4 0 y 0 , 




D D 


9 ZJ 
Z 4 


CZ 


l b . 


7 


Q 9 Q 
y O O 


b 


TTC 
Uo 


1 n_ 
x u 


Zl Zl Q 

4 4 y - 


ono 9QT1Z1 

• yuz — Zo ol4 


Sequence 


9 0 O 1 A 7\ 

Z 00 14 , A 


c 


fi7 


9 A 
Z 4 


CZ 


i b ♦ 


7 


x uuu 


7 

1 


TTC 

Uo 


1 1 

XX 


9 cz.cz 
z b b- 


7Zlft7\ 9ftftQZ19 
/ 4 OA Z 00 jt 0 


S equence 


OQQC /I O 

Z OO D H O , 




£ ft 


9 ZJ 
Z 4 


. b 


1 b . 


7 


x uuu 


7 


TTC 

Uo 


i i 

XX 


9 czcz 
z bb- 


7Z1Q7\ 99QQ79 

/ 4 oa 0 0 y y / z 


Sequence 


00 y y / z , 


c 


fi Q 
O ZJ 


9 ZJ 
Z 4 


. D 


16. 


7 


1 nnn 
x uuu 


7 
/ 


TTC 

Uo- 


1 1 
11 


9 czcz 
z bb- 


7Z1Q7A 9QQZ19Q 

/ 4oA-oy y4Z y 


Sequence 


9 Q Q Zl 9 Q 

jyy4zy , 




i n 


9 ZJ 
Z 4 


£T 

. D 


16. 


7 


1 nnn 
x uuu 


7 

/ 


TTC 
Uo 


1 1 
11 


9 czcz 
z bb 


7Zlft7\ Z17nzi7^ 

/ 4 oA— 4 / U4 / D 


S equence 


zi 9 n zi 9 c 
4 / U 4 10, 




7 1 


9 4 
Z 4 


CZ 


16. 


7 


19 9 9 
X Z Z j 


b 


TTC 
Uo 


i n_ 
1 u 


A A Q 

4 4 y - 


q n 9 inono 

yuz-iuouy 


Sequence 


1 n q n q n 
lUo u y , A 


c 


*7 9 
/ Z 


9 A 

Z '4 


CZ 


16. 


7 


1 ocn 
X z 0 u 


7 
/ 


TTC 
U O 


Ti- 
ll 


9 CZCZ 

z b b- 


7Zlft7\ ITCOOQ 

• / 4oA— 1 / 0Z0 y 


S equence 


1 9 C 9 9 Q 

1 / oz oy , 


c 


7 9 
/ O 


9 4 
Z 4 


. D 


16. 


7 


19 97 
loo / 


7 

/ 


TTC 

Uo - 


1 1 
11 


9 czcz 
•z bb- 


7 Zl ft 7A 9C.C CZ~1 t; 

/4oA-Zoob / 0 


Sequence 


OCCCTC 

Zoob /o , 


c 


7 A 
( 4 


9 ZJ 
Z 4 


C 
. D 


16.7 


19 9 7 

loo/ 


7 

/ 


TTC 

Uo- 


1 1 
11 


9 czcz 
•Z bb- 


7Z1Q7\ 977t;zin 
• / 4oA-Z / / D4 U 


Sequence 


9 9 9 c zi n 
Z / /04U , 




/ O 


9 4 
Z 4 


. 0 


X D . 


7 


19 97 
loo / 


7 

1 


TTC — 
U O 


Ti- 
ll 


•z b b 


.7Zlft7A — 91 fil Q9 

/ 4 oa oibiyz 


0 equence 


91 fil Q9 

0 1 bi y z r 


c 


1 CZ 
l 0 


9 ZJ 
Z 4 


CZ 


1 fi 


7 


1 zi n zl 
1 4 U 4 


7 

1 


TTC — 

U O 


11- 
11 


.9 CZCZ- 

•z b b- 


7Zlft7A_T ^9T 7 
/ 40A IDol / 


S equence 


1 c 0 1 7 7\ 
1 0 0 1 / , A 


c 


7 7 
f f 


9 A 
Z 4 


CZ 


1 fi 

lb. 


7 


1 zi n zi 

1 4 U 4 


7 

1 


TTC — 
U O 


1 1 _ 
11 


.9 CZCZ- 

•Z b b 


. 7 Zl ft 7A — 9 n Q fi7 

/ 4 oa— z u y b / 


O rf i 1 ^ t»^» /«i ^ 

oequence 


9 n Q fi 7 7A 

z u y b / , a 


c 


1 ft 
/ 0 


9 Zl 
Z 4 


. 0 


1 b . 


7 


1 7 Qfl 

1 / y u 


7 

1 


TTC — 
Uo 


11- 
11 


.9 fi fi_ 
z b b 


7Zlft 2\ — 1 A Q7 fi 
/ 4 OA / 4 y / b 


oequence 


7 Zl Q7 fi 7A 

/ 4 y / b , a 


c 


7 Q 

/ y 


9 ZJ 
Z 4 




i fi 
l b . 


7 


1 9 q n 
1 / y u 


7 
1 


TTC 
U O 


11- 


9 czcz 
Z bb 


9/lQ7\ inftcc/i 
/ 4 0 A— 1 U 0 b b 4 


Sequence 


lUo b b4 , 




ft n 


9 Zl 
Z 4 


. D 


i fi 
1 b . 


7 


1 7 q n 
1 / y u 


7 
1 


TTC — 

Uo 


11- 
11 


.9 fi fi- 
z b b 


7Zlft7A 1 977Q7 
/ 4 OA 1Z / / 0 / 


Sequence 


1 9 7 7 ft 7 
1 Z / / 0 / , 


c 


ft 1 


9 Zl 
Z 4 


£T 

. D 


i fi 
lb. 


7 


9 m n 
z Ul u 


7 


TTC 

Uo 


1 1 
11 


9 czcz 
z b b 


7Zlft7A 9C.Zlc:Qn 
/40A OD4 0yU 


oequence 


9 C.Z1 on 
0 D4 d y U , 


c 


ft 9 
0 Z 


9 Zl 
Z 4 


c 
. 0 


1 c 
1 b . 


/ 


9 ni n 
z Ul u 


7 


TTC — 
Uo 


11- 
11 


O CZCZ- 

z 0 0- 


7Zlft7\ — 9ft Zl QZl 9 
/ 4 OA— 0 O 4 y 4 Z 


oequence 


9 ft ZJ Q A 9 

0 0 4 y 4Z / 




0 o 


9 Zl 
Z fi 


. D 


1 c 
1 b , 


-7 


9 n 1 n 
Z Ul u 


7 

/ 


TTC 

Uo - 


1 1 
11 


0 czcz 
Z bb- 


7Zlft7\ Z197QfiQ 

/ 4 0 a— 4 0 / y b y 


oequence 


Zl 9 7 Q C Q 

4 0 / y by , 


c 


ft ZJ 
0 4 


9 Zl 
Z 4 


c. 

. D 


i fi 
l b . 


7 


Z lo b 


7 
/ 


TTC 

Uo - 


1 1 
11- 


0 czcz 
Z bb- 


7Z1Q7\ 1Q7Q99 

/ 4 OA— lo / yoZ 


Sequence 


1 Q 7 Q 9 9 

1 0 / y oz , 


c 


ft C 


9 Zl 
Z fi 


. D 


i fi 
l b . 


7 


0 00 U 


7 
1 


TTC 

Uo — 


1 1 
11- 


0 czcz 
Z bb- 


7/lQ7\ CQ1 CO 

/ 4 oA— 00 loZ 


Sequence 


CQ1 CO 7\ 

0 0 1 oZ , A 


c 


Q CZ 

0 D 


9 /I 
Z fi 


C 
. D 


i fi 
l b . 


7 


Zl 9 C, 9 

fi Z O 0 


-7 


TTC 

Uo 


1 1 
11- 


0 czcz 
Z bb- 


7/lQT\ C*70OO 

/ 4 OA— j / jZo 


Sequence 


c 9 9 9 Q 7\ 

D 1 oZ 0 , A 


c 


0 / 


O A 
Z fi 


. D 


1 b . 


/ 


3 / Z b 


n 

1 


US - 


1 1 
11- 


oca 
Z bb- 


/4oA-oyob / 


Sequence 


o yob / , A 




Q Q 
O O 


9 /l 
Z fi 


. b 


1 c 
1 b . 


1 


o y 00 y 


-t 

I 


T TO 

Uo - 


1 1 
11- 


occ 
Z bb- 


/4oA-zo4 y y 


Sequence 


9 9 A Q Q T\ 

Zo4 y y , a 


c 


ft Q 
0 y 


9 Zl 
Z 4 


. D 


i c 
1 b . 


1 


1 fi 9 9 1 Q 

x b 0 0 x y 


7 

1 


T T C — 

Uo — 


11- 
11 


0 CZCZ — 

z b b- 


7 Zl ft n — 9 9 Q fift 
/ 4 OA z 0 y 00 


Sequence 


9 9 Q fi ft 7A 

z 0 y b 0 , a 


c 


y u 


9 Zl 
Z fi 


. ft 


i ^ 
l b . 


b 


9 17 

oX / 


7 
1 


T TC 

Uo- 


1 1 
11 


0 czcz 
Z bb- 


7Zlft7\ 97791 n 
/ 4 OA- 0 / / Z 1 U 


S equence 


9 9 9 9 1 n 

J / / z 1 u , 




y 1 


9 Zl 
Z fi 


Zl 
. 4 


i fi 
1 b . 


b 


9 17 
0 X / 


7 

1 


T TC 

Uo - 


1 1 
11 


0 czcz 
Z b b- 


7Zlft7A A CZC\tZQ Q 

1 4 oa— 4 bu 0 0 y 


0 equence 


zi fin c. q q 
4 bu d 0 y , 


c 


Q 9 

y z 


9 Zl 
Z 4 


A 

. fi 


i a 
1 b . 


b 


9/19 
ofl O 


-7 


TTC 

Uo - 


1 1 
11- 


0 £CZ 

Z b b- 


9ziQ7\ onenci 
/ 4 oA- oU bU bl 


Sequence 


oUbUbl, 


c 


Q 9 

y j 


9 Zl 
Z fi 


. fi 


i fi 
1 b . 


b 


Zl 9 9 
fi Z Z 


1 


TTC 

Uo — 


1 1 
11 


0 czcz 
Z bb 


9Z1Q7\ Z19t;QQt; 

/ 4oA-4Zooy 0 


Sequence 


/l 9 C Q Q C 

4 Z D 0 y 3 , 




Q ZJ 

y 4 


9 Zl 
Z fi 


A 

. 4 


i fi 
1 b . 


b 


Zl Q Q 

4 y y 


(Z 

b 


T TC — 

Uo — 


1 n_ 
1 u 


Zl ft ft — 
4 0 0 


CZ T Q.OQCC 

oiyzyoo 


Sequence 


OQCC A 

z y 0 0 / Ap 




y o 


9 Zl 
Z fi 


/I 
. H 


i a 
1 b . 


b 


Q Q 9 

y 0 0 


b 


TTC 

Uo- 


1 n 
1 u- 


Zl Zl Q 

4 4 y- 


q n 9 9 q 9 9 
yuz - 0 y oz 


Sequence 


9 Q 9 9 7A 

0 y 0 z , Ap 


c 


Q CZ 

y d 


9 Zl 
Z fi 


A 

. 4 


i a 
1 b . 


b 


1 9 c c 
1 0 b b 


b 


T to 

Uo — 


1 n 
1U- 


Q C 0 


9Z1Q 97Z19C 

o4y-Z / Hod 


oequence 


9 9 ZJ 9 C. 7A 

Z / 4 00 / A 




Q 9 

y / 


9 A 
Z fi 


A 

. fi 


lb . 


b 


1/100 
1 4ZZ 


b 


TTO 

Uo — 


1 n 

1 u- 


/l Zl Q 

4 4 y - 


OHO 1Q99Z1 

yuz -lo / /4 


Sequence 


1 ft 9 9 Zl 7\ 

1 0 / / 4 / A 


c 


Q ft 

y o 


9 Zl 
Z fi 


. Z 


i fi 
1 b . 


C> 


9 Q Zl 

0 y 4 


7 


TTC 

Uo — 


1 1 
XX- 


0 czcz 
Z b b 


7Z1Q7A 9n9ftZlft 
/ 4 OA 0 U Z 0 4 0 


S equence 


ono ft zj ft 

0 UZ 0 4 0 , 


c 


Q Q 

y y 


9 Zl 
Z 4 


. Z 


i a 
1 b . 


c 

0 


Q 9 7 
OZ / 


(Z 

D 


TTC — 
Uo — 


1 n_ 
x u 


. zl zl Q - 
4 4 y 


cin9 — ftQft n 
yuzoyou 


O Cz\ \ 1 Cz\ TT\ /~* ^ 

0 equence 


ft q ft n n-r\ 
0 y 0 u / Ap 




i nn 


9 Zl 
Z 4 


. Z 


1 fi 

X D . 


c. 
D 


ft 9 Q 

0 0 y 


7 
1 


TTC — 

UO 


11- 

XX 


9 fi fi _ 
zoo 


7ZlftZ\ — 971 Qfi9 
/ 4 OA 0 / x y O Z 


0 equence 


991 Q fi9 

0 / x y oz , 






9 Zl 
Z 4 


. Z 


16. 


5 


0 0 y 


7 
/ 


TTC — 

uo — 


11- 

XX 


0 CZ.CZ- 

z 0 0 — 


7zlft21-9ft QZin9 
/ 4 OA 0 0 y 4 U Z 


C £± 1 1 Q <^ 

oequence 


0 0 q a n9 
0 o y 4 uz , 


c 


i no 
XUZ 


9 Zl 
Z 4 


♦ Z 


16. 


5 


Q 9 Q 

0 0 y 


7 
1 


TTC 
Uo 


1 1 
XX 


0 czcz 
z bb 


7Zlft7A Zl^^9Z11 
/ 4 OA 4 0 J 0 4 X 


Sequence 


4 O O 0 4 X r 




i n 9 


9 Zl 
Z 4 


9 
♦ Z 


16. 


5 


y 0 0 


7 
1 


TTC 

Uo 


1 1 
XX 


0 czcz 
z bb 


7Zlft7A T7T^97 
/ 40A X / loo / 


Sequence 


1 9 T c, 9 9 
1 / loo / , 


c 


in/1 
1U 4 


24 


. 2 


16. 


5 


y o 0 


7 

1 


TTC 

Uo 


1 1 

xx- 


0 czcz 
z bb — 


7/1Q7A 9ZlC.9fiZl 
/ 4 OA Z4 00 b4 


oequence 


9 /i c 9 CZ A 
Z 4 0 0 04 , 


c 


inc. 


24 


.2 


16. 


5 


17 9 1 

1 /z 1 


(Z 

b 


TTC 

Uo 


i n 
xu- 


QCQ 


9 Zl Q 1 Q CC 
J4 y — lOOD 


oequence 


1 QCC TVr-v 

lOOJ; Ap 




i nc 

1UD 


24 


.2 


16. 


5 


onon 
Z UoU 


cz 
b 


TTC 

Uo — 


1 n 
X u - 


Zl Zl Q 

4 4 y — 


on9 zi q n Q 
yuz — 4 y uo 


oequence 


zj q n ft 7i»^ 

4 y u 0 / Ap 




i n 9 


24 


.2 


16. 


5 


9 9 C. 7 
Z Z O / 


cz 
b 


TTO 

Uo — 


1 n 
x u — 


Zl Zl Q 

4 4 y 


q n 9 9 fi 07 7 
yuz -z by// 


Sequence 


9 fiQ 9 9 n 

z by / / , a 




1 n q 
x u o 


24 


.2 


16. 


5 


9 9 9 C 

Z 00 b 


b 


TTO 

Uo — 


i n 
xu- 


Zl Zl Q 

4 4 y — 


q n 9 or\r\czA 
y uz -zuub4 


Sequence 


9 nn fizj n 

Z UU b4 , A 


c 


i no 
iu y 


24 


16. 


3 


7 9 Q 

/ z y 


7 

f 


TTC 

Uo — 


T 1 
XX- 


0 czcz 
Z bb- 


7zlfti\ oci enc 
/ 4oA— 0 bl bUo 


oequence 


9 fi 1 cnt; 


c 


i i n 


24 


16. 


3 


TOO 

/ z y 


1 


TTO 

Uo- 


i 1 
11- 


Z bb- 


/4oA-oo / by 0 


Sequence 


00 / b y D , 




ITT 

1 J. 1 


24 


16. 


3 


7 9 Q 

/ z y 


7 

1 


I TC 

Uo — 


1 1 
11- 


0 czcz 
Z bb- 


7 Zl Q n Zl Zl Z5 Q ft A 

1 4 oA-4 4 4 y 0 4 


oequence 


A A A Q ft ZJ 
4 4 4 y 0 4 , 


c 


i i o 
XXZ 


24 


16. 


3 


*"7 O C 
/ O D 


1 

1 


us - 


1 1 
11- 


Z X b- 


C A C O 1 O O 

o4o-olzy 


Sequence 


0 1 z y , Ap 


c 


119 
X X O 


24 


16. 


3 


01 1 

oil 


-f 

I 


TTO 

Uo- 


i 1 
11- 


OCC 

Z bb- 


/ 4oA-oUbU4 


Sequence 


q n c n zi 7\ 
0 U bU 4 , A 


c 


11/1 
XX 4 


24 


16. 


3 


Oil 

oil 


-7 


TTO 


1 1 
11- 


Z bb- 


/4oA-llUo / / 


Sequence 


1 1 n q 9 9 
llUo / / , 




1 I t 

x x o 


24 


16. 


3 


ft 1 1 

0 X X 


7 

f 


TTC — 


ii- 
± x — 


9 fifi- 

Z OO 


7 Zl ft n — 1 99ZJ1 ^ 
f 40AXoo4X0 


O ^ /~t i i ^ y-\ r~> ^ 

oequence 


1 9 9ZJ 1 

1 0 0 4 X D , 


c 


116 


24 


16. 


3 


1338 


1 


us- 


11- 


217- 


529-2223 


Sequence 


2223, Ap 


c 


117 


24 


16. 


3 


1820 


6 


us - 


10- 


449- 


902-25726 


Sequence 


25726, A 


c 


118 


24 


16. 


3 


2602 


6 


us- 


10- 


449- 


902-28180 


Sequence 


"28180, A 




119 


24 


16. 


3' 


4339 


6 


us- 


10- 


449- 


902-24429 


Sequence 


24429, A 




120 


23 


.8 


16. 


2 


193 


7 


us- 


11- 


266- 


748A-427336 


Sequence 


427336, 
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| SCORE Search Results Details for Application 
| 10630536 and Search Result us-10-630-536- 
| 8-rst. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10630536 and Search Result us-10- 

630-536-8. rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



July 1, 2006, 04:17:07 ; Search time 5332.44 Seconds 

(without alignments) 
1541.534 Million cell updates/sec 



Title : US-10-630-536-8 
Perfect score: 147 

Sequence: 1 atttgtcggaaggtcgcagt ccgtcagaaagtcatcgacg 147 

Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 



96473596 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 150 summaries 



Database : EST:* 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc : * 


7 




gb_est2 : * 


8 




gb_est7 : * 


9 




gb_est8 :* 


10: 


gb_est9: * 


11: 


gb__gssl : * 


12: 


gb gss2:* 


13: 


gb_gss3 : * 


14: 


gb_gss4 : *. 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





No . 


Score 


Match 


Length 


DB 


ID 


Description 


c 


1 


32 


. 4 


22. 


0 


218 


10 


tin ni -i o 

N83118 


N83118 TgESTzy73gO 




2 


32 


.2 


21. 


9 


671 


8 


/->• /-v ft ft /"" "7 ft ^ 

CO236707 


CO236707 WS0024.B2 


c 


3 


31 


. 4 


21. 


4 


614 


3 


BQ507186 


BQ507186 EST614601 


c 


4 


31 


. 4 


21. 


4 


614 


5 


CK861660 


/-i T-r-O /-I /■/•ft ft ft "7 /I T«s. 

CK861660 32764 In 


c 


5 


31 


21. 


1 


643 


5 


<-^t*i/"/io*i ft ft 

CF642183 


^ A ft 1 ft ft t*\ /I ft t*i ft ft 

CF642183 D48 F07 F 


c 


6 


31 


21. 


1 


12 69 


6 


CNS0FROA 


f% t~\ ft C ft ft ft m _ i_ —.J—.--. 

CR685230 Tetraodon 


c 


7 


30 


. 8 


21. 


0 


364 


1 


T\1 r/" T Aft A *~\ 

AV63 98 4 3 


AV639843 AV639843 




o 

8 


30 


. 8 


21. 


0 


5 97 


2 


BI939652 


OTDOQC CO ^li/JOTf 1 1 

B13o^bDZ daa^/tll. 


c 


9 


30 


. 6 


20. 


8 


o i a 

2 78 


8 


ft" /"s O O *7 ft 1 a 

C0827214 


/""• fti O ft 1 ft 1 ^ T \A r^T3 C ft ft 

COo2 /214 LM GBo UU 


c 


i ft 
10 


30 


.4 


20. 


7 


1 d "7 

7 67 


T A 

14 


TAT T ft ft ft O 1 ft 

DU9 92 81 9 


DU9 92 819 0G_ABaUll 


c 


11 


30 


.4 


20. 


7 


875 


2 


TMkif/J ft ft ft C C 

BM42 3055 


BM423055 PLATE1_E1 


c 


12 


30 


.2 


20. 


5 


474 


5 


CD888991 


i"*»r\OOOftft.1 /"*• "1 1 O 1 "1 ft T 

CD888991 G118.110L 


c 


13 


30 
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